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Abstract
Transforming growth factor-β (TGF-β) is a multi-functional cytokine with a well-described

role in the regulation of tissue fibrosis and regeneration in the liver, kidney and lung. Sub-

mandibular gland (SMG) duct ligation and subsequent deligation in rodents is a classical

model for studying salivary gland damage and regeneration. While previous studies sug-

gest that TGF-βmay contribute to salivary gland fibrosis, the expression of TGF-β signaling

components has not been investigated in relation to mouse SMG duct ligation-induced fi-

brosis and regeneration following ductal deligation. Following a 7 day SMG duct ligation,

TGF-β1 and TGF-β3 were significantly upregulated in the SMG, as were TGF-β receptor 1

and downstream Smad family transcription factors in salivary acinar cells, but not in ductal

cells. In acinar cells, duct ligation also led to upregulation of snail, a Smad-activated E-cad-

herin repressor and regulator of epithelial-mesenchymal transition, whereas in ductal cells

upregulation of E-cadherin was observed while snail expression was unchanged. Upregula-

tion of these TGF-β signaling components correlated with upregulation of fibrosis markers

collagen 1 and fibronectin, responses that were inhibited by administration of the TGF-β re-

ceptor 1 inhibitors SB431542 or GW788388. After SMG regeneration following a 28 day

duct deligation, TGF-β signaling components and epithelial-mesenchymal transition mark-

ers returned to levels similar to non-ligated controls. The results from this study indicate that

increased TGF-β signaling contributes to duct ligation-induced changes in salivary epitheli-

um that correlate with glandular fibrosis. Furthermore, the reversibility of enhanced TGF-β

signaling in acinar cells of duct-ligated mouse SMG after deligation indicates that this is an

ideal model for studying TGF-β signaling mechanisms in salivary epithelium as well as

mechanisms of fibrosis initiation and their resolution.
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Introduction
The salivary glands are exocrine glands that secrete saliva into the oral cavity where compo-
nents of saliva aid in digestion and prevent oral infection [1]. In humans, the majority of saliva
is secreted from the parotid, submandibular and sublingual glands with minor contributions
from numerous, small accessory glands. For saliva production, activation of muscarinic recep-
tors on the basolateral membrane of acinar cells results in fluid secretion into the ductal lumen
where the ion content is modulated as saliva travels along a series of collecting ducts into the
main secretory duct which empties into the oral cavity [1]. Salivary dysfunction can significant-
ly decrease quality of life and leads to dry mouth, oral infection and poor nutrition [2]. Two
primary causes of salivary dysfunction in humans are Sjögren’s syndrome (SS), an autoimmune
disease characterized by lymphocytic infiltration of the salivary gland and production of auto-
antibodies, and γ-radiation-induced dysfunction, an unintended consequence of treatment for
head and neck cancers [3, 4]. Current treatments for salivary hypofunction (i.e., xerostomia)
include administration of sialogogues and saliva substitutes; however, these approaches are
limited to treating the symptom and not the cause of xerostomia [5]. New strategies to treat
xerostomia are being investigated to regenerate salivary glands and restore normal levels of sa-
liva secretion [6, 7]. Understanding the underlying mechanisms of salivary gland inflammation
in SS and radiation therapy that result in tissue damage could reveal novel targets to prevent
salivary gland degeneration and promote restoration of functional tissue.

Salivary gland duct ligation and subsequent deligation is a well-studied animal model of sali-
vary gland inflammation (ligation) and regeneration (deligation) [8–14]. In this model, the
main excretory duct of the submandibular gland (SMG) is surgically occluded and after a set
period of time (~1–30 days) the process is reversed. Within 24 hours of duct ligation, immune
cells begin to infiltrate the gland and acinar cells begin to atrophy, lose expression of acinar
proteins and eventually undergo apoptosis [8, 10, 11, 15–17]. Ductal cells, subsets of which
have been proposed to be salivary progenitor cells that can regenerate the gland, remain intact
and proliferative during ligation [11, 18, 19]. Additionally, ligation causes salivary glands to be-
come fibrotic [20]. Interestingly, once the gland is deligated, it begins to regenerate and regains
saliva production [12, 14, 21]. Studies in rats have demonstrated that SMGs regenerate histo-
logically and functionally upon deligation, even after>30 days of duct ligation [21]. The ability
of the SMG to recover from severe inflammatory and fibrotic events following ligation has
made duct ligation a useful experimental approach for investigating mechanisms underlying
salivary gland inflammation and regeneration.

Previous studies with liver, lung and kidney have elucidated a key role for transforming
growth factor-β (TGF-β) in regulating fibrosis and tissue regeneration [22–25]. Three isoforms
of TGF-β have been identified and denoted as TGF-β1, TGF-β2 and TGF-β3. These cytokines
are unique in their mechanism of latent activation [26]. TGF-β is produced as a proprotein
that is proteolytically cleaved into TGF-β and the latency associated peptide (LAP). Following
cleavage, TGF-β and LAP remain covalently bound and LAP forms disulfide bonds with the la-
tent TGF-β binding protein (LTBP). This Large Latent Complex (LLC), consisting of TGF-β,
LAP and LTBP, is then secreted from the cell [26]. The release of active TGF-β from the LLC
occurs through proteolytic cleavage by matrix metalloproteases, disruption of non-covalent in-
teractions by thrombospondin-1 and interaction of LAP with integrins [27–29]. Once TGF-β is
released, activation of the canonical TGF-β signaling pathway occurs through binding of TGF-
β to TGF-β receptor 2 (TGF-β R2), which then dimerizes with TGF-β receptor 1 (TGF-β R1)
leading to intracellular phosphorylation and activation of the transcription factors Smad2 and
Smad3 [30]. Along with Smad4, these transcription factors induce cellular responses to extra-
cellular TGF-β by activating several DNA-binding transcription factors including Snai1 (Snail)

TGF-β Signaling Induced by SMGDuct Ligation and Deligation

PLOS ONE | DOI:10.1371/journal.pone.0123641 May 8, 2015 2 / 24

Competing Interests: The authors have declared
that no competing interests exist.



and Snai2 (Slug) [31]. Snail and Slug have been well-described as mediators of TGF-β-induced
epithelial-mesenchymal transition (EMT) [32–34]. Non-canonical TGF-β signaling pathways
also have been shown to contribute to TGF-β-induced EMT, specifically through the activation
of TGF-β-activated kinase 1 (TAK1) and TAK-1-binding protein (TAB1) [35, 36].

EMT is a cellular mechanism by which epithelial cells dedifferentiate from their epithelial
status to a mesenchymal-like phenotype [37]. This process has been suggested to play a major
role in the metastasis of cancer cells, tissue fibrosis and regeneration [38–40]. During EMT, ep-
ithelial proteins such as E-cadherin and zona occludens-1 (ZO-1) are downregulated while
mesenchymal proteins such as vimentin and α-smooth muscle actin (α-SMA) and fibrotic pro-
teins such as fibronectin and collagen 1 are upregulated [41]. The cells undergoing EMT then
become mesenchymal-like, increasing their capacity for migration and redifferentiation. Snail
functions in EMT by repressing the expression of epithelial E-cadherin [32, 42, 43]. Given the
importance of TGF-β signaling to EMT and fibrosis and considering previous reports on the
role of TGF-β in liver and kidney regeneration, we explored whether expression of TGF-β and
its downsteam signaling proteins is altered in the SMG ligation/deligation model of salivary
gland inflammation and regeneration. Our results demonstrate increased expression of compo-
nents of the TGF-β signaling pathway in salivary gland epithelium during SMG duct ligation
and, interestingly, this response is more pronounced in acinar cells compared to ductal cells.
Furthermore, we found increased expression of E-cadherin and fibrosis markers during SMG
ligation that, along with proteins in the TGF-β signaling cascade, return to normal levels fol-
lowing deligation, which correlates with restoration of normal tissue architecture. We further
demonstrate that treatment of mice with the TGF-β R1 inhibitors SB431542 or GW788388 sig-
nificantly reduces the upregulation of the fibrosis markers collagen 1 and fibronectin caused by
SMG duct ligation. Thus, this study demonstrates that the SMG ligation/deligation model is an
excellent system for investigating reversible TGF-β-mediated signaling mechanisms in epitheli-
um as well as mechanisms of fibrogenesis and fibrosis resolution.

Materials and Methods

Reagents
TRIzol Reagent, AlexaFluor 594 goat anti-rabbit IgG antibody, AlexaFluor 594 donkey anti-
rabbit IgG antibody, AlexaFluor 488 donkey anti-goat IgG antibody and Hoechst 33258 nuclear
stain were purchased from Life Technologies (Grand Island, NY). Rabbit anti-aquaporin-5 poly-
clonal antibody (178615) was purchased from EMDMillipore (Billerica, MA). Rat anti-CD45
monoclonal antibody (30-F11) was purchased from Biolegend (San Diego, CA). Rabbit anti-
TGF-β1/2/3 polyclonal antibody (3771), rabbit anti-Smad2/3 monoclonal antibody (D7G7),
rabbit anti-phospho-Smad2/3 monoclonal antibody (D27F4) and rabbit anti-E-cadherin mono-
clonal antibody (24E10) were purchased from Cell Signaling Technology (Danvers, MA). Rabbit
anti-Snail polyclonal antibody (NBP1-19529) was purchased from Novus Biologicals (Littleton,
CO). Rabbit anti-TGF-β R1 polyclonal antibody (H-100), goat anti-aquaporin-5 polyclonal an-
tibody (G-19) and horseradish peroxidase-conjugated goat anti-rabbit IgG antibody were pur-
chased from Santa Cruz Biotechnology (Santa Cruz, CA). The TGF-β R1 inhibitors SB431542
and GW788388 were purchased from Tocris Bioscience (Bristol, United Kingdom). All other re-
agents were purchased from Sigma-Aldrich (St. Louis, MO), unless stated otherwise.

Animals and ethics
C57BL/6 mice were purchased from Jackson Laboratories (Bar Harbor, ME) and bred at the
Christopher S. Bond Life Sciences Center Animal Facility of the University of Missouri, Co-
lumbia, MO. Animals were housed in vented cages with 12 h light/dark cycles and received
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food and water ad libitum. Age-matched 6–8 week old male mice were utilized for all experi-
ments. All surgeries were performed following anesthesia by intraperitoneal injection with
Avertin (0.75 mg/g mouse weight). Euthanasia was performed by terminal anesthesia followed
by cervical dislocation and all efforts were made to minimize suffering. The protocol for this
study was approved by the University of Missouri Animal Care and Use Committee (Protocol
Number: 7880).

Ligation and deligation of the SMGmain excretory duct
Unilateral ligation of the SMGmain excretory duct was performed as previously described [9].
Briefly, mice were anesthetized by intraperitoneal injection with Avertin (0.75 mg/g mouse
weight) and the main excretory duct on one side of the neck was dissected and separated from
surrounding connective tissue under a surgical stereoscope. The duct was ligated using surgical
sutures with particular care taken to avoid ligation of surrounding blood vessels and nerves.
The incision was closed using surgical clamps and the mice were allowed to recover. After 7
days, mice were either subjected to SMG deligation or anesthetized with isoflurane in a cham-
ber and euthanized by cervical dislocation. For SMG deligation, mice were anesthetized (as
above) and, following careful dissection of the neck, the surgical suture was removed from the
SMG duct and the incision was closed using surgical clamps. Following 28 days of recovery,
mice were anesthetized and euthanized (as above). Then, 7 day-ligated glands with or without
a 28 day deligation and contralateral control glands were excised and processed for real-time
PCR (RT-PCR), Western analysis or immunofluorescence as described below. For TGF-β R1
inhibitor studies, mice received intraperitoneal injection of SB431542 (20 mg/kg mouse weight
in DMSO), GW788388 (2 mg/kg mouse weight in DMSO) or DMSO only as a vehicle control
directly after SMG duct ligation and 4 days post-ligation. Seven day ligated and contralateral
control glands with or without inhibitors were then collected and processed for RT-PCR analy-
sis, as described below.

Real-time PCR
Ligated, deligated and contralateral control glands were homogenized in TRIzol reagent. Fol-
lowing a 5 min incubation at room temperature, chloroform (0.2 ml/ml TRIzol) was added and
samples were incubated for 5 min at room temperature. Samples were centrifuged at 12,000 x g
for 15 min at 4°C and RNA isolation from the resulting aqueous phase was performed using
the RNeasy Plus Mini Kit (Qiagen, Valencia, CA). cDNA was prepared from 1 μg of purified
RNA using RNA to cDNA EcoDry Premix (Clontech Laboratories, Mountain View, CA). Spe-
cific Taqman primers for mouse TGF-β1, TGF-β2, TGF-β3, TAK1 (MAP3K7), TAB1, Snail
(Snai1), Slug (Snai2), fibronectin (Fn1), collagen 1 (Col1a1), E-cadherin (Cdh1) and 18S were
purchased from Applied Biosystems (Foster City, CA) and used for RT-PCR on an Applied
Biosystems 7500 Real-Time PCR machine. For data analysis, mRNA expression of target genes
was normalized to 18S ribosomal RNA as an internal control.

SDS-PAGE and western blot analysis
Ligated, deligated and contralateral control SMGs were homogenized in Tissue Protein Extrac-
tion Reagent (Thermo Scientific, Rockford, IL) containing protease inhibitor cocktail (Sigma-
Aldrich). Samples were centrifuged at 10,000 x g for 5 min to pellet cellular debris, supernatants
were collected and the protein concentration was measured using a Nanodrop 1000 spectropho-
tometer. Following protein concentration normalization, samples were combined 1:1 with 2X
Laemmli Buffer (20 mM sodium phosphate, pH 7.0, 20% (v/v) glycerol, 4% (w/v) SDS, 0.01%
(w/v) bromophenol blue and 100 mMDTT) and subjected toWestern blot analysis, as
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previously described [8]. Briefly, samples containing 50 μg total protein were subjected to 7.5%
(w/v) SDS-PAGE and transferred to nitrocellulose membranes. As a loading control, mem-
branes were stained with Ponceau S solution (0.1% (w/v) Ponceau S in 5% (v/v) acetic acid) for
5 min followed by 2 washes in 5% (v/v) acetic acid. Membranes were then washed in Tris-
buffered saline (pH 7.4) containing 0.1% (v/v) Tween-20 (TBST), blocked for 1 h with 5% (w/v)
non-fat dry milk in TBST and incubated with rabbit anti-pro-TGF-β1/2/3 (diluted 1:1,000 in
TBST), rabbit anti-Smad2/3 antibody (diluted 1:1,000 in TBST) or rabbit anti-phospho-Smad2/
3 antibody (diluted 1:1,000 in TBST) for 16 h at 4°C. Membranes were then washed in TBST
and incubated with horseradish peroxidase-conjugated goat anti-rabbit IgG antibody (1:2,000
dilution in TBST) at room temperature for 1 h. Protein bands were visualized using enhanced
chemiluminescence reagent (Thermo Scientific) and detected on X-ray film.

Immunofluorescence and brightfield microscopy
Immunofluorescence microscopy was performed as previously described [8]. Briefly, ligated,
deligated and contralateral control SMGs were snap frozen in 2-methylbutane cooled with
liquid nitrogen. Glands were then equilibrated to -20°C, cut into 8 µm sections using a Leica
CM1900 cryostat and adhered to microscope slides. Sections were then fixed with 4% (v/v)
paraformaldehyde in PBS, pH 7.4, for 20 min, washed three times in PBS and incubated in
blocking buffer (5% (v/v) goat serum, 10 µM digitonin in PBS) for 2 h at room temperature.
Sections were then incubated for 16 h at 4°C with rabbit primary antibodies specific for aqua-
porin-5, CD45, TGF-β R1, Smad2/3, phospho-Smad2/3, Snail or E-cadherin (diluted 1:250 in
blocking buffer). Primary antibody specificity for aquaporin-5 [44], CD45 [45], TGF-β R1
[46], Smad2/3 and phospho-Smad2/3 [47], Snail [48] and E-cadherin [49] was determined,
as cited, and sections incubated with only secondary antibody served as negative controls
where no fluorescence was observed. Following three washes in PBS, sections were incubated
with AlexaFluor 594 goat anti-rabbit IgG, AlexaFluor 488 goat anti-rabbit IgG or AlexaFluor
594 goat anti-rat IgG (diluted 1:1,000 in blocking buffer) for 1 h at room temperature. Sec-
tions were then washed three times in PBS and stained with the nuclear dye Hoechst 33258
(diluted 1:5,000 in PBS) for 5 min at room temperature. Following three washes in PBS, slides
were mounted and dried. For dual-immunofluorescence analysis, goat serum in blocking
buffer was replaced with donkey serum and, following a 2 h incubation in blocking buffer,
SMG sections were treated with goat anti-aquaporin-5 antibody (diluted 1:250 in blocking
buffer) and the indicated rabbit primary antibody for 16 h at 4°C. Then, AlexaFluor 594 don-
key anti-rabbit IgG and AlexaFluor 488 donkey anti-goat IgG secondary antibodies (both di-
luted 1:1000 in blocking buffer) were added to washed sections for 1 h at room temperature.
Fluorescence was visualized using a Nikon Ti-E inverted microscope equipped with
appropriate filters.

For brightfield microscopy, ligated, deligated and contralateral control SMGs were
placed in 4% (v/v) paraformaldehyde in PBS at 4°C for 24 h followed by 70% (v/v) ethanol
for 24 h at 4°C. Samples were then sent to IDEXX RADIL (Columbia, MO) where glands
were embedded in paraffin, cut into 5 μm sections and subjected to hematoxylin and eosin or
Masson’s trichrome staining. Hematoxylin and eosin-stained slides were visualized on an
AMG EVOS XL Core brightfield microscope and Masson’s trichrome-stained slides were vi-
sualized on an Olympus Vanox AHBT3 brightfield microscope at the University of Missouri
Molecular Cytology Core Facility. Low magnification images of whole SMG sections were
generated from multiple 4X magnification images stitched together with Leica LAS3.1
imaging software.
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Statistical analysis
Quantitative results are presented as means ± S.E.M. of data from three or more independent
experiments. Statistical significance was defined as P<0.05 as calculated by one-way ANOVA
with repeated measures post-test where appropriate or by a two tailed t-test, using GraphPad
Prism software.

Results

Regeneration of duct-ligated SMG following deligation
The SMG excretory duct ligation/deligation model has long been used for the study of salivary
gland inflammation and regeneration [8–10, 14]. The SMG is composed primarily of ductal
and acinar cells that can easily be distinguished by morphology and/or expression of cell-spe-
cific markers (Fig 1). Following 7 days of SMG duct ligation, expression of the acinar cell mark-
er aquaporin-5 (AQP5), an apical membrane water channel, is dramatically reduced as acinar
cells atrophy (Fig 1A vs. 1B) [17, 50]. Additionally, SMG duct ligation leads to enhanced im-
mune cell infiltration, as judged by expression of the pan-immune cell marker CD45 (Fig 1E)
[8, 10], and the loss of ductal secretory granules (Fig 1H). Once the SMG excretory duct is deli-
gated the gland begins to regenerate and, after a 28 day recovery period, expression of the aci-
nar cell marker AQP5 returns to levels (Fig 1C) comparable to control glands (Fig 1A).
Additionally, the number of immune cells returns to levels (Fig 1F) comparable to control
glands (Fig 1D). Ductal secretory granules also return after deligation (Fig 1I) and duct mor-
phology resembles unligated control glands (Fig 1G).

Reversible upregulation of TGF-β isoforms and TGF-β R1 occurs in the
SMG following excretory duct ligation and deligation
TGF-β signaling has been shown to regulate tissue fibrosis and regeneration in a number of tis-
sues including liver, lung and kidney [22–25]. However, a role for TGF-β signaling in response
to SMG duct ligation and deligation has not been defined. Western analysis using an antibody
that recognizes all three TGF-β isoforms shows substantial TGF-β upregulation in response to a
7 day duct ligation. After duct deligation and a 28 day recovery, the levels of pro-TGF-β1/2/3 re-
turn to levels comparable to control glands (Fig 2A). RT-PCR analysis of cDNA prepared from
whole SMGs shows that expression of mRNA to TGF-β1 and TGF-β3, but not TGF-β2, is signif-
icantly increased in the SMG following 7 days of duct ligation, as compared to control glands
(Fig 2B). Furthermore, TGF-β1 and TGF-β3 upregulation in response to duct ligation was fully
reversible upon duct deligation and a 28 day recovery period, where expression levels of these
cytokines returned to control levels (Fig 2B). In addition to TGF-β1 and TGF-β3, TGF-β R1 ex-
pression was significantly increased following SMG duct ligation, as compared to control glands,
and returned to control levels 28 days after deligation (Fig 2C). Dual-immunofluorescence
staining of TGF-β R1 and the acinar marker AQP5 revealed that the expression of TGF-β R1 in
the ligated SMG was restricted to acinar cells, similar to control glands.

Reversible upregulation of canonical and non-canonical TGF-β signaling
pathways in response to excretory duct ligation and deligation
Canonical TGF-β signaling occurs following the binding of TGF-β to its cognate receptor to in-
duce the phosphorylation and activation of the intracellular transcription factors Smad2 and
Smad3, which then translocate to the nucleus to activate downstream targets of the TGF-β sig-
naling cascade [30, 51]. Utilizing an antibody that recognizes both Smad2 and Smad3, Western
analysis indicates that the expression of Smad2/3 in whole gland lysates from control SMGs is
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Fig 1. Submandibular gland ductal ligation followed by deligation results in reversible acinar cell atrophy, immune cell infiltration and glandular
fibrosis. (A, D, G) Control SMG, (B, E, H) 7 day duct-ligated SMG and (C, F, I) 7 day duct-ligated SMG followed by deligation and recovery for 28 days were
subjected to immunofluorescence staining with (A-C) antibodies to the acinar cell marker AQP5 (green) and Hoechst nuclear stain (blue), (D-F) antibodies to
the pan-immune cell marker CD45 (red) and Hoechst nuclear stain (blue) and (G-I) hematoxylin and eosin. Results indicate that ligation of the main SMG
excretory duct induces (B) loss of acinar cells, (E) substantial immune cell infiltration and (H) atrophy of acinar cells (white arrow) and loss of secretory
granules (pink) within ductal cells (black arrow) that is reversed by subsequent deligation (C, F, I). Images are representative of results from at least 3
independent experiments and scale bar = 20 μm.

doi:10.1371/journal.pone.0123641.g001
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Fig 2. Upregulation of TGF-β1, TGF-β3 and TGF-β R1 in response to SMG duct ligation is reversible upon deligation. (A) Western analysis of whole
gland lysates shows upregulation of pro-TGF-β1/2/3 expression (top) in response to 7 day SMG duct ligation that is reversible following deligation and
recovery for 28 days. Ponceau S staining (bottom) shows equal amounts of total protein in each well. (B) RT-PCR analysis of cDNA prepared from whole
SMGs shows significant upregulation of TGF-β1 and TGF-β3, but not TGF-β2, mRNA expression after 7 days of SMG excretory duct ligation (grey bars), as
compared to contralateral control glands (white bars). When ducts were ligated for 7 days then deligated for 28 days (black bars), expression levels of TGF-
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highly upregulated following 7 days of duct ligation (Fig 3A). The level of Smad2/3 activation,
as measured by the amount of phosphorylated-Smad2/3 (p-Smad2/3) in whole gland lysates,
was also highly increased following SMG duct ligation (Fig 3A). After duct deligation and a 28
day recovery, the levels of Smad2/3 and p-Smad2/3 return to levels comparable to control
glands (Fig 3A). Immunofluorescence analysis revealed that the increased expression of
Smad2/3 (Fig 3B) and p-Smad2/3 (Fig 3C) induced by SMG duct ligation is localized to acinar
cells, a response that was reversed upon deligation and a 28 day recovery (Fig 3B and 3C), simi-
lar to TGF-β R1 expression patterns (Fig 2B). Dual-immunofluorescence staining of p-Smad2/
3 and AQP5 revealed that the expression of p-Smad2/3 following a 7 day duct ligation coloca-
lized with Hoechst nuclear stain in acinar cells (Fig 3C).

In addition to canonical signaling through the activation of Smad transcription factors,
non-canonical TGF-β signaling occurs through the activation of the mitogen-activated protein
kinase-3 (MAP3K) TAK1 and the TAK1-binding protein TAB1 [52]. RT-PCR analysis reveals
significant upregulation of both TAK1 and TAB1 mRNA expression following 7 days of SMG
duct ligation and expression returned to levels comparable to unligated control glands follow-
ing deligation and a 28 day recovery (Fig 3D).

Reversible upregulation of Snail and Slug in response to duct ligation
and deligation
Smad2/3 phosphorylation and translocation to the nucleus mediates TGF-β-induced cellular
responses through transcriptional activation of other DNA-binding transcription factors, in-
cluding Snail (Snai1) and Slug (Snai2) [53]. The transcription repressor Snail is a primary tar-
get for regulation through direct binding of Smad2/3 to the Snail promoter [54, 55]. Following
7 days of SMG duct ligation, both Snail and Slug mRNA expression in whole SMGs was signifi-
cantly increased, as compared to control glands, and expression was reversed to control levels
after ductal deligation and a 28 day recovery (Fig 4A and 4B). Immunofluorescence analysis of
Snail localization following SMG duct ligation and deligation revealed a similar pattern to
Smad2/3 and TGF-β R1, with Snail upregulation primarily restricted to acinar cells (Fig 4C).
Dual-immunofluorescence analysis confirmed the colocalization of Snail and AQP5 following
a 7 day duct ligation (Fig 4D).

Reversible upregulation of E-cadherin in response to SMG duct ligation
and deligation
Previous reports have described a role for TGF-β in EMT and Snail has been shown to be a pri-
mary effector in this pathway by repressing E-cadherin expression [32, 41]. Because our data
show that upregulation of the transcriptional repressor Snail occurs after SMG duct ligation
(Fig 4) and E-cadherin expression is suppressed by Snail during EMT [32], we investigated
whether E-cadherin expression is altered in response to SMG ligation and deligation. Interest-
ingly, following 7 days of duct ligation, E-cadherin mRNA expression was significantly upregu-
lated (Fig 5A), despite the finding that TGF-β signaling molecules and Snail expression were

β1 and TGF-β3 mRNA return to control levels, whereas TGF-β2 mRNA levels remain unchanged. Data represent means ± S.E.M. (n = 7 for control and 7 day
ligation, n = 5 for 7 day ligation, deligation and a 28 day recovery), where *P<0.05 and **P<0.01 indicate significant differences in mRNA expression, as
compared to control. (C) Dual-immunofluorescence analysis of 8 μm frozen SMG sections for control, 7 day ligation and 7 day ligation followed by deligation
and recovery for 28 days reveals that TGF-βR1 (red) expression is upregulated primarily in acinar cells (marked by residual AQP5 expression; green) after a
7 day SMG duct ligation, whereas little staining is visible in ductal cells. After a 7 day duct ligation followed by deligation and a 28 day recovery, TGF-β R1
expression levels are similar to control. Hoechst nuclear stain in blue and scale bar = 20 μm. Images are representative of results from at least 3
independent experiments.

doi:10.1371/journal.pone.0123641.g002
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Fig 3. Upregulation of Smad2/3, TAK1 and TAB1 in response to SMG duct ligation is reversible upon duct deligation. (A) Western blot analysis of
whole gland lysates from unligated control SMG, SMG after a 7 day duct ligation or a 7 day ligation followed by deligation and a 28 day recovery. Duct ligation
increases Smad2/3 expression (top) and phospho-Smad2/3 levels (middle) that return to control levels after deligation and recovery. Ponceau S staining
(bottom) shows equal amounts of total protein in each well. Immunofluorescence analysis revealed that increases in (B) Smad2/3 (red) expression and (C) p-
Smad2/3 (red) levels after a 7 day duct ligation are restricted to acinar cells (marked by residual AQP5 expression; green), where p-Smad2/3 is localized to
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increased following SMG duct ligation (Figs 2–4). Immunofluorescence analysis of E-cadherin
localization after SMG duct ligation revealed that E-cadherin was highly upregulated in ductal
cells, suggesting that ductal cells maintain epithelial integrity (Fig 5B). It seems likely that upre-
gulation of E-cadherin in ductal cells (Fig 5B) is responsible for the overall upregulation of E-
cadherin in whole gland cell lysates (Fig 5A). Following deligation and a 28 day recovery, the
expression of E-cadherin returned to levels comparable to control glands (Fig 5A and 5B).

Glandular fibrosis resulting from SMG duct ligation is resolved following
ductal deligation
Previous studies have demonstrated that SMG duct ligation can increase collagen deposition
and glandular fibrosis [20]. Additionally, conditional overexpression of TGF-β1 in the salivary
glands leads to glandular fibrosis [56]. To investigate fibrosis progression and resolution in the
murine duct ligation/deligation model, SMG ducts were ligated for 7 days followed by deliga-
tion and a 28 day recovery. After 7 days of duct ligation, collagen deposition assayed by Mas-
son’s Trichrome staining (blue) was substantially increased around blood vessels and large
collecting ducts of SMG as well as within the interlobular stroma (Fig 6B), as compared to con-
trol SMG (Fig 6A). Analysis at higher magnification revealed that duct ligation also caused ex-
tensive collagen deposition in the interstitial areas around acinar cells and ductal cells (Fig 6E),
as compared to control SMG (Fig 6D), suggesting that active extracellular matrix (ECM) pro-
duction and deposition occurred in these regions of the SMG. Following ductal deligation and
a 28 day recovery (Fig 6C and 6F), glandular fibrosis was resolved and collagen deposition
around blood vessels, collecting ducts and interstitial areas resembled control glands (Fig 6A
and 6D). RT-PCR analysis of cDNA prepared from whole SMGs revealed significant upregula-
tion of collagen 1 and fibronectin mRNA after a 7 day duct ligation that returned to control lev-
els after deligation and a 28 day recovery (Fig 6G).

Treatment with TGF-β R1 inhibitors attenuates upregulation of fibrosis
markers in response to SMG duct ligation
The small molecule TGF-β R1 inhibitors SB431542 and GW788388 have been shown to reduce
TGF-β-mediated signaling and tissue fibrosis in mouse models of kidney, liver and lung fibrosis
[57–60]. To determine whether TGF-β R1 inhibition reduces 7 day duct ligation-induced SMG
fibrosis, mice were treated with SB431542 (20 mg/kg mouse weight), GW788388 (2 mg/kg
mouse weight) or DMSO directly after SMG duct ligation and on day 4 post-ligation. RT-PCR
analysis of 7 day ligated and contralateral unligated glands revealed significant attenuation of
duct ligation-induced collagen 1 and fibronectin mRNA upregulation following treatment with
either SB431542 or GW788388, as compared to DMSO-treated ligated glands (Fig 7).

Discussion
TGF-β participates in diverse biological processes including development, inflammation, fibro-
sis, tissue regeneration and EMT [23, 25, 41, 61, 62]. In salivary glands, previous studies have
shown that TGF-β isoforms can modulate branching morphogenesis during salivary gland de-
velopment [63]. Additionally, in vitro studies have shown that TGF-β signaling modulates the

the nucleus, as determined by colocalization with Hoechst nuclear stain (blue). Smad2/3 and p-Smad2/3 returned to control levels after deligation of SMG
ducts and recovery. Images are representative of results from at least 3 independent experiments and scale bar = 20 μm. (D) RT-PCR analysis of whole
gland lysates shows increased TAK1 and TAB1 mRNA expression following a 7 day duct ligation, which was reversed to control levels following deligation
and a 28 day recovery. Data represent means ± S.E.M. (n = 6 for control, n = 8 for 7 day ligation, n = 5 for 7 day ligation, deligation and a 28 day recovery),
where *P<0.05 and **P<0.01 indicate significant differences in mRNA expression, as compared to control SMG.

doi:10.1371/journal.pone.0123641.g003
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Fig 4. Upregulation of Snail and Slug in response to SMG duct ligation is reversible upon duct deligation. RT-PCR analysis of cDNA prepared from
whole SMGs shows significant upregulation of (A) Snail and (B) Slug mRNA after a 7 day duct ligation, which is reversed to control levels after deligation and
a 28 day recovery. Data represent means ± S.E.M. (n = 4 for control, n = 8 for 7 day ligation, n = 5 for 7 day ligation, deligation and a 28 day recovery), where
***P<0.001 and *P<0.05 indicate significant differences in mRNA expression, as compared to control SMG. (C) Immunofluorescence analysis reveals that
Snail (red) expression is primarily upregulated in acinar cells after a 7 day duct ligation, and returns to control levels after deligation and recovery. (D) Dual-
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formation of acinar units by primary murine SMG cells and the human salivary gland (HSG)
cell line [64, 65], suggesting that TGF-β plays a role in regeneration of salivary acini in vivo.
Overexpression of TGF-β1 in murine salivary glands has been shown to significantly disrupt
salivary gland development and function, likely due to glandular atrophy and fibrosis [56].
Conversely, inhibition of TGF-β signaling in the salivary gland through conditional knockout
of TGF-β R1 also leads to salivary dysfunction through the development of multifocal lympho-
cytic inflammation of the salivary glands [66]. Global knockout of TGF-β1 in mice leads to a
severe inflammatory phenotype characterized by lymphocytic infiltration of the heart, lung

immunofluorescence staining confirmed the colocalization of Snail (red) with the acinar marker AQP5 (green) following a 7 day duct ligation. Hoechst nuclear
stain in blue and scale bar = 20 μm. Images are representative of results from at least 3 independent experiments.

doi:10.1371/journal.pone.0123641.g004

Fig 5. E-cadherin upregulation in response to SMG duct ligation is reversible after duct deligation. (A) RT-PCR analysis of cDNA prepared from whole
SMGs shows significant upregulation of E-cadherin mRNA after a 7 day duct ligation (grey bar), which is reversed to control levels (white bar) after deligation
and a 28 day recovery (black bar). Data represent means ± S.E.M. (n = 8 for control, n = 7 for 7 day ligation, n = 5 for 7 day ligation, deligation and a 28 day
recovery), where ***P<0.001 indicates a significant difference in mRNA expression, as compared to control SMG. (B) Immunofluorescence analysis reveals
that E-cadherin (red) was significantly upregulated in SMG ducts after a 7 day ligation, and returned to control levels after deligation and recovery. Hoechst
nuclear stain in blue and scale bar = 20 μm. Images are representative of results from at least 3 independent experiments.

doi:10.1371/journal.pone.0123641.g005
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Fig 6. Glandular fibrosis following SMG duct ligation is resolved following deligation. SMGs from unligated controls (A, D), after a 7 day duct ligation
(B, E) or a 7 day ligation followed by deligation and a 28 day recovery (C, F) were subjected to Masson’s trichrome staining to analyze collagen deposition
(blue). A 7 day duct ligation resulted in blue staining of collagen fibers around blood vessels and large saliva collecting ducts (B), as compared to controls (A).
At 400X magnification, heavy deposition of collagen fibers can be seen in the interstitial area around acinar and ductal cells after a 7 day duct ligation (E), as
compared to controls (D). Following ductal deligation and a 28 day recovery (C, F), collagen deposition returns to levels similar to control SMGs (A, D).
Images are representative of results from at least 3 independent experiments. (A-C) scale bar = 1,000 μm, (D-F) scale bar = 20 μm. (G) RT-PCR analysis of
cDNA prepared from whole SMGs shows extensive upregulation of collagen 1 and fibronectin mRNAs after a 7 day duct ligation (grey bars), which is
reversed to control levels (white bars) after deligation and a 28 day recovery (black bars). Data represent means ± S.E.M. (n = 8 for control, n = 7 for 7 day
ligation, n = 5 for 7 day ligation, deligation and a 28 day recovery), where ***P<0.001 indicates a significant difference in mRNA expression, as compared to
control SMGs.

doi:10.1371/journal.pone.0123641.g006
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and salivary glands and premature death within 4 weeks of age [67]. Further investigation has
revealed that TGF-β1-/- mice develop nuclear autoantibodies, glandular atrophy, loss of acinar
cells and significant inflammatory lesions in the salivary gland, all of which are traits similar to
the human autoimmune disorder Sjögren’s syndrome [68, 69]. While attempts to determine
TGF-β levels in salivary glands of SS patients have yielded conflicting data [70, 71], studies
have shown that TGF-β expression increases in patients suffering from chronic obstructive sia-
ladenitis, a human condition caused by obstruction of the SMG excretory duct [72, 73]. Be-
cause the rodent model of SMG duct ligation closely mimics obstructive sialadenitis [74], the
findings presented in this paper have clinical relevance.

Tissue fibrosis is typically associated with chronic inflammation where molecular signals
from unrepaired injured tissue stimulate resident fibroblasts, epithelial cells (through EMT) or
bone marrow-derived fibrocytes to differentiate into myofibroblasts [75, 76]. Overproduction
and deposition of ECM components, such as collagen 1 and fibronectin, progressively replace
normal parenchyma and disrupt tissue morphology and function [75]. In vitro studies have
shown that TGF-β stimulates the production of collagen and fibronectin, key proteins in the de-
velopment of fibrosis [77, 78]. In vivo, TGF-β also has been shown to stimulate fibrogenesis in
animal models of liver, lung and kidney fibrosis [79–81]. Salivary gland fibrosis following radia-
tion exposure during treatment of head and neck cancers contributes to long term hyposaliva-
tion in patients [82, 83] and increased TGF-β expression has been reported in patients suffering
from radiation-induced xerostomia [84]. Additionally, TGF-β has been shown to initiate fibrosis
following radiation treatment of the skin [85], suggesting that TGF-βmay contribute to radia-
tion-induced salivary gland fibrosis. The results from this study show that significant collagen
deposition and upregulation of collagen 1 and fibronectin mRNA (Figs 6–7) in the SMG follow-
ing duct ligation occurs concurrently with increased expression of TGF-β signaling components
(Figs 2–4). Moreover, ligation-induced SMG fibrosis is attenuated following administration of
the TGF-β R1 inhibitors SB431542 and GW788388 (Fig 7). These small molecule TGF-β R1 in-
hibitors have been shown to inhibit TGF-β signaling through competitive antagonism of TGF-β
R1 kinase activity, thereby preventing phosphorylation and activation of Smad transcription
factors [86, 87] suggesting that this canonical TGF-β signaling pathway plays a major role in
duct-ligation induced fibrosis. The remarkable ability of the duct-ligated SMG to regenerate

Fig 7. TGF-β R1 inhibitors SB431542 and GW788388 attenuate duct ligation-induced upregulation of fibrosis markers. RT-PCR analysis of 7 day
ligated and contralateral unligated control SMGs shows significant attenuation of 7 day duct ligation-induced collagen 1 and fibronectin mRNA upregulation in
mice treated with either SB431542 (20 mg/kg mouse weight) or GW788388 (2 mg/kg mouse weight), as compared to DMSO-treated controls. Data represent
means ± S.E.M. (n = 6 for DMSO, n = 6 for SB431542, n = 5 for GW788388), where *P<0.05 and ***P<0.001 indicate significant differences in mRNA
expression, as compared to DMSO-treated controls.

doi:10.1371/journal.pone.0123641.g007
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following deligation makes this an ideal model to investigate the molecular pathways involved
in fibrosis resolution. Identifying mechanisms that modulate the expression or function of pro-
teins which aid in fibrosis resolution (i.e., matrix metalloproteases (MMPs), tissue inhibitors of
metalloproteases (TIMPs) and hepatocyte growth factor (HGF) [88–90]) in the murine duct-
ligated SMG could help develop strategies to reduce salivary gland fibrosis in humans that
occurs in chronic obstructive sialadenitis or following radiation treatment for head and
neck cancer.

In addition to its role in stimulating myofibroblasts during fibrosis, TGF-β has significant
effects on epithelial cells. TGF-β signaling in epithelial cells has been shown to induce migra-
tion, reduce proliferation and stimulate apoptosis [91–93]. Interestingly, the data presented in
this paper suggest that TGF-β signaling is very active in salivary acinar cells during duct liga-
tion (Figs 2–4). Previous studies have demonstrated the presence of TGF-β in saliva where it is
hypothesized to function in maintaining immune homeostasis in the oral cavity and esophagus
[94, 95]. Furthermore, immunohistochemical studies have shown that TGF-β is localized to
ductal cells in the salivary glands of humans and mice under normal and pathological circum-
stances [65, 70, 71]. Our data suggest that TGF-β R1 is primarily expressed in salivary acinar
cells (Fig 2C) and these cells also demonstrate upregulation of molecules in the TGF-β signal-
ing cascade following ductal ligation (Figs 3 and 4). Perhaps ductal cells secrete TGF-β during
normal salivary gland function which then accumulates in the lumen after the gland is ligated,
whereupon elevated TGF-β levels activate the upregulated TGF-β R1 on salivary acinar cells.
Previous studies have shown that some subsets of ductal cells proliferate in response to SMG
duct ligation while acinar cells downregulate expression of AQP5 and eventually undergo apo-
ptosis [11, 15, 19]. Thus, the altered expression of TGF-β R1 in salivary acinar cells may be a
contributing factor to the known responses of salivary epithelium to SMG duct ligation.

The ability of TGF-β to induce the transition of epithelial cells into a mesenchymal pheno-
type has been extensively studied both in vitro [41, 65, 96–99] and in vivo [100–104], and is
widely regarded as a necessary process in embryogenesis [105]. However, the in vivo signifi-
cance of post-embryogenesis EMT has been debated [106–108]. In exocrine glands, EMT has
been shown to play a role in the repair of lacrimal glands following IL-1-induced injury [109]
and, in the pancreas, EMT induces the formation of insulin-secreting beta cells from pancreatic
acinar cells [110, 111]. Other studies have provided in vivo evidence of TGF-β-induced EMT in
the kidney, liver and lungs [100, 103, 104]. During EMT, epithelial cells downregulate the ex-
pression of proteins necessary for epithelial function, such as the cell adhesion molecule E-
cadherin and the tight junction proteins ZO-1 and claudin, and upregulate proteins that con-
tribute to mesenchymal function, such as the intermediate fiber vimentin and α-smooth mus-
cle actin [37, 41]. TGF-β induces EMT through the phosphorylation and activation of Smad
family transcription factors that then induce the upregulation of other transcriptional regula-
tors, such as the zinc-finger transcription repressors Snail and Slug [32, 33, 54]. Snail is a well-
described repressor of E-cadherin expression [32, 42, 43] and overexpression of Snail induces
EMT in several types of epithelial cells [32]. TGF-β-induced TAK1 activation, which is thought
to occur through TAK1/TAB1 interaction with TNF receptor-associated factor 6 (TRAF6) and
downstream NF-κB activation, has been shown to regulate EMT in both human lung epithelial
and peritoneal-derived mesothelial cells [35, 36, 112]. Our results show increased Smad2/3 and
TAK1/TAB1 expression (Fig 3) as well as upregulation of Snail and Slug expression following
ductal ligation (Fig 4), which suggests that TGF-β signaling is increased in salivary epithelial
cells during injury. Of particular interest is the differential expression pattern of Snail in re-
sponse to duct ligation where ductal cells appear to have low expression levels of Snail, whereas
acinar cells have much higher expression levels (Fig 4C and 4D). This acinar localization of
Snail is in agreement with Smad2/3 localization (Fig 3B and 3C), both of which are likely the
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result of the upregulation and localization of TGF-β R1 in acinar cells caused by SMG duct liga-
tion (Fig 2C). If TGF-β-induced EMT occurs in duct-ligated SMG, one would expect to find E-
cadherin downregulation in the gland [32]. However, our results show significant upregulation
of E-cadherin following a 7 day SMG duct ligation (Fig 5A). It seems likely that upregulation of
E-cadherin in ductal and not acinar cells (Fig 5B) is responsible for the overall upregulation
of E-cadherin in whole gland cell lysates (Fig 5A). Interestingly, previous studies have shown
that E-cadherin expression increases in kidney tubules following ureteral ligation [113]. Taken
together, these data suggest that during SMG duct ligation, salivary epithelium (acinar and
ductal cells) have diverse responses which could be driven in part by differential capacities for
TGF-β signaling. Whereas salivary acinar cells upon SMG duct ligation exhibit decreased ex-
pression of AQP5 (Fig 1) [17] and cellular atrophy (Fig 1) [50] and increased expression of
TGF-β signaling molecules (Figs 2–4), ductal cells exhibit increased E-cadherin expression
(Fig 5) and proliferation [18, 19]. Perhaps the increase in E-cadherin expression in ductal cells
is a protective response. Previous studies have demonstrated a role for E-cadherin in cell sur-
vival, where conditional knockout of E-cadherin in alveolar epithelial cells in the mammary
gland led to significant apoptosis and glandular dysfunction [114, 115]. Whether salivary aci-
nar cells actually undergo EMT during duct ligation remains to be determined, however, it
seems likely that TGF-β signaling contributes to the observed changes in acinar cell morpholo-
gy that occur upon duct ligation.

The results from this study provide evidence of a role for TGF-β during mature salivary
gland damage and regeneration. We show significant upregulation of TGF-β1 and TGF-β3 as
well as TGF-β R1 in response to SMG duct ligation (Fig 2). Furthermore, we provide evidence
for active TGF-β signaling in salivary acinar epithelial cells caused by duct ligation, as indicated
by increases in the expression and phosphorylation of Smad2/3 and the expression of its down-
stream target Snail (Figs 3 and 4). This study also provides evidence that SMG duct ligation
causes fibrosis (Fig 6), concurrent with enhanced TGF-β signaling in acinar cells (Figs 2–4)
that can be attenuated following administration of small molecule TGF-β R1 inhibitors (Fig 7).
We also describe the reversibility of these cellular responses upon ductal deligation and recov-
ery, thereby demonstrating the capacity of the SMG to regenerate following damage and fibro-
sis. Although it has classically been used to study inflammatory and regenerative pathways,
SMG duct ligation-induced damage appears to be an ideal model for investigating mechanisms
that initiate and resolve salivary gland fibrosis. The observed differential responses of salivary
acinar and ductal cells to TGF-β also indicate that this model should be useful for in vivo stud-
ies of TGF-β signaling in epithelial cells. Further insights into TGF-β signaling in duct-ligated
SMG could identify novel therapeutic targets for salivary gland fibrosis associated with obstruc-
tive sialoadenitis and radiation-induced damage to the salivary gland in humans.

Author Contributions
Conceived and designed the experiments: LTW JMC GAW. Performed the experiments: LTW
JMC. Analyzed the data: LTW JMC FGES MGKMJP LE GAW. Wrote the paper: LTW JMC
FGES MGKMJP LE GAW.

References
1. Pedersen AM, Bardow A, Jensen SB, Nauntofte B. Saliva and gastrointestinal functions of taste, mas-

tication, swallowing and digestion. Oral diseases. 2002; 8(3):117–29. Epub 2002/07/11. PMID:
12108756.

2. Atkinson JC, Grisius M, MasseyW. Salivary hypofunction and xerostomia: diagnosis and treatment.
Dental clinics of North America. 2005; 49(2):309–26. Epub 2005/03/10. doi: 10.1016/j.cden.2004.10.
002 PMID: 15755407.

TGF-β Signaling Induced by SMGDuct Ligation and Deligation

PLOS ONE | DOI:10.1371/journal.pone.0123641 May 8, 2015 17 / 24

http://www.ncbi.nlm.nih.gov/pubmed/12108756
http://dx.doi.org/10.1016/j.cden.2004.10.002
http://dx.doi.org/10.1016/j.cden.2004.10.002
http://www.ncbi.nlm.nih.gov/pubmed/15755407


3. Brito-Zeron P, Siso-Almirall A, Bove A, Kostov BA, Ramos-Casals M. Primary Sjogren syndrome: an
update on current pharmacotherapy options and future directions. Expert opinion on pharmacothera-
py. 2013; 14(3):279–89. Epub 2013/01/26. doi: 10.1517/14656566.2013.767333 PMID: 23346917.

4. Fox PC. Acquired salivary dysfunction. Drugs and radiation. Annals of the New York Academy of Sci-
ences. 1998; 842:132–7. Epub 1998/05/26. PMID: 9599303.

5. Vissink A, Mitchell JB, Baum BJ, Limesand KH, Jensen SB, Fox PC, et al. Clinical management of sal-
ivary gland hypofunction and xerostomia in head-and-neck cancer patients: successes and barriers.
International journal of radiation oncology, biology, physics. 2010; 78(4):983–91. Epub 2010/10/26.
doi: 10.1016/j.ijrobp.2010.06.052 PMID: 20970030; PubMed Central PMCID: PMC2964345.

6. Lombaert IM, Brunsting JF, Wierenga PK, Faber H, Stokman MA, Kok T, et al. Rescue of salivary
gland function after stem cell transplantation in irradiated glands. PloS one. 2008; 3(4):e2063. Epub
2008/05/01. doi: 10.1371/journal.pone.0002063 PMID: 18446241; PubMed Central PMCID:
PMC2329592.

7. OgawaM, OshimaM, Imamura A, Sekine Y, Ishida K, Yamashita K, et al. Functional salivary gland re-
generation by transplantation of a bioengineered organ germ. Nature communications. 2013; 4:2498.
Epub 2013/10/03. doi: 10.1038/ncomms3498 PMID: 24084982; PubMed Central PMCID:
PMC3806330.

8. Woods LT, Camden JM, Batek JM, Petris MJ, Erb L, Weisman GA. P2X7 receptor activation induces
inflammatory responses in salivary gland epithelium. American journal of physiology Cell physiology.
2012; 303(7):C790–801. Epub 2012/08/10. doi: 10.1152/ajpcell.00072.2012 PMID: 22875784;
PubMed Central PMCID: PMC3469598.

9. Ahn JS, Camden JM, Schrader AM, Redman RS, Turner JT. Reversible regulation of P2Y2 nucleotide
receptor expression in the duct-ligated rat submandibular gland. American journal of physiology Cell
physiology. 2000; 279(2):C286–94. Epub 2000/07/27. PMID: 10912994.

10. Tamarin A. The leukocytic response in ligated rat submandibular glands. Journal of oral pathology.
1979; 8(5):293–304. Epub 1979/10/01. PMID: 119842.

11. Takahashi S, Schoch E, Walker NI. Origin of acinar cell regeneration after atrophy of the rat parotid in-
duced by duct obstruction. International journal of experimental pathology. 1998; 79(5):293–301.
Epub 1999/04/08. PMID: 10193312; PubMed Central PMCID: PMC3220221.

12. Burgess KL, Dardick I. Cell population changes during atrophy and regeneration of rat parotid gland.
Oral surgery, oral medicine, oral pathology, oral radiology, and endodontics. 1998; 85(6):699–706.
Epub 1998/06/25. PMID: 9638704.

13. Arany S, Catalan MA, Roztocil E, Ovitt CE. Ascl3 knockout and cell ablation models reveal complexity
of salivary gland maintenance and regeneration. Developmental biology. 2011; 353(2):186–93. Epub
2011/03/08. doi: 10.1016/j.ydbio.2011.02.025 PMID: 21377457; PubMed Central PMCID:
PMC3093111.

14. Cotroneo E, Proctor GB, Carpenter GH. Regeneration of acinar cells following ligation of rat subman-
dibular gland retraces the embryonic-perinatal pathway of cytodifferentiation. Differentiation; research
in biological diversity. 2010; 79(2):120–30. Epub 2010/01/09. doi: 10.1016/j.diff.2009.11.005 PMID:
20056310; PubMed Central PMCID: PMC2841285.

15. Scott J, Liu P, Smith PM. Morphological and functional characteristics of acinar atrophy and recovery
in the duct-ligated parotid gland of the rat. Journal of dental research. 1999; 78(11):1711–9. Epub
1999/11/27. PMID: 10576167.

16. Redman RS. On approaches to the functional restoration of salivary glands damaged by radiation
therapy for head and neck cancer, with a review of related aspects of salivary gland morphology and
development. Biotechnic & histochemistry: official publication of the Biological Stain Commission.
2008; 83(3):103–30. Epub 2008/10/02. doi: 10.1080/10520290802374683 PMID: 18828044; PubMed
Central PMCID: PMC2740375.

17. Cotroneo E, Proctor GB, Paterson KL, Carpenter GH. Early markers of regeneration following ductal
ligation in rat submandibular gland. Cell and tissue research. 2008; 332(2):227–35. Epub 2008/03/13.
doi: 10.1007/s00441-008-0588-6 PMID: 18335244; PubMed Central PMCID: PMC2493059.

18. Man YG, Ball WD, Marchetti L, Hand AR. Contributions of intercalated duct cells to the normal paren-
chyma of submandibular glands of adult rats. The Anatomical record. 2001; 263(2):202–14. Epub
2001/05/22. PMID: 11360236.

19. Takahashi S, Nakamura S, Suzuki R, Islam N, Domon T, Yamamoto T, et al. Apoptosis and mitosis of
parenchymal cells in the duct-ligated rat submandibular gland. Tissue & cell. 2000; 32(6):457–63.
Epub 2001/02/24. PMID: 11197228.

20. Zaia AA, Della Coletta R, Almeida OP, Line SR. Expression of collagen and elastic fibers in duct-
ligated submandibular glands of mice. European journal of oral sciences. 1996; 104(5–6):627–9.
Epub 1996/10/01. PMID: 9021337.

TGF-β Signaling Induced by SMGDuct Ligation and Deligation

PLOS ONE | DOI:10.1371/journal.pone.0123641 May 8, 2015 18 / 24

http://dx.doi.org/10.1517/14656566.2013.767333
http://www.ncbi.nlm.nih.gov/pubmed/23346917
http://www.ncbi.nlm.nih.gov/pubmed/9599303
http://dx.doi.org/10.1016/j.ijrobp.2010.06.052
http://www.ncbi.nlm.nih.gov/pubmed/20970030
http://dx.doi.org/10.1371/journal.pone.0002063
http://www.ncbi.nlm.nih.gov/pubmed/18446241
http://dx.doi.org/10.1038/ncomms3498
http://www.ncbi.nlm.nih.gov/pubmed/24084982
http://dx.doi.org/10.1152/ajpcell.00072.2012
http://www.ncbi.nlm.nih.gov/pubmed/22875784
http://www.ncbi.nlm.nih.gov/pubmed/10912994
http://www.ncbi.nlm.nih.gov/pubmed/119842
http://www.ncbi.nlm.nih.gov/pubmed/10193312
http://www.ncbi.nlm.nih.gov/pubmed/9638704
http://dx.doi.org/10.1016/j.ydbio.2011.02.025
http://www.ncbi.nlm.nih.gov/pubmed/21377457
http://dx.doi.org/10.1016/j.diff.2009.11.005
http://www.ncbi.nlm.nih.gov/pubmed/20056310
http://www.ncbi.nlm.nih.gov/pubmed/10576167
http://dx.doi.org/10.1080/10520290802374683
http://www.ncbi.nlm.nih.gov/pubmed/18828044
http://dx.doi.org/10.1007/s00441-008-0588-6
http://www.ncbi.nlm.nih.gov/pubmed/18335244
http://www.ncbi.nlm.nih.gov/pubmed/11360236
http://www.ncbi.nlm.nih.gov/pubmed/11197228
http://www.ncbi.nlm.nih.gov/pubmed/9021337


21. Tamarin A. Submaxillary gland recovery from obstruction. I. Overall changes and electron microscop-
ic alterations of granular duct cells. Journal of ultrastructure research. 1971; 34(3):276–87. Epub
1971/02/01. PMID: 4926049.

22. Liu Y. Renal fibrosis: new insights into the pathogenesis and therapeutics. Kidney international. 2006;
69(2):213–7. Epub 2006/01/13. doi: 10.1038/sj.ki.5000054 PMID: 16408108.

23. Tatler AL, Jenkins G. TGF-β activation and lung fibrosis. Proceedings of the American Thoracic Soci-
ety. 2012; 9(3):130–6. Epub 2012/07/18. doi: 10.1513/pats.201201-003AW PMID: 22802287.

24. Mallat A, Lotersztajn S. Cellular mechanisms of tissue fibrosis. 5. Novel insights into liver fibrosis.
American journal of physiology Cell physiology. 2013; 305(8):C789–99. Epub 2013/08/02. doi: 10.
1152/ajpcell.00230.2013 PMID: 23903700.

25. Thenappan A, Li Y, Kitisin K, Rashid A, Shetty K, Johnson L, et al. Role of transforming growth factor-
β signaling and expansion of progenitor cells in regenerating liver. Hepatology. 2010; 51(4):1373–82.
Epub 2010/02/05. doi: 10.1002/hep.23449 PMID: 20131405; PubMed Central PMCID: PMC3001243.

26. Annes JP, Munger JS, Rifkin DB. Making sense of latent TGF-β activation. Journal of cell science.
2003; 116(Pt 2):217–24. Epub 2002/12/17. PMID: 12482908.

27. Yu Q, Stamenkovic I. Cell surface-localized matrix metalloproteinase-9 proteolytically activates TGF-
β and promotes tumor invasion and angiogenesis. Genes & development. 2000; 14(2):163–76. Epub
2000/02/01. PMID: 10652271; PubMed Central PMCID: PMC316345.

28. Murphy-Ullrich JE, Poczatek M. Activation of latent TGF-β by thrombospondin-1: mechanisms and
physiology. Cytokine & growth factor reviews. 2000; 11(1–2):59–69. Epub 2000/03/10. PMID:
10708953.

29. Munger JS, Huang X, Kawakatsu H, Griffiths MJ, Dalton SL, Wu J, et al. The integrin αvβ6 binds and
activates latent TGF-β1: a mechanism for regulating pulmonary inflammation and fibrosis. Cell. 1999;
96(3):319–28. Epub 1999/02/20. PMID: 10025398.

30. Moustakas A, Souchelnytskyi S, Heldin CH. Smad regulation in TGF-β signal transduction. Journal of
cell science. 2001; 114(Pt 24):4359–69. Epub 2002/01/17. PMID: 11792802.

31. Brandl M, Seidler B, Haller F, Adamski J, Schmid RM, Saur D, et al. IKKα controls canonical TGF-β-
SMAD signaling to regulate genes expressing SNAIL and SLUG during EMT in panc1 cells. Journal
of cell science. 2010; 123(Pt 24):4231–9. Epub 2010/11/18. doi: 10.1242/jcs.071100 PMID:
21081648.

32. Cano A, Perez-Moreno MA, Rodrigo I, Locascio A, Blanco MJ, del Barrio MG, et al. The transcription
factor snail controls epithelial-mesenchymal transitions by repressing E-cadherin expression. Nature
cell biology. 2000; 2(2):76–83. Epub 2000/02/03. doi: 10.1038/35000025 PMID: 10655586.

33. Wang Y, Shi J, Chai K, Ying X, Zhou BP. The Role of Snail in EMT and Tumorigenesis. Current cancer
drug targets. 2013; 13(9):963–72. Epub 2013/10/31. PMID: 24168186.

34. Medici D, Hay ED, Olsen BR. Snail and Slug promote epithelial-mesenchymal transition through β-
catenin-T-cell factor-4-dependent expression of transforming growth factor-β3. Molecular biology of
the cell. 2008; 19(11):4875–87. Epub 2008/09/19. doi: 10.1091/mbc.E08-05-0506 PMID: 18799618;
PubMed Central PMCID: PMC2575183.

35. Gardner A, Fisher AJ, Richter C, Johnson GE, Moisey EJ, Brodlie M, et al. The critical role of TAK1 in
accentuated epithelial to mesenchymal transition in obliterative bronchiolitis after lung transplantation.
The American journal of pathology. 2012; 180(6):2293–308. Epub 2012/04/25. doi: 10.1016/j.ajpath.
2012.02.022 PMID: 22525462; PubMed Central PMCID: PMC3366074.

36. Strippoli R, Benedicto I, Perez LozanoML, Pellinen T, Sandoval P, Lopez-Cabrera M, et al. Inhibition
of transforming growth factor-activated kinase 1 (TAK1) blocks and reverses epithelial to mesenchy-
mal transition of mesothelial cells. PloS one. 2012; 7(2):e31492. Epub 2012/03/03. doi: 10.1371/
journal.pone.0031492 PMID: 22384029; PubMed Central PMCID: PMC3288041.

37. Kalluri R, Weinberg RA. The basics of epithelial-mesenchymal transition. The Journal of clinical inves-
tigation. 2009; 119(6):1420–8. Epub 2009/06/03. doi: 10.1172/JCI39104 PMID: 19487818; PubMed
Central PMCID: PMC2689101.

38. Thiery JP. Epithelial-mesenchymal transitions in tumour progression. Nature reviews Cancer. 2002; 2
(6):442–54. Epub 2002/08/22. doi: 10.1038/nrc822 PMID: 12189386.

39. Kalluri R, Neilson EG. Epithelial-mesenchymal transition and its implications for fibrosis. The Journal
of clinical investigation. 2003; 112(12):1776–84. Epub 2003/12/18. doi: 10.1172/JCI20530 PMID:
14679171; PubMed Central PMCID: PMC297008.

40. Xue ZF, Wu XM, Liu M. Hepatic regeneration and the epithelial to mesenchymal transition. World jour-
nal of gastroenterology: WJG. 2013; 19(9):1380–6. Epub 2013/03/30. doi: 10.3748/wjg.v19.i9.1380
PMID: 23538893; PubMed Central PMCID: PMC3602497.

TGF-β Signaling Induced by SMGDuct Ligation and Deligation

PLOS ONE | DOI:10.1371/journal.pone.0123641 May 8, 2015 19 / 24

http://www.ncbi.nlm.nih.gov/pubmed/4926049
http://dx.doi.org/10.1038/sj.ki.5000054
http://www.ncbi.nlm.nih.gov/pubmed/16408108
http://dx.doi.org/10.1513/pats.201201-003AW
http://www.ncbi.nlm.nih.gov/pubmed/22802287
http://dx.doi.org/10.1152/ajpcell.00230.2013
http://dx.doi.org/10.1152/ajpcell.00230.2013
http://www.ncbi.nlm.nih.gov/pubmed/23903700
http://dx.doi.org/10.1002/hep.23449
http://www.ncbi.nlm.nih.gov/pubmed/20131405
http://www.ncbi.nlm.nih.gov/pubmed/12482908
http://www.ncbi.nlm.nih.gov/pubmed/10652271
http://www.ncbi.nlm.nih.gov/pubmed/10708953
http://www.ncbi.nlm.nih.gov/pubmed/10025398
http://www.ncbi.nlm.nih.gov/pubmed/11792802
http://dx.doi.org/10.1242/jcs.071100
http://www.ncbi.nlm.nih.gov/pubmed/21081648
http://dx.doi.org/10.1038/35000025
http://www.ncbi.nlm.nih.gov/pubmed/10655586
http://www.ncbi.nlm.nih.gov/pubmed/24168186
http://dx.doi.org/10.1091/mbc.E08-05-0506
http://www.ncbi.nlm.nih.gov/pubmed/18799618
http://dx.doi.org/10.1016/j.ajpath.2012.02.022
http://dx.doi.org/10.1016/j.ajpath.2012.02.022
http://www.ncbi.nlm.nih.gov/pubmed/22525462
http://dx.doi.org/10.1371/journal.pone.0031492
http://dx.doi.org/10.1371/journal.pone.0031492
http://www.ncbi.nlm.nih.gov/pubmed/22384029
http://dx.doi.org/10.1172/JCI39104
http://www.ncbi.nlm.nih.gov/pubmed/19487818
http://dx.doi.org/10.1038/nrc822
http://www.ncbi.nlm.nih.gov/pubmed/12189386
http://dx.doi.org/10.1172/JCI20530
http://www.ncbi.nlm.nih.gov/pubmed/14679171
http://dx.doi.org/10.3748/wjg.v19.i9.1380
http://www.ncbi.nlm.nih.gov/pubmed/23538893


41. Xu J, Lamouille S, Derynck R. TGF-β-induced epithelial to mesenchymal transition. Cell research.
2009; 19(2):156–72. Epub 2009/01/21. doi: 10.1038/cr.2009.5 PMID: 19153598.

42. Peinado H, Ballestar E, Esteller M, Cano A. Snail mediates E-cadherin repression by the recruitment
of the Sin3A/histone deacetylase 1 (HDAC1)/HDAC2 complex. Molecular and cellular biology. 2004;
24(1):306–19. Epub 2003/12/16. PMID: 14673164; PubMed Central PMCID: PMC303344.

43. Batlle E, Sancho E, Franci C, Dominguez D, Monfar M, Baulida J, et al. The transcription factor snail
is a repressor of E-cadherin gene expression in epithelial tumour cells. Nature cell biology. 2000; 2
(2):84–9. Epub 2000/02/03. doi: 10.1038/35000034 PMID: 10655587.

44. Wong AP, Keating A, Lu WY, Duchesneau P, Wang X, Sacher A, et al. Identification of a bone mar-
row-derived epithelial-like population capable of repopulating injured mouse airway epithelium. The
Journal of clinical investigation. 2009; 119(2):336–48. Epub 2009/01/24. doi: 10.1172/JCI36882
PMID: 19164856; PubMed Central PMCID: PMC2631300.

45. Khan SQ, Guo L, Cimbaluk DJ, Elshabrawy H, Faridi MH, Jolly M, et al. A Small Molecule β2 Integrin
Agonist Improves Chronic Kidney Allograft Survival by Reducing Leukocyte Recruitment and Accom-
panying Vasculopathy. Frontiers in medicine. 2014; 1:45. Epub 2015/01/17. doi: 10.3389/fmed.2014.
00045 PMID: 25593918; PubMed Central PMCID: PMC4291902.

46. Mu Y, Sundar R, Thakur N, EkmanM, Gudey SK, Yakymovych M, et al. TRAF6 ubiquitinates TGF-β
type I receptor to promote its cleavage and nuclear translocation in cancer. Nature communications.
2011; 2:330. Epub 2011/06/02. doi: 10.1038/ncomms1332 PMID: 21629263; PubMed Central
PMCID: PMC3113296.

47. Liu X, Xiong C, Jia S, Zhang Y, Chen YG, Wang Q, et al. Araf kinase antagonizes Nodal-Smad2 activi-
ty in mesendoderm development by directly phosphorylating the Smad2 linker region. Nature commu-
nications. 2013; 4:1728. Epub 2013/04/18. doi: 10.1038/ncomms2762 PMID: 23591895; PubMed
Central PMCID: PMC3644095.

48. Huang XY, Zhang C, Cai JB, Shi GM, Ke AW, Dong ZR, et al. Comprehensive multiple molecular pro-
file of epithelial mesenchymal transition in intrahepatic cholangiocarcinoma patients. PloS one. 2014;
9(5):e96860. Epub 2014/05/13. doi: 10.1371/journal.pone.0096860 PMID: 24816558; PubMed Cen-
tral PMCID: PMC4016113.

49. Sampson VB, David JM, Puig I, Patil PU, de Herreros AG, Thomas GV, et al. Wilms' tumor protein in-
duces an epithelial-mesenchymal hybrid differentiation state in clear cell renal cell carcinoma. PloS
one. 2014; 9(7):e102041. Epub 2014/07/16. doi: 10.1371/journal.pone.0102041 PMID: 25025131;
PubMed Central PMCID: PMC4099076.

50. Silver N, Proctor GB, Arno M, Carpenter GH. Activation of mTOR coincides with autophagy during li-
gation-induced atrophy in the rat submandibular gland. Cell death & disease. 2010; 1:e14. Epub
2010/10/05. doi: 10.1038/cddis.2009.12 PMID: 20890458; PubMed Central PMCID: PMC2948542.

51. Shi Y, Massague J. Mechanisms of TGF-β signaling from cell membrane to the nucleus. Cell. 2003;
113(6):685–700. Epub 2003/06/18. PMID: 12809600.

52. Kim SI, Kwak JH, Na HJ, Kim JK, Ding Y, Choi ME. Transforming growth factor-β (TGF-β1) activates
TAK1 via TAB1-mediated autophosphorylation, independent of TGF-β receptor kinase activity in
mesangial cells. The Journal of biological chemistry. 2009; 284(33):22285–96. Epub 2009/06/27. doi:
10.1074/jbc.M109.007146 PMID: 19556242; PubMed Central PMCID: PMC2755952.

53. Massague J, Seoane J, Wotton D. Smad transcription factors. Genes & development. 2005; 19
(23):2783–810. Epub 2005/12/03. doi: 10.1101/gad.1350705 PMID: 16322555.

54. Cho HJ, Baek KE, Saika S, JeongMJ, Yoo J. Snail is required for transforming growth factor-β-induced
epithelial-mesenchymal transition by activating PI3 kinase/Akt signal pathway. Biochemical and bio-
physical research communications. 2007; 353(2):337–43. Epub 2006/12/26. doi: 10.1016/j.bbrc.2006.
12.035 PMID: 17187756.

55. Hoot KE, Lighthall J, Han G, Lu SL, Li A, Ju W, et al. Keratinocyte-specific Smad2 ablation results in
increased epithelial-mesenchymal transition during skin cancer formation and progression. The Jour-
nal of clinical investigation. 2008; 118(8):2722–32. Epub 2008/07/12. doi: 10.1172/JCI33713 PMID:
18618014; PubMed Central PMCID: PMC2447925.

56. Hall BE, Zheng C, SwaimWD, Cho A, Nagineni CN, Eckhaus MA, et al. Conditional overexpression
of TGF-β1 disrupts mouse salivary gland development and function. Laboratory investigation; a jour-
nal of technical methods and pathology. 2010; 90(4):543–55. Epub 2010/02/10. doi: 10.1038/
labinvest.2010.5 PMID: 20142803; PubMed Central PMCID: PMC2847636.

57. Bonniaud P, Margetts PJ, Kolb M, Schroeder JA, Kapoun AM, DammD, et al. Progressive transform-
ing growth factor β1-induced lung fibrosis is blocked by an orally active ALK5 kinase inhibitor. Ameri-
can journal of respiratory and critical care medicine. 2005; 171(8):889–98. Epub 2004/11/26. doi: 10.
1164/rccm.200405-612OC PMID: 15563636.

TGF-β Signaling Induced by SMGDuct Ligation and Deligation

PLOS ONE | DOI:10.1371/journal.pone.0123641 May 8, 2015 20 / 24

http://dx.doi.org/10.1038/cr.2009.5
http://www.ncbi.nlm.nih.gov/pubmed/19153598
http://www.ncbi.nlm.nih.gov/pubmed/14673164
http://dx.doi.org/10.1038/35000034
http://www.ncbi.nlm.nih.gov/pubmed/10655587
http://dx.doi.org/10.1172/JCI36882
http://www.ncbi.nlm.nih.gov/pubmed/19164856
http://dx.doi.org/10.3389/fmed.2014.00045
http://dx.doi.org/10.3389/fmed.2014.00045
http://www.ncbi.nlm.nih.gov/pubmed/25593918
http://dx.doi.org/10.1038/ncomms1332
http://www.ncbi.nlm.nih.gov/pubmed/21629263
http://dx.doi.org/10.1038/ncomms2762
http://www.ncbi.nlm.nih.gov/pubmed/23591895
http://dx.doi.org/10.1371/journal.pone.0096860
http://www.ncbi.nlm.nih.gov/pubmed/24816558
http://dx.doi.org/10.1371/journal.pone.0102041
http://www.ncbi.nlm.nih.gov/pubmed/25025131
http://dx.doi.org/10.1038/cddis.2009.12
http://www.ncbi.nlm.nih.gov/pubmed/20890458
http://www.ncbi.nlm.nih.gov/pubmed/12809600
http://dx.doi.org/10.1074/jbc.M109.007146
http://www.ncbi.nlm.nih.gov/pubmed/19556242
http://dx.doi.org/10.1101/gad.1350705
http://www.ncbi.nlm.nih.gov/pubmed/16322555
http://dx.doi.org/10.1016/j.bbrc.2006.12.035
http://dx.doi.org/10.1016/j.bbrc.2006.12.035
http://www.ncbi.nlm.nih.gov/pubmed/17187756
http://dx.doi.org/10.1172/JCI33713
http://www.ncbi.nlm.nih.gov/pubmed/18618014
http://dx.doi.org/10.1038/labinvest.2010.5
http://dx.doi.org/10.1038/labinvest.2010.5
http://www.ncbi.nlm.nih.gov/pubmed/20142803
http://dx.doi.org/10.1164/rccm.200405-612OC
http://dx.doi.org/10.1164/rccm.200405-612OC
http://www.ncbi.nlm.nih.gov/pubmed/15563636


58. Petersen M, Thorikay M, Deckers M, van Dinther M, Grygielko ET, Gellibert F, et al. Oral administra-
tion of GW788388, an inhibitor of TGF-β type I and II receptor kinases, decreases renal fibrosis. Kid-
ney international. 2008; 73(6):705–15. Epub 2007/12/14. doi: 10.1038/sj.ki.5002717 PMID:
18075500.

59. Gellibert F, de Gouville AC, Woolven J, Mathews N, Nguyen VL, Bertho-Ruault C, et al. Discovery of
4-{4-[3-(pyridin-2-yl)-1H-pyrazol-4-yl]pyridin-2-yl}-N-(tetrahydro-2H- pyran-4-yl)benzamide
(GW788388): a potent, selective, and orally active transforming growth factor-β type I receptor inhibi-
tor. Journal of medicinal chemistry. 2006; 49(7):2210–21. Epub 2006/03/31. doi: 10.1021/jm0509905
PMID: 16570917.

60. Segawa S, Goto D, Yoshiga Y, Sugihara M, Hayashi T, Chino Y, et al. Inhibition of transforming
growth factor-β signalling attenuates interleukin (IL)-18 plus IL-2-induced interstitial lung disease in
mice. Clinical and experimental immunology. 2010; 160(3):394–402. Epub 2010/01/22. doi: 10.1111/
j.1365-2249.2010.04094.x PMID: 20089076; PubMed Central PMCID: PMC2883110.

61. WuMY, Hill CS. TGF-β superfamily signaling in embryonic development and homeostasis. Develop-
mental cell. 2009; 16(3):329–43. Epub 2009/03/18. doi: 10.1016/j.devcel.2009.02.012 PMID:
19289080.

62. Sanjabi S, Zenewicz LA, Kamanaka M, Flavell RA. Anti-inflammatory and pro-inflammatory roles of
TGF-β, IL-10, and IL-22 in immunity and autoimmunity. Current opinion in pharmacology. 2009; 9
(4):447–53. Epub 2009/06/02. doi: 10.1016/j.coph.2009.04.008 PMID: 19481975; PubMed Central
PMCID: PMC2755239.

63. Jaskoll T, Choy HA, Melnick M. Glucocorticoids, TGF-β, and embryonic mouse salivary gland mor-
phogenesis. Journal of craniofacial genetics and developmental biology. 1994; 14(4):217–30. Epub
1994/10/01. PMID: 7883868.

64. HoffmanMP, Kibbey MC, Letterio JJ, KleinmanHK. Role of laminin-1 and TGF-β3 in acinar differentia-
tion of a human submandibular gland cell line (HSG). Journal of cell science. 1996; 109 (Pt 8):2013–21.
Epub 1996/08/01. PMID: 8856497.

65. Janebodin K, BuranaphatthanaW, Ieronimakis N, Hays AL, Reyes M. An in vitro culture system for
long-term expansion of epithelial and mesenchymal salivary gland cells: role of TGF-β1 in salivary
gland epithelial and mesenchymal differentiation. BioMed research international. 2013; 2013:815895.
Epub 2013/07/11. doi: 10.1155/2013/815895 PMID: 23841093; PubMed Central PMCID:
PMC3690740.

66. Nandula SR, Amarnath S, Molinolo A, Bandyopadhyay BC, Hall B, Goldsmith CM, et al. Female mice
are more susceptible to developing inflammatory disorders due to impaired transforming growth fac-
tor-β signaling in salivary glands. Arthritis and rheumatism. 2007; 56(6):1798–805. Epub 2007/05/29.
doi: 10.1002/art.22715 PMID: 17530708.

67. Christ M, McCartney-Francis NL, Kulkarni AB, Ward JM, Mizel DE, Mackall CL, et al. Immune dysre-
gulation in TGF-β1-deficient mice. J Immunol. 1994; 153(5):1936–46. Epub 1994/09/01. PMID:
8051399.

68. McCartney-Francis NL, Mizel DE, Redman RS, Frazier-Jessen M, Panek RB, Kulkarni AB, et al. Auto-
immune Sjogren's-like lesions in salivary glands of TGF-β1-deficient mice are inhibited by adhesion-
blocking peptides. J Immunol. 1996; 157(3):1306–12. Epub 1996/08/01. PMID: 8757639.

69. Dang H, Geiser AG, Letterio JJ, Nakabayashi T, Kong L, Fernandes G, et al. SLE-like autoantibodies
and Sjogren's syndrome-like lymphoproliferation in TGF-β knockout mice. J Immunol. 1995; 155
(6):3205–12. Epub 1995/09/15. PMID: 7673733.

70. Mason GI, Hamburger J, Bowman S, Matthews JB. Salivary gland expression of transforming growth
factor-β isoforms in Sjogren's syndrome and benign lymphoepithelial lesions. Molecular pathology:
MP. 2003; 56(1):52–9. Epub 2003/02/01. PMID: 12560464; PubMed Central PMCID: PMC1187290.

71. Kizu Y, Sakurai H, Katagiri S, Shinozaki N, Ono M, Tsubota K, et al. Immunohistological analysis of tu-
mour growth factor-β1 expression in normal and inflamed salivary glands. Journal of clinical patholo-
gy. 1996; 49(9):728–32. Epub 1996/09/01. PMID: 9038756; PubMed Central PMCID: PMC500721.

72. Teymoortash A, Tiemann M, Schrader C, Hartmann O, Werner JA. Transforming growth factor-β in
chronic obstructive sialadenitis of human submandibular gland. Archives of oral biology. 2003; 48
(2):111–6. Epub 2003/03/19. PMID: 12642229.

73. Cauli A, Yanni G, Pitzalis C, Challacombe S, Panayi GS. Cytokine and adhesion molecule expression
in the minor salivary glands of patients with Sjogren's syndrome and chronic sialoadenitis. Annals of
the rheumatic diseases. 1995; 54(3):209–15. Epub 1995/03/01. PMID: 7748018; PubMed Central
PMCID: PMC1005558.

74. Harrison JD, Badir MS. Chronic submandibular sialadenitis: ultrastructure and phosphatase histo-
chemistry. Ultrastructural pathology. 1998; 22(6):431–7. Epub 1999/01/19. PMID: 9891921.

TGF-β Signaling Induced by SMGDuct Ligation and Deligation

PLOS ONE | DOI:10.1371/journal.pone.0123641 May 8, 2015 21 / 24

http://dx.doi.org/10.1038/sj.ki.5002717
http://www.ncbi.nlm.nih.gov/pubmed/18075500
http://dx.doi.org/10.1021/jm0509905
http://www.ncbi.nlm.nih.gov/pubmed/16570917
http://dx.doi.org/10.1111/j.1365-2249.2010.04094.x
http://dx.doi.org/10.1111/j.1365-2249.2010.04094.x
http://www.ncbi.nlm.nih.gov/pubmed/20089076
http://dx.doi.org/10.1016/j.devcel.2009.02.012
http://www.ncbi.nlm.nih.gov/pubmed/19289080
http://dx.doi.org/10.1016/j.coph.2009.04.008
http://www.ncbi.nlm.nih.gov/pubmed/19481975
http://www.ncbi.nlm.nih.gov/pubmed/7883868
http://www.ncbi.nlm.nih.gov/pubmed/8856497
http://dx.doi.org/10.1155/2013/815895
http://www.ncbi.nlm.nih.gov/pubmed/23841093
http://dx.doi.org/10.1002/art.22715
http://www.ncbi.nlm.nih.gov/pubmed/17530708
http://www.ncbi.nlm.nih.gov/pubmed/8051399
http://www.ncbi.nlm.nih.gov/pubmed/8757639
http://www.ncbi.nlm.nih.gov/pubmed/7673733
http://www.ncbi.nlm.nih.gov/pubmed/12560464
http://www.ncbi.nlm.nih.gov/pubmed/9038756
http://www.ncbi.nlm.nih.gov/pubmed/12642229
http://www.ncbi.nlm.nih.gov/pubmed/7748018
http://www.ncbi.nlm.nih.gov/pubmed/9891921


75. Wynn TA. Cellular and molecular mechanisms of fibrosis. The Journal of pathology. 2008; 214
(2):199–210. Epub 2007/12/29. doi: 10.1002/path.2277 PMID: 18161745; PubMed Central PMCID:
PMC2693329.

76. Farris AB, Colvin RB. Renal interstitial fibrosis: mechanisms and evaluation. Current opinion in nephrol-
ogy and hypertension. 2012; 21(3):289–300. Epub 2012/03/28. doi: 10.1097/MNH.0b013e3283521cfa
PMID: 22449945; PubMed Central PMCID: PMC3354760.

77. Ignotz RA, Massague J. Transforming growth factor-β stimulates the expression of fibronectin and col-
lagen and their incorporation into the extracellular matrix. The Journal of biological chemistry. 1986;
261(9):4337–45. Epub 1986/03/25. PMID: 3456347.

78. Chen SJ, YuanW, Mori Y, Levenson A, Trojanowska M, Varga J. Stimulation of type I collagen tran-
scription in human skin fibroblasts by TGF-β: involvement of Smad 3. The Journal of investigative der-
matology. 1999; 112(1):49–57. Epub 1999/01/14. doi: 10.1046/j.1523-1747.1999.00477.x PMID:
9886263.

79. Yang L, Inokuchi S, Roh YS, Song J, Loomba R, Park EJ, et al. Transforming growth factor-β signaling
in hepatocytes promotes hepatic fibrosis and carcinogenesis in mice with hepatocyte-specific deletion
of TAK1. Gastroenterology. 2013; 144(5):1042–54 e4. Epub 2013/02/09. doi: 10.1053/j.gastro.2013.
01.056 PMID: 23391818; PubMed Central PMCID: PMC3752402.

80. Sime PJ, Xing Z, Graham FL, Csaky KG, Gauldie J. Adenovector-mediated gene transfer of active
transforming growth factor-β1 induces prolonged severe fibrosis in rat lung. The Journal of clinical in-
vestigation. 1997; 100(4):768–76. Epub 1997/08/15. doi: 10.1172/JCI119590 PMID: 9259574;
PubMed Central PMCID: PMC508247.

81. Meng XM, Huang XR, Xiao J, Chen HY, Zhong X, Chung AC, et al. Diverse roles of TGF-β receptor II
in renal fibrosis and inflammation in vivo and in vitro. The Journal of pathology. 2012; 227(2):175–88.
Epub 2011/12/23. doi: 10.1002/path.3976 PMID: 22190171.

82. Cooper JS, Fu K, Marks J, Silverman S. Late effects of radiation therapy in the head and neck region.
International journal of radiation oncology, biology, physics. 1995; 31(5):1141–64. Epub 1995/03/30.
doi: 10.1016/0360-3016(94)00421-G PMID: 7713779.

83. Grundmann O, Mitchell GC, Limesand KH. Sensitivity of salivary glands to radiation: from animal
models to therapies. Journal of dental research. 2009; 88(10):894–903. Epub 2009/09/29. doi: 10.
1177/0022034509343143 PMID: 19783796; PubMed Central PMCID: PMC2882712.

84. Hakim SG, Ribbat J, Berndt A, Richter P, Kosmehl H, Benedek GA, et al. Expression of Wnt-1, TGF-β
and related cell-cell adhesion components following radiotherapy in salivary glands of patients with
manifested radiogenic xerostomia. Radiotherapy and oncology: journal of the European Society for
Therapeutic Radiology and Oncology. 2011. Epub 2011/09/03. doi: 10.1016/j.radonc.2011.07.032
PMID: 21885141.

85. Martin M, Lefaix J, Delanian S. TGF-β1 and radiation fibrosis: a master switch and a specific therapeu-
tic target? International journal of radiation oncology, biology, physics. 2000; 47(2):277–90. Epub
2000/05/10. PMID: 10802350.

86. Callahan JF, Burgess JL, Fornwald JA, Gaster LM, Harling JD, Harrington FP, et al. Identification of
novel inhibitors of the transforming growth factor-β1 (TGF-β1) type 1 receptor (ALK5). Journal of me-
dicinal chemistry. 2002; 45(5):999–1001. Epub 2002/02/22. PMID: 11855979.

87. Muraoka-Cook RS, Shin I, Yi JY, Easterly E, Barcellos-Hoff MH, Yingling JM, et al. Activated type I
TGF-β receptor kinase enhances the survival of mammary epithelial cells and accelerates tumor pro-
gression. Oncogene. 2006; 25(24):3408–23. Epub 2005/09/28. doi: 10.1038/sj.onc.1208964 PMID:
16186809.

88. Yoshiji H, Kuriyama S, Yoshii J, Ikenaka Y, Noguchi R, Nakatani T, et al. Tissue inhibitor of metallo-
proteinases-1 attenuates spontaneous liver fibrosis resolution in the transgenic mouse. Hepatology.
2002; 36(4 Pt 1):850–60. Epub 2002/09/26. doi: 10.1053/jhep.2002.35625 PMID: 12297832.

89. Zhou X, Hovell CJ, Pawley S, Hutchings MI, Arthur MJ, Iredale JP, et al. Expression of matrix metallo-
proteinase-2 and -14 persists during early resolution of experimental liver fibrosis and might contribute
to fibrolysis. Liver international: official journal of the International Association for the Study of the
Liver. 2004; 24(5):492–501. Epub 2004/10/16. doi: 10.1111/j.1478-3231.2004.0946.x PMID:
15482348.

90. Xia JL, Dai C, Michalopoulos GK, Liu Y. Hepatocyte growth factor attenuates liver fibrosis induced by
bile duct ligation. The American journal of pathology. 2006; 168(5):1500–12. Epub 2006/05/03. doi:
10.2353/ajpath.2006.050747 PMID: 16651617; PubMed Central PMCID: PMC1606599.

91. Hagimoto N, Kuwano K, Inoshima I, Yoshimi M, Nakamura N, Fujita M, et al. TGF-β1 as an enhancer
of Fas-mediated apoptosis of lung epithelial cells. J Immunol. 2002; 168(12):6470–8. Epub 2002/06/
11. PMID: 12055267.

TGF-β Signaling Induced by SMGDuct Ligation and Deligation

PLOS ONE | DOI:10.1371/journal.pone.0123641 May 8, 2015 22 / 24

http://dx.doi.org/10.1002/path.2277
http://www.ncbi.nlm.nih.gov/pubmed/18161745
http://dx.doi.org/10.1097/MNH.0b013e3283521cfa
http://www.ncbi.nlm.nih.gov/pubmed/22449945
http://www.ncbi.nlm.nih.gov/pubmed/3456347
http://dx.doi.org/10.1046/j.1523-1747.1999.00477.x
http://www.ncbi.nlm.nih.gov/pubmed/9886263
http://dx.doi.org/10.1053/j.gastro.2013.01.056
http://dx.doi.org/10.1053/j.gastro.2013.01.056
http://www.ncbi.nlm.nih.gov/pubmed/23391818
http://dx.doi.org/10.1172/JCI119590
http://www.ncbi.nlm.nih.gov/pubmed/9259574
http://dx.doi.org/10.1002/path.3976
http://www.ncbi.nlm.nih.gov/pubmed/22190171
http://dx.doi.org/10.1016/0360-3016(94)00421-G
http://www.ncbi.nlm.nih.gov/pubmed/7713779
http://dx.doi.org/10.1177/0022034509343143
http://dx.doi.org/10.1177/0022034509343143
http://www.ncbi.nlm.nih.gov/pubmed/19783796
http://dx.doi.org/10.1016/j.radonc.2011.07.032
http://www.ncbi.nlm.nih.gov/pubmed/21885141
http://www.ncbi.nlm.nih.gov/pubmed/10802350
http://www.ncbi.nlm.nih.gov/pubmed/11855979
http://dx.doi.org/10.1038/sj.onc.1208964
http://www.ncbi.nlm.nih.gov/pubmed/16186809
http://dx.doi.org/10.1053/jhep.2002.35625
http://www.ncbi.nlm.nih.gov/pubmed/12297832
http://dx.doi.org/10.1111/j.1478-3231.2004.0946.x
http://www.ncbi.nlm.nih.gov/pubmed/15482348
http://dx.doi.org/10.2353/ajpath.2006.050747
http://www.ncbi.nlm.nih.gov/pubmed/16651617
http://www.ncbi.nlm.nih.gov/pubmed/12055267


92. Boland S, Boisvieux-Ulrich E, Houcine O, Baeza-Squiban A, Pouchelet M, Schoevaert D, et al. TGF-
β1 promotes actin cytoskeleton reorganization and migratory phenotype in epithelial tracheal cells in
primary culture. Journal of cell science. 1996; 109 (Pt 9):2207–19. Epub 1996/09/01. PMID: 8886972.

93. Moses HL. TGF-β regulation of epithelial cell proliferation. Molecular reproduction and development.
1992; 32(2):179–84. Epub 1992/06/01. doi: 10.1002/mrd.1080320215 PMID: 1637556.

94. Rezaie A, Khalaj S, Shabihkhani M, Nikfar S, Zamani MJ, Mohammadirad A, et al. Study on the corre-
lations among disease activity index and salivary transforming growth factor-β1 and nitric oxide in ul-
cerative colitis patients. Annals of the New York Academy of Sciences. 2007; 1095:305–14. Epub
2007/04/04. doi: 10.1196/annals.1397.034 PMID: 17404043.

95. Vitsky A, Waire J, Pawliuk R, Bond A, Matthews D, Lacasse E, et al. Homeostatic role of transforming
growth factor-β in the oral cavity and esophagus of mice and its expression by mast cells in these tis-
sues. The American journal of pathology. 2009; 174(6):2137–49. Epub 2009/05/02. doi: 10.2353/
ajpath.2009.080723 PMID: 19406991; PubMed Central PMCID: PMC2684179.

96. Li JH, Zhu HJ, Huang XR, Lai KN, Johnson RJ, Lan HY. Smad7 inhibits fibrotic effect of TGF-β on
renal tubular epithelial cells by blocking Smad2 activation. Journal of the American Society of Nephrol-
ogy: JASN. 2002; 13(6):1464–72. Epub 2002/06/01. PMID: 12039975.

97. Bhowmick NA, Ghiassi M, Bakin A, Aakre M, Lundquist CA, Engel ME, et al. Transforming growth fac-
tor-β1 mediates epithelial to mesenchymal transdifferentiation through a RhoA-dependent mecha-
nism. Molecular biology of the cell. 2001; 12(1):27–36. Epub 2001/02/13. PMID: 11160820; PubMed
Central PMCID: PMC30565.

98. Miettinen PJ, Ebner R, Lopez AR, Derynck R. TGF-β induced transdifferentiation of mammary epithe-
lial cells to mesenchymal cells: involvement of type I receptors. The Journal of cell biology. 1994; 127
(6 Pt 2):2021–36. Epub 1994/12/01. PMID: 7806579; PubMed Central PMCID: PMC2120317.

99. Tirino V, Camerlingo R, Bifulco K, Irollo E, Montella R, Paino F, et al. TGF-β1 exposure induces epi-
thelial to mesenchymal transition both in CSCs and non-CSCs of the A549 cell line, leading to an in-
crease of migration ability in the CD133+ A549 cell fraction. Cell death & disease. 2013; 4:e620. Epub
2013/05/04. doi: 10.1038/cddis.2013.144 PMID: 23640462; PubMed Central PMCID: PMC3674353.

100. Iwano M, Plieth D, Danoff TM, Xue C, Okada H, Neilson EG. Evidence that fibroblasts derive from epi-
thelium during tissue fibrosis. The Journal of clinical investigation. 2002; 110(3):341–50. Epub 2002/
08/07. doi: 10.1172/JCI15518 PMID: 12163453; PubMed Central PMCID: PMC151091.

101. Rees JR, Onwuegbusi BA, Save VE, Alderson D, Fitzgerald RC. In vivo and in vitro evidence for trans-
forming growth factor-β1-mediated epithelial to mesenchymal transition in esophageal adenocarcino-
ma. Cancer research. 2006; 66(19):9583–90. Epub 2006/10/05. doi: 10.1158/0008-5472.CAN-06-
1842 PMID: 17018615.

102. Rastaldi MP, Ferrario F, Giardino L, Dell'Antonio G, Grillo C, Grillo P, et al. Epithelial-mesenchymal
transition of tubular epithelial cells in human renal biopsies. Kidney international. 2002; 62(1):137–46.
Epub 2002/06/26. doi: 10.1046/j.1523-1755.2002.00430.x PMID: 12081572.

103. Kim KK, Kugler MC, Wolters PJ, Robillard L, Galvez MG, Brumwell AN, et al. Alveolar epithelial cell
mesenchymal transition develops in vivo during pulmonary fibrosis and is regulated by the extracellu-
lar matrix. Proceedings of the National Academy of Sciences of the United States of America. 2006;
103(35):13180–5. Epub 2006/08/23. doi: 10.1073/pnas.0605669103 PMID: 16924102; PubMed Cen-
tral PMCID: PMC1551904.

104. Zeisberg M, Yang C, Martino M, Duncan MB, Rieder F, Tanjore H, et al. Fibroblasts derive from hepa-
tocytes in liver fibrosis via epithelial to mesenchymal transition. The Journal of biological chemistry.
2007; 282(32):23337–47. Epub 2007/06/15. doi: 10.1074/jbc.M700194200 PMID: 17562716.

105. Nakaya Y, Sheng G. Epithelial to mesenchymal transition during gastrulation: an embryological view.
Development, growth & differentiation. 2008; 50(9):755–66. Epub 2008/12/03. doi: 10.1111/j.1440-
169X.2008.01070.x PMID: 19046163.

106. Tarin D, Thompson EW, Newgreen DF. The fallacy of epithelial mesenchymal transition in neoplasia.
Cancer research. 2005; 65(14):5996–6000; discussion -1. Epub 2005/07/19. doi: 10.1158/0008-
5472.CAN-05-0699 PMID: 16024596.

107. Kriz W, Kaissling B, Le Hir M. Epithelial-mesenchymal transition (EMT) in kidney fibrosis: fact or fanta-
sy? The Journal of clinical investigation. 2011; 121(2):468–74. Epub 2011/03/04. PMID: 21370523;
PubMed Central PMCID: PMC3026733.

108. Fragiadaki M, Mason RM. Epithelial-mesenchymal transition in renal fibrosis—evidence for and
against. International journal of experimental pathology. 2011; 92(3):143–50. Epub 2011/05/11. doi:
10.1111/j.1365-2613.2011.00775.x PMID: 21554437; PubMed Central PMCID: PMC3101487.

109. You S, Avidan O, Tariq A, Ahluwalia I, Stark PC, Kublin CL, et al. Role of epithelial-mesenchymal tran-
sition in repair of the lacrimal gland after experimentally induced injury. Investigative ophthalmology &

TGF-β Signaling Induced by SMGDuct Ligation and Deligation

PLOS ONE | DOI:10.1371/journal.pone.0123641 May 8, 2015 23 / 24

http://www.ncbi.nlm.nih.gov/pubmed/8886972
http://dx.doi.org/10.1002/mrd.1080320215
http://www.ncbi.nlm.nih.gov/pubmed/1637556
http://dx.doi.org/10.1196/annals.1397.034
http://www.ncbi.nlm.nih.gov/pubmed/17404043
http://dx.doi.org/10.2353/ajpath.2009.080723
http://dx.doi.org/10.2353/ajpath.2009.080723
http://www.ncbi.nlm.nih.gov/pubmed/19406991
http://www.ncbi.nlm.nih.gov/pubmed/12039975
http://www.ncbi.nlm.nih.gov/pubmed/11160820
http://www.ncbi.nlm.nih.gov/pubmed/7806579
http://dx.doi.org/10.1038/cddis.2013.144
http://www.ncbi.nlm.nih.gov/pubmed/23640462
http://dx.doi.org/10.1172/JCI15518
http://www.ncbi.nlm.nih.gov/pubmed/12163453
http://dx.doi.org/10.1158/0008-5472.CAN-06-1842
http://dx.doi.org/10.1158/0008-5472.CAN-06-1842
http://www.ncbi.nlm.nih.gov/pubmed/17018615
http://dx.doi.org/10.1046/j.1523-1755.2002.00430.x
http://www.ncbi.nlm.nih.gov/pubmed/12081572
http://dx.doi.org/10.1073/pnas.0605669103
http://www.ncbi.nlm.nih.gov/pubmed/16924102
http://dx.doi.org/10.1074/jbc.M700194200
http://www.ncbi.nlm.nih.gov/pubmed/17562716
http://dx.doi.org/10.1111/j.1440-169X.2008.01070.x
http://dx.doi.org/10.1111/j.1440-169X.2008.01070.x
http://www.ncbi.nlm.nih.gov/pubmed/19046163
http://dx.doi.org/10.1158/0008-5472.CAN-05-0699
http://dx.doi.org/10.1158/0008-5472.CAN-05-0699
http://www.ncbi.nlm.nih.gov/pubmed/16024596
http://www.ncbi.nlm.nih.gov/pubmed/21370523
http://dx.doi.org/10.1111/j.1365-2613.2011.00775.x
http://www.ncbi.nlm.nih.gov/pubmed/21554437


visual science. 2012; 53(1):126–35. Epub 2011/10/26. doi: 10.1167/iovs.11-7893 PMID: 22025566;
PubMed Central PMCID: PMC3292353.

110. Gershengorn MC, Hardikar AA, Wei C, Geras-Raaka E, Marcus-Samuels B, Raaka BM. Epithelial-to-
mesenchymal transition generates proliferative human islet precursor cells. Science. 2004; 306
(5705):2261–4. Epub 2004/11/27. doi: 10.1126/science.1101968 PMID: 15564314.

111. Minami K, Okuno M, Miyawaki K, Okumachi A, Ishizaki K, Oyama K, et al. Lineage tracing and charac-
terization of insulin-secreting cells generated from adult pancreatic acinar cells. Proceedings of the
National Academy of Sciences of the United States of America. 2005; 102(42):15116–21. Epub 2005/
10/08. doi: 10.1073/pnas.0507567102 PMID: 16210247; PubMed Central PMCID: PMC1257737.

112. Sorrentino A, Thakur N, Grimsby S, Marcusson A, von Bulow V, Schuster N, et al. The type I TGF-β
receptor engages TRAF6 to activate TAK1 in a receptor kinase-independent manner. Nature cell biol-
ogy. 2008; 10(10):1199–207. Epub 2008/09/02. doi: 10.1038/ncb1780 PMID: 18758450.

113. Docherty NG, Calvo IF, Quinlan MR, Perez-Barriocanal F, McGuire BB, Fitzpatrick JM, et al. In-
creased E-cadherin expression in the ligated kidney following unilateral ureteric obstruction. Kidney
international. 2009; 75(2):205–13. Epub 2008/09/27. doi: 10.1038/ki.2008.482 PMID: 18818685.

114. Day ML, Zhao X, Vallorosi CJ, Putzi M, Powell CT, Lin C, et al. E-cadherin mediates aggregation-de-
pendent survival of prostate and mammary epithelial cells through the retinoblastoma cell cycle con-
trol pathway. The Journal of biological chemistry. 1999; 274(14):9656–64. Epub 1999/03/27. PMID:
10092652.

115. Boussadia O, Kutsch S, Hierholzer A, Delmas V, Kemler R. E-cadherin is a survival factor for the lac-
tating mouse mammary gland. Mechanisms of development. 2002; 115(1–2):53–62. Epub 2002/06/
07. PMID: 12049767.

TGF-β Signaling Induced by SMGDuct Ligation and Deligation

PLOS ONE | DOI:10.1371/journal.pone.0123641 May 8, 2015 24 / 24

http://dx.doi.org/10.1167/iovs.11-7893
http://www.ncbi.nlm.nih.gov/pubmed/22025566
http://dx.doi.org/10.1126/science.1101968
http://www.ncbi.nlm.nih.gov/pubmed/15564314
http://dx.doi.org/10.1073/pnas.0507567102
http://www.ncbi.nlm.nih.gov/pubmed/16210247
http://dx.doi.org/10.1038/ncb1780
http://www.ncbi.nlm.nih.gov/pubmed/18758450
http://dx.doi.org/10.1038/ki.2008.482
http://www.ncbi.nlm.nih.gov/pubmed/18818685
http://www.ncbi.nlm.nih.gov/pubmed/10092652
http://www.ncbi.nlm.nih.gov/pubmed/12049767

