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Abstract

The first step of HIV infection involves the interaction of the gp120 envelope glycoprotein to

its receptor CD4, mainly expressed on CD4+ T cells. Besides its role on HIV-1 entry, the

gp120 has been shown to be involved in the production of IL-1, IL-6, CCL20 and other innate

response cytokines by bystander, uninfected CD4+ T cells and monocytes. However, the

gp120 determinants involved in these functions are not completely understood. Whether

signalling leading to cytokine production is due to CD4 or other receptors is still unclear.

Enhanced chemokine receptor binding and subsequent clustering receptors may lead to

cytokine production. By using a comprehensive panel of gp120 mutants, here we show that

CD4 binding is mandatory for cytokine outburst in monocytes. Our data suggest that target-

ing monocytes in HIV-infected patients might decrease systemic inflammation and the

potential tissue injury associated with the production of inflammatory cytokines. Understand-

ing how gp120 mediates a cytokine burst in monocytes might help develop new approaches

to improve the chronic inflammation that persists in these patients despite effective suppres-

sion of viremia by antiretroviral therapy.

1. Introduction

After more than 30 years, the HIV pandemia is still a major health problem with near 37 mil-

lion people infected and 2 million new infections each year [1]. Despite major efforts by scien-

tists around the globe, there is still no effective vaccine to prevent HIV-1 acquisition. Current

anti-retroviral treatment (ART) regimens are very effective in controlling viral replication and

bringing plasma viral loads below detection limits. HIV infection leads to major perturbations
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on immune system regulatory mechanisms as CD4 T cells depletion, maturation and exhaus-

tion of T cells and a constant immune activation are hallmarks of this infection. Previous stud-

ies have shown that chronic immune activation plays a critical role in HIV pathogenesis,

contributing, besides direct infection, to progressive destruction of the CD4 T cell compart-

ment and to the dysfunction of multiple immune cell subsets [2, 3]. HIV-induced inflamma-

tion is also described in the gastro-intestinal mucosa, leading to translocation of bacterial

products [4, 5] which create an inflammatory loop that impairs epithelium integrity. More-

over, systemic inflammation and immune dysregulation persist in a significant fraction of the

ART-suppressed individuals and is associated with non-AIDS defining clinical complications

such as cardiovascular disease and cancer, as well as increased morbidity and mortality [2].

HIV infection is then associated with multifactorial pathogenic mechanisms, patients still pres-

ent evidence of immune impairment such as expansion of myeloid derived suppressor. This

inflammatory response occurs despite IL-10 production, a well-known anti-inflammatory

cytokine. IL-10 is up-regulated in multiple cell types during HIV virus infection [6, 7] and

blockade of IL-10 improves HIV-specific CD4 and CD8 T cells function, showing that this

pathway contributes to virus-specific immune impairment.

It has been well established that soluble gp120 is a pro-inflammatory molecule [8–11].

Indeed, literature in the field reports production of TNFa and IL-8 in the genital tract that

might lead to the recruitment of neutrophils. IL-6 is also induced by gp120 as well as the che-

mokines CCL2 and CCL4, leading again to immune cells recruitment [12]. Altogether, these

reports suggest that the gp120 envelope glycoprotein induces a cytokine outburst during infec-

tion. Therefore, gp120-mediated cytokine induction may help HIV to better escape the

immune system, replicate and disseminate. Consistent with this model, diverse amounts of sol-

uble gp120 were shown to be present in plasma and tissue from HIV-1-infected individuals

even under successful ART-treatment [13–15]. Accordingly, a link between the amount of sol-

uble gp120 present in the plasma of infected individuals and their immune status has been sug-

gested [14]. HIV-induced inflammation has also been reported in the brain [16, 17] where

HIV-1 gp120 was reported to affect neurons and glial cells by producing oxidative stress [18–

20] and contribute to brain disease in HIV-1-infected individuals [21].

A molecular understanding of the gp120 determinants involved in cytokine production by

CD4+ T cells and other CD4-expressing immune cells is still missing. Since the gp120 evolved

to efficiently bind the CD4 receptor with nanomolar affinity [22], we made the assumption

that envelope protein gp120 binding to CD4 is required for the cytokine burst observed in

monocytes. Here, we report an extensive structure-function analysis of the requirements for

primary human cell activation by gp120 leading to pro-inflammatory cytokine production.

2. Material and methods

2.1. gp120 constructs and reagents

Mutations (D368R, R419D) were introduced into the previously-described codon-optimized

pcDNA3.1-HIV-1YU2 gp120 [23] using the QuikChange II XL site-directed mutagenesis pro-

tocol (Stratagene, Cedar Creek, TX, USA). Deletions of the V1, V2, V3 and V5 region of the

codon optimized pcDNA3.1-HIV-1YU2 expression construct were made by replacing the

sequence encoding 124–198 from the V1/V2 loop with a sequence encoding a GG linker, the

sequence encoding 302–323 from the V3 loop with a sequence encoding a GGSGSG linker

and the V5 by replacing residues 460–465 by a GSG linker as previously described [23, 24].

The presence of the desired mutations was confirmed by Sanger DNA sequencing. All residues

are numbered according to the prototypic HXBc2 sequence [25].
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For gp120 or sCD4 production, FreeStyle 293F cells (Invitrogen, Carlsbad, Ca, USA) were

grown in FreeStyle 293F medium (Invitrogen) to a density of 1 × 106 cells/ml at 37˚C with 8%

CO2 with regular agitation (125 rpm). Cells were transfected with a pCDNA3.1 plasmid encod-

ing codon-optimized His(6)-tagged wild-type (wt) or mutant HIV-1YU2 gp120 or sCD4

expression plasmid using the Expifectamine™ 293 Transfection Kit as directed by the manufac-

turer (Invitrogen). One week later, cells were pelleted and discarded. The supernatants were

filtered (0.22-μm-pore-size filter) (ThermoFisher Waltham, MA, USA), and the gp120 glyco-

proteins or soluble CD4 (sCD4) were purified by nickel affinity columns according to the

manufacturer’s instructions (Invitrogen). Fractions containing gp120 were concentrated using

Centriprep-30K (EMDMillipore Billerica,MA, USA) centrifugal filter units following the man-

ufacturer instructions. Monomeric gp120 was then purified by FPLC as described [23]. Mono-

meric gp120 preparations were dialyzed against phosphate-buffered saline (PBS) and stored in

aliquots at −80˚C. To assess purity, recombinant proteins were loaded on SDS-PAGE gels and

stained with Coomassie blue as described [23].

2.2. Cell isolation and culture

Human peripheral blood mononuclear cells (PBMCs) were isolated from venous blood of

healthy HIV-negative volunteers by Ficoll-Hypaque density gradient centrifugation. Volun-

teers gave their written informed consent in compliance with the IRB from the University of

Montreal Hospital (CHUM), called "Comité d’éthique de la recherche du CHUM” (English

translation: CHUM Research Ethics Committee) and with the IRB from McGill University

Health Centre, called the “Centre for Applied Ethics”;both ethics committees approved this

study. PBMCs were cultured in RPMI 1640 supplemented with 10% fetal bovine serum (R10),

penicillin-streptomycin, L-glutamine, non-essential amino acids and pyruvate. Peripheral

blood neutrophils were isolated by red blood cell lysis of the pellet following Ficoll-Hypaque

centrifugation. Monocytes were isolated from PBMCs following instructions of commercial

isolation kit from Stemcell (EasySep).

PBMCs or monocytes were seeded in 96-well plates (200,000 cells per well in 100 μL of

media) and stimulated (100 μL of stimulant) with gp120 constructs controlled with an unsti-

mulated control (mock). For inhibition experiments using maraviroc, wortmanin or rapamy-

cin, cells were incubated for 1 h at 37˚C prior to stimulation, and using 0.1% DMSO as a

control when appropriate. Cell-free supernatants were collected and stored at -20˚C until ana-

lyzed for detection of cytokines by enzyme-linked immunosorbent assay (ELISA) following

the instructions of the manufacturer (eBioscience). Stem cell Hetasep was used to separate

whole blood (WB) leukocytes to red blood cells. WB cells were washed in R10 medium before

stimulation and migration tests.

2.3. gp120 stimulation

Stimulation experiments for all cell types and cultures were done at a concentration of 200 ng/

ml (3.53 nM) of gp120 (WT). The equivalent of 3.53nM was used for the gp120 constructs

with different molecular mass. Cell cultures were performed with one million cells in 1 mL for

4h (RT-qPCR) or 18h (ELISA or FACS) at 37˚C. After stimulation cells were washed and then

processed in accordance to the specific technical protocols.

2.4. Antibodies and flow cytometry

PBMCs were stimulated with positive control (S. aureus peptidoglycan) or mock control or

with the different gp120 constructs. Cells were washed in PBS containing 2% FBS and 2 mM

EDTA, blocked with 10% normal human serum for 15 min at 4˚C, and then stained for CD3,
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CD14, and CD19 (1 μL of each antibody in 100 μL of PBS containing 2% BSA and 2 mM

EDTA) for 30 min at 4˚C in the dark. Dead cells were excluded using Zombie Aqua Dye (Bio-

Legend). For intracellular staining of IL-10 and TNF- α, Brefeldin A was added 6 hours post-

stimulation and cells were cultured overnight. Then, cells were stained for surface markers

before being fixed, permeabilized and stained for IL-10 and TNF-α. For intracellular cytokine

staining of IL-1, a mix of Brefeldin A, PMA and ionomycin was added 12 hours post-stimula-

tion with gp120 during 4 hours and cells were then fixed and permeabilized for staining.

Events were collected on a FACSFortessa II (BD) and analyzed using FlowJo software (Tree

Star Inc.).

2.5. Migration assay

Cell mobility was assessed using a 3μm membrane transwell culture well system (Corning) by

seeding 2.105 cells in the insert in 2% FBS completed RPMI and in presence of 3.53nM of

recombinant gp120 proteins or controls. After 18h in culture conditions, media were harvested

and cell counts were evaluated using beads (eBioscience) to normalize acquisition on a FACS

Fortessa.

2.6. RT-qPCR gene expression

mRNA was extracted by column purification (RNeasy Plus Kit, Qiagen). Reverse transcription

reaction was performed based on superscript III protocol (Invitrogen). qPCR two step reac-

tions were then performed on a Cycler iQ. Data Cq were analyzed using genex macro [26].

The reference genes to normalize the data, RPL19 and HPRT, were selected using geNorm

[26]. Primers were purchased from IDT and are listed in Table 1.

2.7. gp120 immunoprecipitation

For pulse-labeling experiments, 3 × 105 293T cells were transfected with pcDNA3.1-HIV-1YU2

gp120 variants using a standard calcium phosphate method. One day after transfection, cells

were labeled with 55 μCi/mL [35S]-methionine/cysteine ([35S] protein labeling mix (Perkin-

Elmer, Waltham, MA, USA) in Dulbecco’s modified Eagle’s medium lacking methionine and

cysteine and supplemented with 5% dialyzed fetal bovine serum. After 24 hours, cell superna-

tants were recovered. Precipitation of radiolabeled HIV-1 envelope glycoproteins from super-

natant was performed with a mixture of sera from HIV-1-infected individuals. Alternatively,

radiolabeled gp120 envelope glycoprotein in the supernatant was precipitated with various

amounts of anti-gp120 monoclonal antibodies or the recombinant CD4-Ig protein for 1 h at

37˚C in the presence of 50 μl of 10% Protein A-Sepharose beads (GE Healthcare). The beads

were then washed twice with RIPA buffer [140 nM NaCl, 8 mM Na2HPO4, 2 mM NaH2PO4,

1% NP40, 0.05% sodium dodecyl sulfate (SDS)]. Laemmli buffer without β-mercapto-ethanol

was added to the beads before heating them at 100˚C for 5 min and loaded on SDS-PAGE

polyacrylamide gels.

To assess CCR5-binding ability, normalized amounts of radiolabeled gp120 envelope glyco-

proteins from transfected 293T cell supernatants were incubated in the presence or absence of

sCD4 (10 μg/ml) for 1 hour at 37˚C. The gp120-sCD4 mixtures were then incubated with 5 X

106 Cf2Th-CCR5 cells for 2 hours at 37˚C. Cells were then washed twice with PBS prior to

lysis in RIPA buffer. The bound gp120 glycoproteins in the cell lysates were immunoprecipi-

tated with a mixture of sera from HIV-1-infected individuals. Laemmli buffer with β-mer-

capto-ethanol was added to the beads before heating them at 100˚C for 5 min and loaded on

SDS-PAGE polyacrylamide gels. All precipitated proteins were analyzed on SDS-PAGE poly-

acrylamide gels. Gels were dried with a Model 583 gel dryer (Bio-Rad) and exposed in a storage
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phosphor cassette. Densitometry data was acquired with a Typhoon Trio Variable Mode

Imager (Amersham Biosciences) storage phosphor acquisition mode. Results were analyzed

using Image Quant 5.2 software (Molecular Dynamics).

3. Results

3.1. Low levels of gp120 induce a cytokine burst in human monocytes

Whether gp120 signals through different receptors is an important question that remains

unclear. To start addressing this question, we characterized the cytokine profile produced by

Table 1. Human gene RT-qPCR primers list.

Gene Primer sequences Amplicon size (pb) Accession number

CCL2 • F- TGCTCATAGCAGCCACCTTC

• R- TCTCCTTGGCCACAATGGTC

189 NM_002982

CCL3 • F- CAACCAGTTCTCTGCATCAC

• R- CTGCTCGTCTCAAAGTAGTC

111 NM_002983

CCL4 • F- TCCTCGCAACTTTGTGGTAG

• R- TCCAGGTCATACACGTACTC

141 NM_002984

CCL20 • F- TGATGTCAGTGCTGCTACTC

• R- GATGTCACAGCCTTCATTGG

146 NM_004591

CXCL2 • F- GCCCAAACCGAAGTCATAGC

• R- AGGAACAGCCACCAATAAGC

154 NM_002089

CXCL10 • F- CTAGAACTGTACGCTGTACC

• R- TTGATGGCCTTCGATTCTGG

175 NM_001565

HPRT • F- ATTGTAATGACCAGTCAACAGGG

• R- GCATTGTTTTGCCAGTGTCAA

117 NM_000194

IL-1b • F- CTCGCCAGTGAAATGATGGCT

• R- GTCGGAGATTCGTAGCTGGAT

144 NM_000576

IL-2 • F- GTCACAAACAGTGCACCTAC

• R- TCCTGGTGAGTTTGGGATTC

127 NM_000586

IL-6 • F- GTGTGAAAGCAGCAAAGAGG

• R- TGTTCTGGAGGTACTCTAGG

164 NM_000600

IL-8 • F- TTGGCAGCCTTCCTGATTTC

• R- ATTTCTGTGTTGGCGCAGTG

170 NM_000584

IL-10 • F- ACTTTAAGGGTTACCTGGGTTGC

• R- TCACATGCGCCTTGATGTCTG

111 NM_000572

IL-18 • F- GATGGCTGCTGAACCAGTAG

• R- GCCGATTTCCTTGGTCAATG

191 NM_001562

IL-23p19 • F- ATGAGAAGCTGCTAGGATCG

• R- TTTGAAGCGGAGAAGGAGAC

194 NM_016584

RPL19 • F- GGCTCGCCTCTAGTGTCCT

• R- GCGGGCCAAGGTGTTTTTC

185 NM_000981

TNF-a • F- GCTGCACTTTGGAGTGATCG

• R- GCTACAACATGGGCTACAGG

132 NM_000594

Primers were designed using Clone Manager software. F: Forward primer; R: Reverse primer. The size of the PCR product is indicated and expected after a

two-steps cycle real-time qPCR. Reference genes used for normalization are indicated in bold character. Accession number referred to NCBI website

collection.

https://doi.org/10.1371/journal.pone.0174550.t001
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PBMC after stimulation with levels of recombinant gp120 that have been reported in vivo or in
vitro [13, 14, 27, 28]. Using RT-qPCR on PBMC (Fig 1A), we identified 13 different cytokines

significantly over-expressed upon gp120 stimulation. These included interleukins -1, -6, -10,

-18, -23, -27, CCL2, 4, 20, CXCL2, 13, TSLP and TNFα.

It is important to note that 200 ng of gp120 per million cells (per milliliter), a level

recently reported to correspond to the amount of gp120 present at the surface of HIV-

1-infected cells [27] and bystander uninfected CD4+ T cells [28], induced significant cyto-

kine production. Of note, dose response experiments indicated that the concentration of

gp120 used in this study (200 ng/1x106/mL) does not result in maximal cytokine production

(data not shown). Thus, indicating that our system is not saturated and suggesting that this

cytokine response to gp120 might be representative of in vivo responses [13, 15]. Some of the

cytokines upregulated upon gp120 exposure such as IL-1, IL-6 and CCL20 have important

pro-inflammatory functions. The induction of IL-6 was particularly pronounced, (1000 fold

increase, Fig 1A). One cytokine in particular, IL-10, has anti-inflammatory properties while

CXCL13 is a B cell chemoattractant and Thymic Stromal Lymphopoietin (TSLP) is a regula-

tor of myeloid and T cell functions.

Next, we studied at the protein level the cell populations producing the cytokines induced

by gp120 stimulation. We used polychromatic flow cytometry and intracellular staining on

gp120-stimulated cells and unstimulated controls (mock, Fig 1B). Interestingly, of all the

PBMCs populations, only CD14+ monocytes appeared to respond to the gp120-stimulation by

expressing IL-10 and/or TNF. CD4+, CD8+ and CD19+ lymphocytes did not respond in our

ICS experiment (data not shown). We detected a mean of 8% of IL-10 producing monocytes.

We observed variable trends in TNF-α production with induction or reduction of TNF-α
upon gp120 stimulation (Fig 1B). Analysis of IL-1 production was more challenging because

of the loss of CD14 expression after PMA/ionomycin activation. Indeed, activation of mono-

cytes can lead to cell receptor downregulation [29]. Nevertheless, a positive staining for IL-1

was detected after stimulation of cells with gp120 (Fig 1B, third panel). PMA/ionomycin acti-

vation of cells revealed very few IL-1 positive mock-control cells versus a mean of 10.7% in the

presence of gp120.

To corroborate these findings, we next analyzed secreted cytokines from cultured cells. We

found that cytokine production as examined by ELISA paralleled the production of IL10 and

TNF-α observed by flow cytometry. Also, upon gp120 stimulation, CCL2 was produced by

PBMC (8,380 pg/ml) and by enriched monocytes (26,951 pg/ml), (Fig 1C). The induction of

IL-10 and CCL2 observed in PBMC cultures was even higher when only monocytes were in

the culture. In contrast, TNF-α detection was more elevated in PBMC cultures than in mono-

cyte cultures (Fig 1C).

3.2. Targeted mutations in recombinant gp120 variants differentially

affect CD4 and CCR5 co-receptor binding

Since it is well known that gp120 has nanomolar affinities for its CD4 receptor [22], we next

focused on the gp120/CD4 interaction to determine whether the pro-inflammatory response

to gp120 was induced by CD4 signaling or its co-receptor CCR5. We generated a panel of

recombinant gp120 proteins with altered properties with regard to CD4 and co-receptor bind-

ing. Since a tripeptide located in the V1/V2 domain of the gp120 was previously shown to be

involved in α₄β₇ binding [30] and thought to affect B cell proliferation [31], we evaluated the

contribution of the variable regions in the cell receptor interaction and gp120 cytokine burst.

The D368R change has been reported to affect CD4 binding [27, 28, 32], and the mutation

R419D has been shown to affect binding to the CCR5 co-receptor [33]. Removal of the
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Fig 1. gp120 induces a cytokine burst in PBMC and monocytes. A) mRNA expression of cytokines done by RT-qPCR,

level of expression after stimulation with gp120 is relative to the mock control set at 1 for each cytokine. B) Flow cytometry

analysis of PBMC CD14+ population, expression of IL-10, TNF-α and IL1-ß are detected by intra-cellular staining (left panels).

Data are represented in paired samples and statistic analysis performed with paired t-test (* p<0.05). C) PBMC (grey bars)

and monocytes (black bars) supernatant analysis by ELISA detection of IL-10, TNF-α and CCL2 after stimulation with gp120.

Statistic analysis performed with t-tests present the difference between the two cell type (* p<0.05 and ** p<0.01).

https://doi.org/10.1371/journal.pone.0174550.g001
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V1V2V3 and V5 variable regions was shown to favor the spontaneous sampling of the CD4-

bound conformation [23, 24]. A detailed description of each recombinant gp120 variant is pre-

sented in Table 2. As previously shown [34, 35], the D368R change decreased the interaction

of gp120 with CD4 while deletion of the V1V2V3V5 variable regions enhanced the interaction

with CD4 and 17b, an antibody which preferentially recognizes the CD4-bound conformation.

Of note, deletion of the V1V2V3V5 loops resulted in decreased CCR5 binding due to the

absence of the V3 loop required for CCR5 engagement. The introduction of D368R into the

dV1V2V3V5 mutant abrogated CD4 binding. As expected, the R419D mutation did not alter

CD4 binding but significantly decreased the interaction with CCR5 and its surrogate, the 17b

antibody. Interestingly, the R419D-induced decrease in 17b binding was only observed in the

full-length gp120 but not in the dV1V2V3V5 context whereas it affected CCR5 binding in

both contexts, indicating that while 17b is a good surrogate of co-receptor binding and recapit-

ulates several binding properties of CCR5 some differences between this antibody and the co-

receptor remain.

3.3. Cytokine-inducing signaling by gp120 in monocytes is dependent on

CD4

We next sought to test how the different mutants affected the cytokine production elicited by

WT gp120 that we observed in Fig 1. Examining a mean of 5 donors, we tested whether or

not the different mutants were able to induce cytokine production, using three different

approaches: RT-qPCR (Fig 2A), flow cytometry (Fig 2B) and ELISA (Fig 2C). We performed

the assays with PBMC and monocytes isolated by negative selection. We observed a complete

loss of cytokine production with the D368R mutation that abrogates gp120 binding to CD4,

underlining that the absence of CD4 ligation is deleterious for gp120 signaling. This loss of

immune modulation was observed both at the mRNA (Fig 2A) and protein (Fig 2B and 2C)

levels. To further confirm the involvement of the CD4-binding site of gp120 on cytokine pro-

duction, we stimulated PBMCs from a healthy donor with gp120 alone or in complex with sol-

uble CD4 (sCD4) or the CD4-binding site VRC01 antibody. As shown in Fig 3, while gp120

alone was sufficient to induce the production of IL-10 in CD3- CD14+ cells, both sCD4 and

Table 2. Characterization of ligand binding to selected HIV-1YU2 gp120 proteins by immunoprecipitation.

gp120 CD4-Ig 17b R5 (-sCD4) R5 (+sCD4 10 μg/ml)a

Wild type 1 1 1 1 b

D368R 0.023*** 1.233 0.906 0.771

R419D 0.917 0.218** 0.064 0.097**

ΔV1V2V3V5 1.450 2.058p = 0.0745 0.373 0.224*

ΔV1V2V3V5 D368R 0.058*** 2.529* 0.437 0.169***

ΔV1V2V3V5 R419D 1.469 2.517 0.110 0.069***

ΔV1V2V3V5 R419D D368R 0.039*** 2.890 0.288 0.137**

*p = 0.05,

** p = 0.01,

***p = 0.001
a CCR5 binding in presence of sCD4 was 3 folds higher than in its absence.
b Normalization to 1 for wt, R5 interaction is 3 folds higher in presence of sCD4.

Statistical test for all samples is a paired t-test. Presentation of the different gp120 construct tested in the study and their ligation capacity with CD4-Ig, 17b

antibody, CCR5 (-/+ soluble CD4). After migration of the immuno co-precipitate, quantification of the gel bands are expressed as relative to the wild type set

at the value of 1.

https://doi.org/10.1371/journal.pone.0174550.t002
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Fig 2. D368R and R419D mutations are deleterious for the cytokine burst but dV1V2V3V5 mutation can rescue D368R.

Cytokines detection after cell stimulation with the gp120 constructs collection. A) mRNA expression of cytokines done by RT-qPCR, level

of expression after stimulation with gp120 mutants is relative to the mock control set at 1 for each graph. Left panel: PBMC and right

panel: monocytes. B) Flow cytometry analysis of PBMC CD14+ population, expression of IL-10 and IL1-ß are detected by intra-cellular

staining after gp120 mutants’ stimulation. C) PBMC supernatant analysis by ELISA detection of IL-10, TNF-α, IL-1ß and CCL2 after
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VRC01 dramatically decreased IL-10 production. Thus, confirming the results obtained with

the full-length D368R gp120 variant (Fig 2) indicating that CD4 binding is required for

gp120-induced monocyte cytokine induction.

3.4. CCR5 co-receptor binding site contribution to cytokine signaling

Compared to WT gp120, the dV1V2V3V5 mutation induced the same amounts of IL-10 and

pro-inflammatory cytokines such as TNF, IL-1 and IL-6. This mutated recombinant protein

was able to bypass the D368R mutation as the combination of the two mutations D368R/

dV1V2V3V5 led to cytokine production. Finally, anytime the R419D was present in any

recombinant gp120 protein no induction of cytokine was observed. Our findings indicated

that the interaction of gp120 with CD4 is mandatory to induce the cytokine burst, but this can

be by-passed by an engineered recombinant gp120 protein spontaneously exposing the co-

receptor binding site. Nevertheless, while the introduction of the R419D mutation within the

stimulation with gp120 mutants. Statistic analysis were performed with variance test ANOVA and then with a t-tests to compare positive

conditions to the mock control (* p<0.05 and ** p<0.01).

https://doi.org/10.1371/journal.pone.0174550.g002

IL-10

C
D

14

mock WT WT + sCD4 WT + VRC01
A

B

**

Fig 3. Blockade of gp120 CD4-binding site inhibits IL-10 production by monocytes. A) Representative experiment and B) flow

cytometry analysis of IL-10 expression on PBMC CD3- CD14+ cells detected by intracellular staining after gp120 stimulation in absence or

presence of sCD4 or the CD4-binding site VRC01 antibody at a molar ratio of 1:1 with gp120. Statistical analysis were performed with t-tests

to compare to the mock control (** p<0.01).

https://doi.org/10.1371/journal.pone.0174550.g003
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dV1V2V3V5 context did not change the dV1V2V3V5 construct binding properties to specific

ligands (Table 2) the cytokine production was drastically reduced (Fig 2).

While our results suggested that CCR5 co-receptor binding is important for gp120-induc-

tion of cytokines, maraviroc, a gp120-CCR5 interaction inhibitor, did not interfere with the

production of cytokines (data not shown). This finding underlies the necessity to further char-

acterize the mechanisms involved in gp120 signaling.

3.5 Role of gp120-CD4 interaction on chemo-kinesis of CD4+ T cells and

monocytes

The importance of selective cell chemotaxis during HIV infection is an important subject of

investigation. The mechanism of this recruitment may be direct attraction of target T cell popu-

lation via viral products or alternatively, via the action of other immune cells [11, 36–38]. Here

we evaluated whether our panel of recombinant gp120 variants was able to induce cell chemo-

kinesis (Fig 4). Immune cell attraction by chemokinesis has been shown to expand mucosal

and systemic inflammation in the context of HIV-1 infection [9, 10]. In accordance with the

previous results showing no cytokine production upon R419D mutant stimulation, R419D did

not induce any PBMC chemokinesis (data not shown). Thus, we focused on the other gp120

mutants. The chemo-kinesis test reproduced the results obtained with the cytokine burst:

gp120 WT and dV1V2V3V5 enhanced the chemo-kinesis of neutrophils while the D368R

mutation abrogated this effect with results close to the mock control in the full-length context

but not within the variable regions (dV1V2V3V5) deleted recombinant gp120 protein (Fig 4).

On the other hand, monocytes were negatively impacted by the WT recombinant gp120 with a

reduction of chemo-kinesis and the D368R construct had no impact on monocytes kinesis.

4. Discussion

HIV-1 enters the host cells by engaging two receptors, CD4 and one G protein coupled che-

mokine receptor, CCR5 or CXCR4. In this study, we focused on the importance of these

Fig 4. gp120 induces neutrophils and lymphocytes migration but inhibits monocytes migration. Transwell

immune cells migration analyzed with evaluation of PBMC subpopulation counts by flow cytometry. 2*10^5 cells were

incubated with gp120 mutants and then cultured in insert with a 3μm membrane. Active migration of cells was evaluated

after harvest of the medium in the wells. Cells were stained with anti CD15, CD14 and CD4 antibodies and counts were

normalized to 1000 beads. Statistic analysis were performed with variance test ANOVA and then with a t-tests to compare

positive conditions to the mock control (* p<0.05 and ** p<0.01).

https://doi.org/10.1371/journal.pone.0174550.g004
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receptors in the HIV envelope protein gp120 induction of cytokines. Using PBMCs from

healthy donors, we identified a strong and diverse cytokine burst in response to gp120

mainly due to monocytes. Using different approaches, we identified monocytes as signifi-

cant producers of IL-10, IL-1, IL-6 and CCL2 upon gp120 stimulation. These results were in

accordance with previous work reporting cytokine production in the context of HIV infec-

tion [14, 39]. This burst includes IL-6, a cytokine necessary in gp120 suppressive induction

as previously reported [40] but also IL-10 [6, 41]. Although monocytes were the primary

responding cells, we cannot exclude the contribution of other cell populations. For example,

T cells produce a lot less IL-10 than monocytes, even though IL-10 mRNA is up-regulated

in T cells [6]. Our results point out to an essential role of monocytes in HIV pathogenesis

and support the need of further investigation on HIV gp120 protein interaction with

monocytes.

Production of chemokines has also been reported as a signature of inflammation [11, 12,

42]. The mechanisms of chemokine burst in the context of HIV infection have not been thor-

oughly assessed. Here we decided to use engineered recombinant gp120 to evaluate different

regions in gp120 in the induction of IL-1, IL-6, IL-10, TNFα or CCL20 cytokines. Importantly,

our data show that decreasing CD4 interaction by introducing the D368R mutation in gp120

abrogates the cytokine burst. Thus, CD4 is a first necessary step in the induction of the cyto-

kine burst. Of note, despite that the CD4 binding site is highly conserved among different

HIV-1 isolates, we cannot rule out that differences might be observed using gp120 from addi-

tional strains.

Interestingly, the phenotype of the D368R mutant (i.e., no cytokine induction) was reversed

by the loops deletion. This observation suggests that the spontaneous sampling of the CD4-

bound conformation upon the loops deletion is sufficient to mediate gp120 signalling.

Both innate and adaptive immune responses against a pathogen such as the HIV require

selective migration of immune cells. We developed a chemokinesis assay on whole blood in

order to investigate the impact of gp120 on each population of the circulating immune cells. It

has been documented that HIV impacts T cell migration [36, 38] but little is known of its effect

on other cell types. We observed neutrophil chemokinesis upon gp120 stimulation. HIV is

already known to stimulate granulocytes through the gp120 immunoglobulin superantigen

binding site [9] but it is still unclear whether neutrophils express CD4 on their cell surface

[43]. Neutrophil migration can be stimulated through formyl peptide receptor (FPR) but

whether FPR interact with gp120 or not still has to be investigated. Of note, experiments with

purified populations of granulocytes or monocytes showed the same results (data not shown)

that is positive migration of neutrophils and reduced migration of monocytes. Again, our

results underline the potential role of non-T cell types like monocytes and neutrophils in

gp120-induced pathogenesis.

Immune hyperactivation status is a crucial feature of the pathogenesis of HIV infection.

This chronic inflammation is improved, but not fully corrected by ART. Notably, higher lev-

els of immune activation in virally suppressed individuals are associated with a number of

non-AIDS defining clinical complications [2]. Here, we clarify the features of gp120 that

modulate the cytokine burst in monocytes, and complement previous work by characteriz-

ing the profile of this functional response. While this mechanism may significantly contrib-

ute to immune dysregulation in untreated progressive HIV disease, it will be important to

define whether the residual gp120 antigen load that can be present in individuals on ART

[14] is sufficient to elicit stimulation of the myeloid compartment. If so, strategies aiming to

maximize gp120 protein or residual virus clearance (such as antibody-based approaches)

could be beneficial as adjuvant therapy for patients who are poor immunological responders

on ART.

CD4 is mandatory for gp120 signaling

PLOS ONE | https://doi.org/10.1371/journal.pone.0174550 March 27, 2017 12 / 15

https://doi.org/10.1371/journal.pone.0174550


Acknowledgments

This work was supported by grants from the Canadian Institutes for Health Research (http://

www.cihr-irsc.gc.ca/e/193.html) held by Drs. J. Madrenas (#13442), D.E. Kaufmann (#137694)

and A. Finzi (#352417); and NIH RO1 HL092565 (https://www.nih.gov) to D.E. Kaufmann. A.

F (#950–229930) and J.M. (#228107) are the recipients of Canada Research Chairs (http://

www.chairs-chaires.gc.ca/home-accueil-eng.aspx). D.E.K. is supported by a Research Scholar

Career Award of the Quebec Health Research Fund (FRQ-S, #31035) (http://www.frqs.gouv.

qc.ca/en). We thank Dr. James Robinson for 17b and A32 monoclonal antibodies and Dr.

Joseph Sodroski for the CD4-Ig construct and sCD4 expression plasmid. The funders had no

role in study design, data collection and analysis, decision to publish, or preparation of the

manuscript.

Author Contributions

Conceptualization: BL LB JM DEK AF.

Investigation: BL LB MC JP NB AP CS.

Resources: JM DEK AF.

Supervision: JM DEK AF.

Validation: JM DEK AF.

Writing – original draft: BL LB JP JM DEK AF.

References
1. Maartens G, Celum C, Lewin SR. HIV infection: epidemiology, pathogenesis, treatment, and preven-

tion. Lancet. 2014; 384(9939):258–71. https://doi.org/10.1016/S0140-6736(14)60164-1 PMID:

24907868

2. Lederman MM, Funderburg NT, Sekaly RP, Klatt NR, Hunt PW. Residual immune dysregulation syn-

drome in treated HIV infection. Advances in immunology. 2013; 119:51–83. https://doi.org/10.1016/

B978-0-12-407707-2.00002-3 PMID: 23886064

3. Zhen A, Krutzik SR, Levin BR, Kasparian S, Zack JA, Kitchen SG. CD4 ligation on human blood mono-

cytes triggers macrophage differentiation and enhances HIV infection. Journal of virology. 2014; 88

(17):9934–46. https://doi.org/10.1128/JVI.00616-14 PMID: 24942581

4. George MD, Asmuth DM. Mucosal immunity in HIV infection: what can be done to restore gastrointesti-

nal-associated lymphoid tissue function? Current opinion in infectious diseases. 2014; 27(3):275–81.

PMID: 24739345

5. Nazli A, Chan O, Dobson-Belaire WN, Ouellet M, Tremblay MJ, Gray-Owen SD, et al. Exposure to HIV-

1 directly impairs mucosal epithelial barrier integrity allowing microbial translocation. PLoS pathogens.

2010; 6(4):e1000852. https://doi.org/10.1371/journal.ppat.1000852 PMID: 20386714

6. Brockman MA, Kwon DS, Tighe DP, Pavlik DF, Rosato PC, Sela J, et al. IL-10 is up-regulated in multi-

ple cell types during viremic HIV infection and reversibly inhibits virus-specific T cells. Blood. 2009; 114

(2):346–56. https://doi.org/10.1182/blood-2008-12-191296 PMID: 19365081

7. Shan M, Klasse PJ, Banerjee K, Dey AK, Iyer SP, Dionisio R, et al. HIV-1 gp120 mannoses induce

immunosuppressive responses from dendritic cells. PLoS pathogens. 2007; 3(11):e169. https://doi.org/

10.1371/journal.ppat.0030169 PMID: 17983270

8. Del Corno M, Donninelli G, Varano B, Da Sacco L, Masotti A, Gessani S. HIV-1 gp120 activates the

STAT3/interleukin-6 axis in primary human monocyte-derived dendritic cells. Journal of virology. 2014;

88(19):11045–55. https://doi.org/10.1128/JVI.00307-14 PMID: 25008924

9. Florio G, Petraroli A, Patella V, Triggiani M, Marone G. The immunoglobulin superantigen-binding site

of HIV-1 gp120 activates human basophils. Aids. 2000; 14(8):931–8. PMID: 10853974

10. Nazli A, Kafka JK, Ferreira VH, Anipindi V, Mueller K, Osborne BJ, et al. HIV-1 gp120 induces TLR2-

and TLR4-mediated innate immune activation in human female genital epithelium. Journal of immunol-

ogy. 2013; 191(8):4246–58.

CD4 is mandatory for gp120 signaling

PLOS ONE | https://doi.org/10.1371/journal.pone.0174550 March 27, 2017 13 / 15

http://www.cihr-irsc.gc.ca/e/193.html
http://www.cihr-irsc.gc.ca/e/193.html
https://www.nih.gov
http://www.chairs-chaires.gc.ca/home-accueil-eng.aspx
http://www.chairs-chaires.gc.ca/home-accueil-eng.aspx
http://www.frqs.gouv.qc.ca/en
http://www.frqs.gouv.qc.ca/en
https://doi.org/10.1016/S0140-6736(14)60164-1
http://www.ncbi.nlm.nih.gov/pubmed/24907868
https://doi.org/10.1016/B978-0-12-407707-2.00002-3
https://doi.org/10.1016/B978-0-12-407707-2.00002-3
http://www.ncbi.nlm.nih.gov/pubmed/23886064
https://doi.org/10.1128/JVI.00616-14
http://www.ncbi.nlm.nih.gov/pubmed/24942581
http://www.ncbi.nlm.nih.gov/pubmed/24739345
https://doi.org/10.1371/journal.ppat.1000852
http://www.ncbi.nlm.nih.gov/pubmed/20386714
https://doi.org/10.1182/blood-2008-12-191296
http://www.ncbi.nlm.nih.gov/pubmed/19365081
https://doi.org/10.1371/journal.ppat.0030169
https://doi.org/10.1371/journal.ppat.0030169
http://www.ncbi.nlm.nih.gov/pubmed/17983270
https://doi.org/10.1128/JVI.00307-14
http://www.ncbi.nlm.nih.gov/pubmed/25008924
http://www.ncbi.nlm.nih.gov/pubmed/10853974
https://doi.org/10.1371/journal.pone.0174550


11. Simmons RP, Scully EP, Groden EE, Arnold KB, Chang JJ, Lane K, et al. HIV-1 infection induces strong

production of IP-10 through TLR7/9-dependent pathways. Aids. 2013; 27(16):2505–17. https://doi.org/

10.1097/01.aids.0000432455.06476.bc PMID: 24096630

12. Fantuzzi L, Canini I, Belardelli F, Gessani S. HIV-1 gp120 stimulates the production of beta-chemokines

in human peripheral blood monocytes through a CD4-independent mechanism. Journal of immunology.

2001; 166(9):5381–7.

13. Oh SK, Cruikshank WW, Raina J, Blanchard GC, Adler WH, Walker J, et al. Identification of HIV-1 enve-

lope glycoprotein in the serum of AIDS and ARC patients. Journal of acquired immune deficiency syn-

dromes. 1992; 5(3):251–6. PMID: 1740750

14. Rychert J, Strick D, Bazner S, Robinson J, Rosenberg E. Detection of HIV gp120 in plasma during early

HIV infection is associated with increased proinflammatory and immunoregulatory cytokines. AIDS

research and human retroviruses. 2010; 26(10):1139–45. https://doi.org/10.1089/aid.2009.0290 PMID:

20722464

15. Santosuosso M, Righi E, Lindstrom V, Leblanc PR, Poznansky MC. HIV-1 envelope protein gp120 is

present at high concentrations in secondary lymphoid organs of individuals with chronic HIV-1 infection.

The Journal of infectious diseases. 2009; 200(7):1050–3. https://doi.org/10.1086/605695 PMID:

19698075

16. Jones G, Zhu Y, Silva C, Tsutsui S, Pardo CA, Keppler OT, et al. Peripheral nerve-derived HIV-1 is pre-

dominantly CCR5-dependent and causes neuronal degeneration and neuroinflammation. Virology.

2005; 334(2):178–93. https://doi.org/10.1016/j.virol.2005.01.027 PMID: 15780868

17. Nosheny RL, Mocchetti I, Bachis A. Brain-derived neurotrophic factor as a prototype neuroprotective

factor against HIV-1-associated neuronal degeneration. Neurotoxicity research. 2005; 8(1–2):187–98.

PMID: 16260395

18. Kong LY, Wilson BC, McMillian MK, Bing G, Hudson PM, Hong JS. The effects of the HIV-1 envelope

protein gp120 on the production of nitric oxide and proinflammatory cytokines in mixed glial cell cultures.

Cellular immunology. 1996; 172(1):77–83. https://doi.org/10.1006/cimm.1996.0217 PMID: 8806809

19. Melendez RI, Roman C, Capo-Velez CM, Lasalde-Dominicci JA. Decreased glial and synaptic gluta-

mate uptake in the striatum of HIV-1 gp120 transgenic mice. Journal of neurovirology. 2015.

20. Ronaldson PT, Bendayan R. HIV-1 viral envelope glycoprotein gp120 produces oxidative stress and

regulates the functional expression of multidrug resistance protein-1 (Mrp1) in glial cells. Journal of neu-

rochemistry. 2008; 106(3):1298–313. https://doi.org/10.1111/j.1471-4159.2008.05479.x PMID:

18485102

21. Walsh JG, Reinke SN, Mamik MK, McKenzie BA, Maingat F, Branton WG, et al. Rapid inflammasome

activation in microglia contributes to brain disease in HIV/AIDS. Retrovirology. 2014; 11:35. https://doi.

org/10.1186/1742-4690-11-35 PMID: 24886384

22. Myszka DG, Sweet RW, Hensley P, Brigham-Burke M, Kwong PD, Hendrickson WA, et al. Energetics

of the HIV gp120-CD4 binding reaction. Proceedings of the National Academy of Sciences of the United

States of America. 2000; 97(16):9026–31. PMID: 10922058

23. Coutu M, Finzi A. HIV-1 gp120 dimers decrease the overall affinity of gp120 preparations for CD4-

induced ligands. Journal of virological methods. 2015; 215–216:37–44. https://doi.org/10.1016/j.

jviromet.2015.02.017 PMID: 25712564

24. Kwon YD, Finzi A, Wu X, Dogo-Isonagie C, Lee LK, Moore LR, et al. Unliganded HIV-1 gp120 core

structures assume the CD4-bound conformation with regulation by quaternary interactions and variable

loops. Proc Natl Acad Sci U S A. 2012; 109(15):5663–8. https://doi.org/10.1073/pnas.1112391109

PMID: 22451932

25. Korber B, Theiler J, Wolinsky S. Limitations of a molecular clock applied to considerations of the origin

of HIV-1. Science. 1998; 280(5371):1868–71. PMID: 9669945

26. Vandesompele J, De Preter K, Pattyn F, Poppe B, Van Roy N, De Paepe A, et al. Accurate normaliza-

tion of real-time quantitative RT-PCR data by geometric averaging of multiple internal control genes.

Genome Biol. 2002; 3(7):RESEARCH0034. PMID: 12184808

27. Richard J, Veillette M, Batraville LA, Coutu M, Chapleau JP, Bonsignori M, et al. Flow cytometry-based

assay to study HIV-1 gp120 specific antibody-dependent cellular cytotoxicity responses. Journal of viro-

logical methods. 2014; 208:107–14. https://doi.org/10.1016/j.jviromet.2014.08.003 PMID: 25125129

28. Richard J, Veillette M, Ding S, Zoubchenok D, Alsahafi N, Coutu M, et al. Small CD4 Mimetics Prevent

HIV-1 Uninfected Bystander CD4 + T Cell Killing Mediated by Antibody-dependent Cell-mediated Cyto-

toxicity. EBioMedicine. 2016; 3:122–34. https://doi.org/10.1016/j.ebiom.2015.12.004 PMID: 26870823

29. Baran J, Kowalczyk D, Ozog M, Zembala M. Three-color flow cytometry detection of intracellular cyto-

kines in peripheral blood mononuclear cells: comparative analysis of phorbol myristate acetate-ionomy-

cin and phytohemagglutinin stimulation. Clinical and diagnostic laboratory immunology. 2001; 8

(2):303–13. https://doi.org/10.1128/CDLI.8.2.303-313.2001 PMID: 11238213

CD4 is mandatory for gp120 signaling

PLOS ONE | https://doi.org/10.1371/journal.pone.0174550 March 27, 2017 14 / 15

https://doi.org/10.1097/01.aids.0000432455.06476.bc
https://doi.org/10.1097/01.aids.0000432455.06476.bc
http://www.ncbi.nlm.nih.gov/pubmed/24096630
http://www.ncbi.nlm.nih.gov/pubmed/1740750
https://doi.org/10.1089/aid.2009.0290
http://www.ncbi.nlm.nih.gov/pubmed/20722464
https://doi.org/10.1086/605695
http://www.ncbi.nlm.nih.gov/pubmed/19698075
https://doi.org/10.1016/j.virol.2005.01.027
http://www.ncbi.nlm.nih.gov/pubmed/15780868
http://www.ncbi.nlm.nih.gov/pubmed/16260395
https://doi.org/10.1006/cimm.1996.0217
http://www.ncbi.nlm.nih.gov/pubmed/8806809
https://doi.org/10.1111/j.1471-4159.2008.05479.x
http://www.ncbi.nlm.nih.gov/pubmed/18485102
https://doi.org/10.1186/1742-4690-11-35
https://doi.org/10.1186/1742-4690-11-35
http://www.ncbi.nlm.nih.gov/pubmed/24886384
http://www.ncbi.nlm.nih.gov/pubmed/10922058
https://doi.org/10.1016/j.jviromet.2015.02.017
https://doi.org/10.1016/j.jviromet.2015.02.017
http://www.ncbi.nlm.nih.gov/pubmed/25712564
https://doi.org/10.1073/pnas.1112391109
http://www.ncbi.nlm.nih.gov/pubmed/22451932
http://www.ncbi.nlm.nih.gov/pubmed/9669945
http://www.ncbi.nlm.nih.gov/pubmed/12184808
https://doi.org/10.1016/j.jviromet.2014.08.003
http://www.ncbi.nlm.nih.gov/pubmed/25125129
https://doi.org/10.1016/j.ebiom.2015.12.004
http://www.ncbi.nlm.nih.gov/pubmed/26870823
https://doi.org/10.1128/CDLI.8.2.303-313.2001
http://www.ncbi.nlm.nih.gov/pubmed/11238213
https://doi.org/10.1371/journal.pone.0174550


30. Cicala C, Arthos J, Fauci AS. HIV-1 envelope, integrins and co-receptor use in mucosal transmission of

HIV. Journal of translational medicine. 2011; 9 Suppl 1:S2.

31. Jelicic K, Cimbro R, Nawaz F, Huang da W, Zheng X, Yang J, et al. The HIV-1 envelope protein gp120

impairs B cell proliferation by inducing TGF-beta1 production and FcRL4 expression. Nature immunol-

ogy. 2013; 14(12):1256–65. https://doi.org/10.1038/ni.2746 PMID: 24162774

32. Veillette M, Coutu M, Richard J, Batraville LA, Dagher O, Bernard N, et al. The HIV-1 gp120 CD4-bound

conformation is preferentially targeted by antibody-dependent cellular cytotoxicity-mediating antibodies

in sera from HIV-1-infected individuals. Journal of virology. 2015; 89(1):545–51. https://doi.org/10.1128/

JVI.02868-14 PMID: 25339767

33. Rizzuto C, Sodroski J. Fine definition of a conserved CCR5-binding region on the human immunodefi-

ciency virus type 1 glycoprotein 120. AIDS research and human retroviruses. 2000; 16(8):741–9.

https://doi.org/10.1089/088922200308747 PMID: 10826481

34. Finzi A, Xiang SH, Pacheco B, Wang L, Haight J, Kassa A, et al. Topological layers in the HIV-1 gp120

inner domain regulate gp41 interaction and CD4-triggered conformational transitions. Molecular cell.

2010; 37(5):656–67. https://doi.org/10.1016/j.molcel.2010.02.012 PMID: 20227370

35. Wyatt R, Moore J, Accola M, Desjardin E, Robinson J, Sodroski J. Involvement of the V1/V2 variable

loop structure in the exposure of human immunodeficiency virus type 1 gp120 epitopes induced by

receptor binding. Journal of virology. 1995; 69(9):5723–33. PMID: 7543586

36. Ellegard R, Crisci E, Andersson J, Shankar EM, Nystrom S, Hinkula J, et al. Impaired NK Cell Activation

and Chemotaxis toward Dendritic Cells Exposed to Complement-Opsonized HIV-1. Journal of immunol-

ogy. 2015; 195(4):1698–704.

37. Fouts TR, Bagley K, Prado IJ, Bobb KL, Schwartz JA, Xu R, et al. Balance of cellular and humoral

immunity determines the level of protection by HIV vaccines in rhesus macaque models of HIV infection.

Proc Natl Acad Sci U S A. 2015; 112(9):E992–9. https://doi.org/10.1073/pnas.1423669112 PMID:

25681373

38. Shutt DC, Jenkins LM, Carolan EJ, Stapleton J, Daniels KJ, Kennedy RC, et al. T cell syncytia induced

by HIV release. T cell chemoattractants: demonstration with a newly developed single cell chemotaxis

chamber. Journal of cell science. 1998; 111(Pt 1):99–109.

39. Patella V, Florio G, Petraroli A, Marone G. HIV-1 gp120 induces IL-4 and IL-13 release from human Fc

epsilon RI+ cells through interaction with the VH3 region of IgE. Journal of immunology. 2000; 164

(2):589–95.

40. Garg A, Spector SA. HIV type 1 gp120-induced expansion of myeloid derived suppressor cells is depen-

dent on interleukin 6 and suppresses immunity. The Journal of infectious diseases. 2014; 209(3):441–

51. https://doi.org/10.1093/infdis/jit469 PMID: 23999600

41. Bahraoui E, Briant L, Chazal N. E5564 inhibits immunosuppressive cytokine IL-10 induction promoted

by HIV-1 Tat protein. Virology journal. 2014; 11(1):214.

42. Badr G, Borhis G, Treton D, Moog C, Garraud O, Richard Y. HIV type 1 glycoprotein 120 inhibits human

B cell chemotaxis to CXC chemokine ligand (CXCL) 12, CC chemokine ligand (CCL)20, and CCL21.

Journal of immunology. 2005; 175(1):302–10.

43. Biswas P, Mantelli B, Sica A, Malnati M, Panzeri C, Saccani A, et al. Expression of CD4 on human

peripheral blood neutrophils. Blood. 2003; 101(11):4452–6. https://doi.org/10.1182/blood-2002-10-

3056 PMID: 12531788

CD4 is mandatory for gp120 signaling

PLOS ONE | https://doi.org/10.1371/journal.pone.0174550 March 27, 2017 15 / 15

https://doi.org/10.1038/ni.2746
http://www.ncbi.nlm.nih.gov/pubmed/24162774
https://doi.org/10.1128/JVI.02868-14
https://doi.org/10.1128/JVI.02868-14
http://www.ncbi.nlm.nih.gov/pubmed/25339767
https://doi.org/10.1089/088922200308747
http://www.ncbi.nlm.nih.gov/pubmed/10826481
https://doi.org/10.1016/j.molcel.2010.02.012
http://www.ncbi.nlm.nih.gov/pubmed/20227370
http://www.ncbi.nlm.nih.gov/pubmed/7543586
https://doi.org/10.1073/pnas.1423669112
http://www.ncbi.nlm.nih.gov/pubmed/25681373
https://doi.org/10.1093/infdis/jit469
http://www.ncbi.nlm.nih.gov/pubmed/23999600
https://doi.org/10.1182/blood-2002-10-3056
https://doi.org/10.1182/blood-2002-10-3056
http://www.ncbi.nlm.nih.gov/pubmed/12531788
https://doi.org/10.1371/journal.pone.0174550

