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In order to identify salt tolerance indicators, several physiological variables were evaluated in two contrasting cashew
(Anacardium occidentale L.) rootstocks in response to salt stress. The tolerant CCP 09 genotype showed better growth
performance after two weeks under a large range of NaCl salinity (50, 100, 150 and 200 mM). The NaCl treatments induced
a significant drop in transpiration as a consequence of an increased stomatal resistance in both genotypes. No
significant differences in Na+, Cl–, and K+ concentrations were found in both roots and leaves regardless of rootstocks.
The tolerant genotype exhibited lower relative water content and less negative leaf osmotic potential as compared with
the sensitive genotype and, therefore, these variables could not be related to salt tolerance. Salt stress caused more
significant changes in protein and amino acid concentrations in roots than in leaves. Among the physiological
indicators, leaf membrane damage was closely associated with the differences in salt tolerance between the two cashew
genotypes. Furthermore, under NaCl salinity the tolerant rootstock showed greater ability to accumulate compatible
organic solutes (amino acids, proline and soluble sugars) in leaves in addition to maintaining the soluble sugar
concentration in roots as compared with the sensitive rootstock.
Key words: Anacardium occidentale, organic solutes, salt stress, salt tolerance, sodium and chloride partitioning,
sodium-to-potassium ratio

Mudanças em indicadores fisiológicos associados com a tolerância ao estresse salino em dois porta-enxertos
contrastantes de cajueiro: Com o objetivo de identificar marcadores fisiológicos de tolerância ao estresse salino, diversas
variáveis fisiológicas foram avaliadas em dois porta-enxertos de cajueiro (Anacardium occidentale L.) apresentando
contraste na tolerância à salinidade. O genótipo tolerante (CCP 09) apresentou melhor crescimento sob todas as
concentrações de NaCl (50, 100, 150 e 200 mM), após duas semanas. O tratamento salino reduziu severamente a
transpiração, como conseqüência do aumento substancial da resistência estomática nos dois genótipos. Os dois portaenxertos não apresentaram diferenças significativas nas concentrações de Na+, Cl– e K+ nos tecidos de raízes e folhas. O
genótipo tolerante, em comparação com o sensível, apresentou menor conteúdo relativo de água e maior (menos negativo)
potencial osmótico foliar, de maneira que essas variáveis não devem estar associadas com a tolerância ao sal na espécie em
questão. O estresse salino induziu mudanças significantemente maiores nas concentrações de proteína e aminoácidos em
raízes do que em folhas, sugerindo que a raiz foi o órgão mais sensível ao sal. Entre os indicadores fisiológicos avaliados,
o dano de membrana foi o que mais bem se associou com a diferença de tolerância ao estresse salino entre os dois
genótipos. Em adição, o porta-enxerto tolerante apresentou maior acúmulo de solutos orgânicos (aminoácidos, prolina e
açúcares solúveis) em folhas, além de manter, em maior extensão, a concentração de açúcares solúveis em raízes comparado
ao sensível, em resposta ao NaCl.
Palavras-chave: Anacardium occidentale, estresse salino, partição de Na+ e Cl–, relação Na+/K+, solutos orgânicos,
tolerância ao sal
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INTRODUCTION
High soil salinity accounts for considerable yield
losses of a wide variety of crops all over the world. This
problem is more severe in semi-arid regions (Munns,
2002), including the Northeast of Brazil, where it is one of
the major limiting factors to crop productivity. This
problem can be prevented or mitigated by soil and water
management, and crop productivity under salt stress
could be improved using tolerant genotypes (Ashraf and
Ahmad, 2000).
Salt stress could inhibit plant growth and reduce plant
productivity by water deficit, ionic toxicity and
nutritional imbalance (Munns, 2002). Water deficit is the
primary effect of salt stress due to lowered water
potential of the soil solution and restricting root water
uptake. In some glycophytes, the ability to undergo
osmotic adjustment is related to the accumulation of
organic solutes such as N-compounds, especially proline
and glycine-betaine, soluble sugars and salt stress
proteins (Ashraf and Harris, 2004). Thus, the
accumulation of these compounds improves water uptake
under salt stress and possibly protects the cell structure
against molecular disturbances, resulting in plant
acclimation (Munns et al., 2006).
In addition to the osmotic effects of soil salinity, Na+
and Cl– uptake and accumulation in plant tissues result in
ionic toxicity due to intense changes in the Na+/K+, Na+/
Ca +2 and Cl – /NO 3 – ratios in the cell compartments
(Amtmann and Maathuis, 1999; Blumwald et al., 2000).
Competitive interactions among toxic ions (Na+ and Cl–)
and nutrients in the soil could induce nutrient
deficiencies (Grattan and Grieve, 1999). Moreover, the
alteration of ion interactions in the cell compartments
could damage basic biochemical and physiological
processes, such as photosynthesis, respiration, protein
synthesis and the maintenance of turgor pressure and
charge balance (Amtmann and Maathuis, 1999). In this
way, the ability to maintain continuous growth and
exclude toxic ions from the leaves has been associated
with the resistance of many crops against salt stress
(Munns, 2002). The uptake and partitioning of Na+ and
Cl–- throughout the whole plant are, therefore, important
traits to discriminate among salt-tolerant and saltsensitive genotypes (Ashraf and Ahmad, 2000; Ashraf
and Harris, 2004).
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The elucidation of physiological mechanisms related
to salt tolerance in crops is crucial to reach more effective
resolutions of practical problems caused by salinity in
cultivated lands. One possibility to overcome
productivity losses caused by salinity in high-yielding
genotypes would be the grafting of these varieties onto
rootstocks capable of allowing salt tolerance in the
shoot. This strategy could also provide plants combining
good shoot characters with good root traits (Zijlstra et
al., 1994). Nevertheless, salt tolerance is a polygenic trait
involving a complex network of molecular, biochemical,
and physiological processes which strongly interact with
the environmental factors (Flowers, 2004; Munns et al.,
2006). Thus, the identification and characterization of
physiological variables as efficient markers to evaluate
salt tolerance in different crop species are still far from
being achieved (Ashraf and Harris, 2004).
The crop species utilized in this study is cashew
(Anacardium occidentale L.), an important fruit (nut)
crop well adapted to grow under semi-arid conditions in
the Northeast of Brazil, where it is often subjected to
drought and salinity (Viégas et al., 2001). This species
presents mild resistance to salinity, surviving under high
external NaCl concentrations (200 mM) during several
weeks (Ferreira-Silva, 2004). Studies on the comparative
physiology involving the responses of cashew
rootstocks and of other fruits exposed to salt stress are
scarce (Matos et al., 2003). In a previous study, FerreiraSilva (2004) studied the salt tolerance of ten cashew
genotypes after seedling establishment and
characterized the CCP 06 and CCP 09 genotypes as
sensitive and tolerant to salt stress, respectively. These
genotypes showed contrasting responses in terms of
plant growth and salt-induced leaf injuries. In this study,
a comparative analysis using these cashew genotypes
was carried out under a range of NaCl levels in order to
characterize their responses to salt stress in terms of
growth, ionic homeostasis, organic solute accumulation,
water relations and membrane stability. Furthermore,
some physiological variables directly related to those
processes were evaluated as salt tolerance indicators.

MATERIAL AND METHODS
Plant material and growth conditions: Nuts from two
cashew (Anacardium occidentale L.) genotypes (CCP 06
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and CCP 09, respectively sensitive and tolerant to salt
stress) were kindly provided by the Empresa Brasileira de
Pesquisa Agropecuária (EMBRAPA), Brazil. The nuts were
sown in 1 L pots filled with sand and irrigated daily with
distilled water up to 70% of substrate field capacity. After
the whole seedling establishment (30 d), a set of
homogeneous plants (at the eight-leaf stage) was selected
and irrigated every 2 d with twice-diluted Hoagland’s
nutrient solution (Hoagland & Arnon, 1950) and supplied
with 0, 50, 100, 150 and 200 mM NaCl for two weeks. The final
concentrations were reached by a gradual increment of 50
mM NaCl every day. The experiment was carried out in a
greenhouse under natural conditions with the following
mean values: 12 h photoperiod, approximately 700 µmol m-2
s-1 of maximum photosynthetically active radiation (PAR),
55% relative humidity, and temperature ranging from 29°C
(day) to 24°C (night). At harvest, plants were divided into
leaves, stem and roots. Plant parts were then frozen at –80°C
and lyophilized.
Transpiration rate and stomatal resistance: Transpiration
and stomatal resistance measurements were done two
weeks after initiating the salt treatments using a steady state
porometer (model LI-1600, LiCor, Lincoln, USA). All
measurements, made between 0930 and 1000 h when
environmental fluctuations were relatively low, were
conducted using one mature leaf from the middle of the
shoot of each experimental plot (see below).
Osmotic Potential: For osmolality measurements 0.5 g leaf
material (fresh mass) was quickly macerated in a mortar with
liquid N 2. The extract was filtered using a miracloth
membrane and the filtrate centrifuged at 10.000 x g during 10
min at 4ºC. Subsequently, supernatants (10 µL) were used to
determine the osmolality using a vapor pressure osmometer
(Vapro 5520, Wescor, USA) according to the manufacturer’s
instructions. Osmolality (mmol kg -1) was converted to
osmotic potential (Ψs) using the relation: 1mmol kg-1 = 2.408
x 10-3 MPa (Santa-Cruz et al., 2002).
Inorganic and organic solutes: The plant material was
finely ground and digested with a nitric acid-perchloric
acid mixture. Ions Na+ and K+ were determined by flame
photometry and Cl– by titration with AgNO3 (Viégas et al.,
2001). After extraction with 80% (v/v) ethanol, soluble
sugars (Dubois et al., 1956), total free amino acids (Yemm
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and Cocking, 1955), and proline (Bates et al., 1973) were
determined. Soluble protein was extracted with 50 mM
Tris-HCl buffer pH 7.6 and determined according to
Bradford (1976) using BSA as a standard.
Relative water content (RWC) and membrane damage:
The leaf RWC and membrane damages were determined
as described elsewhere (Cavalcanti et al., 2004). Thirty
leaf discs (1.0 cm in diameter) were sampled and
immediately weighed (fresh mass, FM), immersed in
distilled water at 25°C for 7 h under a photon flux density
of 40 µmol m-2 s-1. The leaf discs were then blotted on filter
paper and the turgid mass (TM) was determined. The
discs were dried at 80°C for 48 h and the dry mass (DM)
was measured. The RWC was calculated using the
equation RWC = [(FM – DM)/(TM – DM)] x 100.
The leaf membrane damage (MD) was estimated on the
basis of K+ leakage. Twenty leaf discs (1.0 cm in diameter)
were incubated in deionized water at 25°C for 24 h (L1) and
the K+ concentration in the leach was determined by flame
photometry. Then, the discs were boiled for 1 h and the K+
concentration was measured again (L2). The percentage of
membrane damage was estimated according to the equation
MD (%) = (L1/L2) x 100. The MD was also measured in terms
of electrical conductivity and the obtained results were
similar to that verified by K+ leakage. As the K+ leakage is
more adequate to indicate membrane disturbances than total
electrolyte leakage, the relative K+ leakage was adopted as
an MD indicator.
Experimental design and data analysis: The experiment
was carried out according to a completely randomized
design in a 2 x 5 factorial (two genotypes and five salt
concentrations). The data were obtained in four
independent replications per treatment of single plant
experimental plots. The experiment was repeated twice
showing similar trends. The data were subjected to an
analysis of variance and the means were compared by
Tukey’s test at the 0.05 probability level.

RESULTS
Plant growth and ionic homeostasis: After two weeks of
NaCl treatment, the cashew genotypes we evaluated
showed differential responses in plant growth and visual
symptoms of leaf injury. The tolerant CCP 09 genotype
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showed greater dry mass accumulation in both roots and
shoots than the sensitive CCP 06. For instance, at 200 mM
NaCl shoot dry mass was reduced by 42% and 35%,
respectively in sensitive and tolerant genotypes, in
relation to the untreated controls. The shoot-to-root ratio
was gradually elevated in the tolerant genotype as the
NaCl level increased, whilst such ratio remained almost
unchanged in the sensitive one (Table 1). Additionally,
the old leaves of the salt-treated plants showed variant
visual symptoms of salt toxicity, which were
characterized as drying spots in the sensitive CCP 06 and
as chlorotic regions (yellowing) in the tolerant CCP 09
(data not shown).
The CCP 06 and CCP 09 plants had similar Na+ and Cl–
concentrations in roots and shoots under all salt levels,
as well as comparable patterns of ion partitioning (Table
2). The Na + concentration in both genotypes nearly
doubled in roots relative to leaves, regardless of the NaCl
treatments. In contrast, the Cl – concentration of the two
genotypes was similar in roots and leaves, but leaf Cl–
was almost twice that verified for Na + at all salt
treatments. Salt additions similarly affected K +
concentrations in both roots and leaves in either
genotype (Table 2). In roots, K+ concentration gradually
decreased with increasing NaCl dose, and was half at 200
mM NaCl as compared with control plants. In contrast, K+
concentration increased in leaves of plants treated with
100 mM NaCl and above. As a consequence, the Na +/K+
ratio was markedly increased in salt-treated plants,
especially in roots. The Na +/K+ ratio was increased by

about 8- and 3.5-fold in roots and leaves, respectively, as
compared with controls (Table 3).
Water relations and membrane damage: Salt stress
similarly increased stomatal resistance (rs) and restricted
transpiration (E) in both cashew genotypes (Table 1). At
the greatest NaCl salinity (200 mM), r s increased by
approximately 5.5-fold and E decreased by 85% in relation
to control plants of both genotypes. The salt treatments
slightly affected the leaf water status in the CCP 06 and
CCP 09 plants as indicated by the RWC (Table 3).
Concentrations of NaCl at 150 or 200 mM did decrease
RWC but only in the tolerant genotype. It is noteworthy
that the salt-induced changes in leaf osmotic potential (Ψs)
were more evident than the changes in RWC between the
genotypes tested. Overall, the salt-treated plants of the
tolerant genotype presented higher leaf Ψs values than the
sensitive one, especially at 150 and 200 mM NaCl (Table 3).
The leaf membrane damage (MD), expressed as
relative percentage of K + leakage, was significantly
increased in salt-treated plants of both genotypes.
Interestingly, the tolerant genotype showed lower MD
values in all NaCl treatments, as compared with the
sensitive one (Table 3). This physiological variable was
strictly related to the differential responses of the CCP 06
and CCP 09 genotypes to NaCl salinity in terms of plant
growth (Table 1).
Free amino acid and soluble sugar accumulation: The
soluble protein concentration remained unchanged in
leaves but it was halved in roots of both salt-treated

Table 1. Shoot and root dry mass, shoot/root ratio, transpiration (E) and stomatal resistance (rs) of two cashew rootstocks
exposed to different NaCl levels during two weeks. Means followed by the same letter within the same column do not
differ significantly by Tukey’s test (P > 0.05). n = 4.
Genotypes
CCP 06

CCP 09

NaCl
(mM)
0
50
100
150
200
0
50
100
150
200

Shoot
(g plant-1)
1.58a
1.26b
1.21b
1.09c
0.91d
1.75a
1.54a
1.46a
1.29b
1.13c
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Root
(g plant-1)
1.07b
0.83c
0.78c
0.59d
0.63d
1.27a
1.11ab
0.93b
0.81c
0.72c

Shoot/Root
ratio
1.48b
1.52ab
1.55ab
1.45b
1.44b
1.38b
1.39b
1.57a
1.59a
1.57a

E
(µg H2O cm-2 s-1)
3.86a
0.98b
0.62c
0.56c
0.56c
4.83a
0.89b
0.64c
0.64c
0.54c

rs
(s cm-1)
2.86e
7.25d
12.03bc
16.86ab
19.73a
2.84e
10.02c
14.33bc
16.86ab
18.13a
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Table 2. Concentrations of Na+, Cl–, and K + (mmol kg-1 DM) in root and leaves of two cashew rootstocks exposed to
different NaCl levels for two weeks. Statistics as in Table 1.
Genotypes
CCP 06

CCP 09

NaCl
(mM)
0
50
100
150
200
0
50
100
150
200

Na+
Root
260c
886b
1078a
1069a
1182a
208c
773b
1052a
1034a
1112a

Cl–
Leaf
98d
440c
510b
631a
606a
115d
405c
510b
643a
579a

Root
358d
767c
1119b
1094b
1360a
299d
731c
1063b
1029b
1196b

K+
Leaf
248c
771b
995a
1119a
1194a
248c
895b
1169a
1294a
1194a

Root
286a
286a
189b
184b
143c
281a
245a
235a
163b
168b

Leaf
369b
382b
426a
460a
488a
375c
375c
413a
453a
450a

Table 3. Leaf and root Na+/K+ ratios, membrane damage (MD), osmotic potential (Ψs) and relative water content (RWC)
in leaves of two cashew rootstocks exposed to different NaCl levels for two weeks. Statistics as in Table 1.
Genotypes
CCP 06

CCP 09

NaCl
(mM)
0
50
100
150
200
0
50
100
150
200

Na+/K+
(Root)
0.91
3.10
5.70
5.81
8.27
0.74
3.16
4.48
6.34
6.62

Na+/K+
(Leaf)
0.26
1.15
1.19
1.37
1.22
0.30
1.08
1.23
1.41
1.28

cashew rootstocks (Figure 1A). The free amino acid
concentration was significantly increased in leaves of the
salt-treated tolerant genotype, yet it was not significantly
affected in the sensitive genotype (Figure 1B). In
addition, the free amino acid concentration in roots was
increased by 3-fold at 200 mM NaCl in both genotypes
(Figure 1B). Proline accumulation in both roots and
leaves of the CCP 06 and CCP 09 plants was significantly
induced by salt, but the calculated proline concentration
on tissue water basis was quantitatively very low,
achieving no more than 1 mM (Figure 1C). The salt
treatment induced the accumulation of soluble sugars in
leaves of the tolerant rootstock, but it decreased the leaf
soluble sugars in the sensitive one (Figure 1D).
Moreover, the root soluble sugar concentration was
significantly reduced only in the sensitive rootstock by
the salt treatment.

MD
(%)
21c
26b
30a
32a
31a
22c
23c
26b
28b
27b

Ψs
(-MPa)
1.16a
1.42c
1.47c
1.49c
1.51c
1.09a
1.30bc
1.36 bc
1.28b
1.27b

RWC
(%)
92a
92a
90a
89ab
90a
94a
91a
90a
87bc
85c

DISCUSSION
In the current study, the differential salt tolerance of
the cashew genotypes (CCP 06 and CCP 09) was
evaluated in terms of several physiological variables. Our
data confirm previous results (Ferreira-Silva, 2004),
evidencing that the CCP 09 genotype exhibited better
growth under NaCl salinity. Munns (2002) and Flowers
(2004) reported that salt-tolerant plants show greater
ability to survive and maintain continued growth under
salinity, especially perennial species. In other important
crops such as Citrus sp. (Storey and Walker, 1999),
tomato (Cuartero and Fernández-Muñoz, 1999; Estañ et
al., 2005), and Rosa sp. (Wahome et al., 2001) differences
in growth have been used as indicators of salt tolerance.
Besides, the differential growth response of the tested
cashew rootstocks to NaCl salinity was accompanied by
distinct visual symptoms of leaf injury.
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CCP 06

A

CCP 09
A

5
a

a

a

a

4
3

B
B

2
C

1

250

Aminoacids (mmol kg-1 DM)

Protein (g kg-1 DM)

6

Proline (mmol kg-1 DM)

A

C

200
150

a

a

100

a

b
B B

50

5
4
B

3

a

a

2
b

C

c
Leaf
(control)

NaCl

Root
(control)

C

NaCl

D

800
Soluble sugars (mmol kg-1 DM)

6

0

B

0

0

1

A

A

600

a
c

bc

ab
A A

400

B
B

200

0

Leaf
(control)

NaCl

Root
(control)

NaCl

Figure 1. Concentrations of soluble proteins (A), free amino acids (B), proline (C) and total soluble sugars (D) in leaves
and roots of cashew plants exposed to the absence (control) or 200 mM NaCl for two weeks. Significant differences
among means in leaves are indicated by lower case letters and, in roots, by upper case letters at P ≤ 0.05 (n=4).
As the two cashew genotypes did not show
significant differences in the Na + , Cl – , and K +
concentrations, it is suggested that the visual symptoms
of leaf injury were not associated with ionic toxicity but
rather they were probably triggered by indirect salt
effects. Plants exposed to salinity for a short term
generally suffer salt-induced osmotic stress (Munns,
2002). Moreover, salt stress induces several secondary
effects such as oxidative stress, senescence,
programmed cell death, etc. that might alter the plant
phenotype (Munns and Tester, 2008). Several
investigators have directly associated salt sensitivity
with saline ion concentration in plant tissues, especially
in leaves (e.g., Storey and Walker, 1999; Wahome et al.,
2001; García-Sánchez et al., 2002). However, a direct
relationship between toxic ion accumulation in plant
tissues and salt tolerance has not been confirmed in other
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reports presumably because ion partitioning at the
cellular level, especially in cytosol and vacuole, is not yet
known (Munns, 2002).
The K+ partitioning pattern between leaves and roots
was very similar for the two tested genotypes in all
treatments (Table 2). However, root K+ concentration was
drastically reduced in salt-treated plants in agreement
with a previous study (Viégas et al., 2001). High external
Na + concentrations could reduce K + uptake due to
competition on the binding sites of membrane
transporters reducing the K+-Na + selectivity (Amtman
and Maathuis, 1999). Also, membrane stability could be
affected by Na+-induced Ca2+ displacement on the root
cell surface, allowing K+ leakage (Cramer et al., 1985). In
addition, it is likely that the increment in the leaf K+
concentration was more associated with a ‘concentration
effect’ attributed to a salt-induced growth restriction than

CHANGES IN PHYSIOLOGICAL INDICATORS ASSOCIATED WITH SALT TOLERANCE IN CASHEW

to increased K+ retrieval from the roots to the leaves.
It is estimated that K + concentration in the cytosol of
plant cells ranges from 100 to 150 mM and Na +
concentrations above 100 mM are sufficient to inhibit
several K+-dependent cytosolic enzymes (Amtman and
Maathuis, 1999). A Na+/K+ ratio near to 1 could indicate
the threshold value among the minimal K + concentration
needed to maintain the K + -dependent metabolic
functions and the maximal tolerable Na+ concentration. In
this context, the increase observed in the root Na +/K +
ratios in the salt-treated plants of both genotypes was a
consequence of simultaneous Na+ accumulation and K+
decrease. These changes could explain, at least in part,
the root growth impairment due to Na+ toxicity and K+
nutritional imbalance (Viégas et al., 2001).
In this study, concentrations above 50 mM NaCl
reduced dramatically E and stomatal opening in both
genotypes (Table 1). In cashew leaves E has been closely
related to the CO2 assimilation (Souza et al., 2005), which
is a limiting process to plant growth under salinity
(García-Sánchez et al., 2002; Moya et al., 2003). However,
the two tested genotypes displayed similar responses in
transpiration rates, suggesting that other processes such
as reserve mobilization from the remaining cotyledons
and dark respiration could contribute to the differential
dry mass accumulation between them. In fact, the net dry
mass yield under salt conditions is complex and it is
enabled by several physiological processes in addition to
CO 2 assimilation rate (García-Sánchez and Syvertsen,
2006; López-Climent et al., 2008).
The tolerant genotype showed lower leaf MD, as
indicated by K + leakage, than the sensitive one,
especially at high NaCl levels. Based on Mansour and
Salama (2004) membrane lipid changes might explain the
salt sensitivity of CCP 06. Interestingly, when the tolerant
genotype was exposed to high NaCl salinity, it exhibited
lower degree of leaf hydration, as indicated by RWC, and
less negative leaf Ψ s compared with the sensitive one.
Thus, these variables were not related to the differences
in salt tolerance between the genotypes we evaluated.
Organic solute accumulation in the leaves of salttreated plants may suggest the contribution of these
compounds in cell structure protection and as sources of
metabolites for the growing tissues in the tolerant
genotype (Munns et al., 2006). This salt-induced response
could be associated with the improved growth observed in
CCP 09. In addition, the maintenance of soluble sugar level
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in roots of the tolerant genotype could be associated with
decreasing growth under salinity. Sugar shortage
constraints root growth under stress conditions, as it
impairs essential processes such as ion uptake and
synthesis of biomolecules (Silveira et al., 2003a).
Salt stress caused more significant changes in protein
and amino acid metabolism in roots than in leaves (Figs.
1A, 1B and 1C). Such metabolic changes under high
salinity were strictly associated with the decreased root
growth in both genotypes (Table 1). This finding is in
disagreement with what has been generally reported, with
the notion that leaves instead of roots are more sensitive
to salt stress in the majority of crops (Munns, 2005).
However, our data suggest that roots were more sensitive
to salt stress, reinforcing that the selection of tolerant
rootstocks could be a good strategy to allow salt
tolerance in grafting plants (Zijlstra et al., 1994).
In spite of the salt-induced increase in the proline
concentration in leaves and roots of both genotypes, it
seems that the accumulation of this organic solute was
not quantitatively sufficient to play a significant role in
osmotic adjustment, but it could be involved in cell
structure protection (Viégas and Silveira, 1999), as a high
concentration of proline is not required for plasma
membrane protection. These results corroborate the
hypothesis that free amino acid and proline accumulation
in cashew tissues is mainly a consequence of saltinduced disturbances in protein and amino acid
metabolism rather than an adaptative mechanism of
protection (Viégas and Silveira, 1999; Viégas et al., 1999;
Silveira et al., 2003b).
In summary, the physiological indicators studied here
were not able to clearly explain the differences in salt
tolerance between the cashew genotypes. However, leaf
MD and compatible organic solute accumulation were
associated with differential responses of the two cashew
genotypes under NaCl salinity.
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