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Abstract

Background

Short-term intermittent hypoxia (IH) is common in patients with acute respiratory disorders.

Although prolonged exposure to hypoxia induces atrophy and increased fatigability of skele-

tal muscle, the response to short-term IH is less well known. We hypothesized that the dia-

phragm and limb muscles would adapt differently to short-term IH given that hypoxia

stimulates ventilation and triggers a superimposed exercise stimulus in the diaphragm.

Methods

We determined the structural, metabolic, and contractile properties of the mouse diaphragm

after 4 days of IH (8 hours per day, 30 episodes per hour to a FiO2 nadir=6%), and com-

pared responses in the diaphragm to a commonly studied reference limb muscle, the tibialis

anterior. Outcome measures included muscle fiber size, assays of muscle proteolysis (cal-

pain, ubiquitin-proteasome, and autophagy pathways), markers of oxidative stress and

mitochondrial function, quantification of intramyocellular lipid and lipid metabolism genes,

type I myosin heavy chain (MyHC) expression, and in vitro contractile properties.

Results

After 4 days of IH, the diaphragm alone demonstrated significant atrophy (30% decrease of

myofiber size) together with increased LC3B-II protein (2.4-fold) and mRNA markers of the

autophagy pathway (LC3B, Gabarapl1, Bnip3), whereas active calpain and E3 ubiquitin

ligases (MuRF1, atrogin-1) were unaffected in both muscles. Succinate dehydrogenase

activity was significantly reduced by IH in both muscles. However, only the diaphragm

exhibited increased intramyocellular lipid droplets (2.5-fold) after IH, along with upregulation

of genes linked to activated lipid metabolism. In addition, although the diaphragm showed
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evidence for acute fatigue immediately following IH, it underwent an adaptive fiber type

switch toward slow type I MyHC-expressing fibers, associated with greater intrinsic endur-

ance of the muscle during repetitive stimulation in vitro.

Conclusions

Short-term IH induces preferential atrophy in the mouse diaphragm together with increased

autophagy and a rapid compensatory metabolic adaptation associated with enhanced

fatigue resistance.

Introduction
Intermittent hypoxia (IH) occurs in several respiratory disorders, including obstructive sleep
apnea (OSA) and diseases such as emphysema and pulmonary fibrosis. As a general rule,
chronic ongoing exposure to IH has been considered detrimental, as it has been linked to
adverse cardiovascular, cognitive, and metabolic outcomes [1]. On the other hand, there has
been considerable interest over whether more short-term IH might have benefits, particularly
with respect to training effects in skeletal muscle [2]. In this regard, there is evidence that skele-
tal muscle hypertrophy, strength, and metabolic efficiency can be enhanced when IH is intro-
duced into a training regimen, although this has not been uniformly reported and remains
controversial [2]. In addition, while impaired inspiratory muscle function in OSA patients has
been reported [3], other authors have failed to find evidence of diaphragmatic dysfunction in
these patients [4].

Although most studies have focused on situations characterized by prolonged exposure to
IH such as OSA, there has been relatively little study of the short-term effects of IH on dia-
phragmatic function. However, short-term exposure to IH is a common occurrence in patients
hospitalized with acute respiratory disorders such as pneumonia or pulmonary edema, and is
typically most severe during sleep. It is almost certainly the case that the balance between bene-
fits and adverse consequences of IH depends upon the pattern of hypoxia exposure, as well as
its duration and severity [1]. Furthermore, tissue responses to IH are very likely to be not only
organ-specific but also muscle-specific. Therefore, in the present study we determined the
effects of short-term IH (8 hours/day for 4 days) on structural, metabolic, and contractile prop-
erties of the mouse diaphragm, and compared responses in the diaphragm to a commonly
studied reference limb muscle, the tibialis anterior (TA). Our study reveals that the diaphragm
undergoes unique structural and metabolic changes after short-term IH, which result in a pref-
erentially atrophied but more fatigue-resistant muscle.

Methods

IH protocol
Male mice (8 weeks old, C57BL/10ScSnJ, Jackson Laboratories) were randomly divided into 2
groups. The IH group was exposed to hypoxia (FiO2 nadir = 6%) at a frequency of 30 times/
hour, 8 hours per day during the light phase of the circadian cycle, for 4 consecutive days. On
the first day of the protocol, mice were pre-adapted to less severe IH conditions (FiO2
nadir = 10%) for 3 hours prior to instituting the above protocol. IH was achieved by nitrogen
injection into sealed cages as previously described [5,6]. Mice from the control group (Ctl)
were exposed to the same experimental conditions but nitrogen was replaced by air. Five
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animals were housed per cage in a controlled pathogen-free facility throughout the course of
study. At the end of the experimental protocol, mice were anesthetized with sodium pentobar-
bital (60 mg/kg body weight, IP) and sacrificed by cervical dislocation. All animal procedures
were approved by the McGill University Animal Care and Use Committee, in accordance with
the guidelines issued by the Canadian Council on Animal Care. This study followed the Animal
Research: Reporting of In Vivo Experiments (ARRIVE) guidelines for reporting animal
research. The ARRIVE checklist is available in S1 Table.

Real time PCR quantification of gene expression
Total RNA was extracted from tissues or cells using isol-RNA lysis reagent (5prime: #2302700)
according to the manufacturer’s protocol. RNA was treated with DNase I amplification grade
(Invitrogen: #18068–015) and then quantified by spectrophotometric optical density measure-
ment (NanoDrop 1000, Thermo scientific). The purified RNA was reverse transcribed to
cDNA with iScript Reverse Transcription Supermix (Bio-Rad: #170–8841). Quantitative
RT-PCR was performed using 5 ng of cDNA mixed with 10 μl Maxima SYBR Green/ROX
qPCRMaster Mixes (Thermo scientific: #K0222) and 1μl of 10μM primer mixes. RT-PCR was
carried out for 40 cycles using a StepOne Plus Thermocycler (Applied Biosystems). Primer
sequences are provided in S2 Table and mouse hypoxanthine-guanine phosphoribosyltransfer-
ase (HPRT)1 was used as an internal control. The relative quantification of gene expression
was analyzed by the 2-ΔΔCq method, and the results are expressed as n-fold difference relative
to control.

Western blotting
Protein lysates from muscles were centrifuged at 15,000g in 4°C for 20 min and the resulting
supernatants were assayed for protein quantity using the Bradford method. The dilutions of
primary (Calpain, Sigma: #C5736; LC3B, Cell signaling: #3868) and secondary (Calpain, Pro-
mega: #W4021; LC3B, Promega: #W4011) antibodies were made as per the manufacturers’
instructions. Assessment of protein carbonylation levels in muscle was performed using the
Oxyblot Protein Oxidation Detection kit (Millipore: #S7150). Briefly, muscle lysates were incu-
bated with 2,4-dinitrophenylhydrazine (DNPH) to derivatize the carbonyl groups present in
oxidized proteins into 2,4-dinitrophenylhydrazone (DNP-hydrazone). Then, the proteins were
separated by polyacrylamide gel electrophoresis followed by Western blotting with antibodies
raised against DNP-hydrazone. All steps of the protocol were performed according to manu-
facturer’s instructions. Acquisition and quantification of density for specific protein bands was
performed by the ChemiDoc MP Imaging System (Bio-Rad). Ponceau S solution (Sigma:
#P7170) was used to control for protein loading.

Histological analysis
Excised muscles (diaphragm and TA) were quickly frozen in liquid nitrogen-cooled 2-methyl-
butane (Fisher, #O3551) and stored at –80°C. For general morphology, 8μm-thin cryostat sec-
tions were stained with haematoxylin and eosin (H&E) according to standard protocols.
Images were photographed using an Olympus BX51 microscope with a QImaging Retiga
2000R camera system. A grid containing fixed dimension squares (352μm x 352μm) was ran-
domly applied onto each photographic image. To quantify the cross-sectional area of individ-
ual myofibers, measurements were made on myofibers contained within 5 randomly chosen
squares, using ImageJ software [7]. For each tissue section analyzed, approximately 500 muscle
fibers were evaluated. Type I myofibers were detected by immunofluorescence on transverse
muscle sections using an overnight incubation at 4°C with a primary antibody (Developmental
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Studies Hybridoma Bank: #BA-F8) raised against the mouse slow type I myosin heavy chain
(MyHC) isoform. After 4 washes with PBS, muscle sections were incubated with a fluorescent
anti-mouse IgG antibody (Molecular Probes: A-21140) for 1 hour at room temperature,
washed 4 times in PBS and mounted using Immu-mount (Thermo: #9990402). Images were
acquired with a QImaging Retiga 2000R camera on an Olympus BX51 fluorescent microscope
and the morphometric analysis of type I MyHC-positive myofibers was performed using Ima-
geJ. To assess the level of intramyocellular lipid accumulation, muscle sections were stained
with Oil red O. Lipid droplets were quantified using a threshold-based analysis method with
ImageJ as previously described [8]. For each tissue section analyzed, the integrated density of
the staining was reported to the total section area and compared to the control value.

Measurement of SDH activity
As previously described [9], frozen muscle samples were homogenized in 20 volumes of an ice-
cold buffer (1mM EDTA, 50mM triethanolamine, pH 7.4). The homogenate was incubated on
ice for 15 min, centrifuged (10 min, 14,000g, 4°C), and the supernatant was used for enzymatic
activity measurements. Succinate dehydrogenase (SDH) activity was measured at 600 nm to
detect the reduction of 2,6-Dichloroindophenol (DCIP) induced by the SDH-dependent oxida-
tion of succinate and decylubiquinone. The assay was performed at 30°C in a KPi-EDTA buffer
containing 1mg/ml BSA, 0.24mM KCN, 4μM rotenone, 0.4μM antimycine A, 100μM decylubi-
quinone, 100μMDCIP, 10mM succinate, and 0.2mM ATP at pH 7.4. SDH activity was calcu-
lated by the difference of DCIP reduction (μmol sec-1) with and without malonate, an inhibitor
of SDH activity. Data were expressed per milligram of muscle tissue.

Evaluation of diaphragm contractility
Diaphragm strips were dissected and placed into equilibrated (95% O2-5% CO2; pH 7.38)
Krebs solution as previously described [9]. After attaching the muscle to a force transducer/
length servomotor system (model 300B; dual mode; Cambridge Technology, Watertown, MA),
optimal length (Lo) was determined. The force-frequency relationship was measured by
sequential supramaximal stimulation for 1 sec at 10, 30, 50, 100 and 150 Hz, with 2 min
between each stimulation train. Muscle force was normalized to cross-sectional area and
expressed as Newtons/cm2. To assess fatigue resistance, muscles were intermittently stimulated
(330 ms trains at 30 Hz each second) and the decrement in force production was continuously
recorded over a period of 160 seconds.

Statistical analysis
For each experiment, we evaluated the sample size according to an estimated standard devia-
tion of samples based on pilot experiments and/or prior studies. Data are expressed as mean
values ± SE and the significance of differences between the Ctl and IH groups was analyzed
with a Student’s unpaired t-test, or ANOVA with post-hoc application of the Tukey test to
adjust for multiple comparisons when appropriate. Statistical significance was set at P<0.05.

Results

Intermittent hypoxia promotes atrophy in the diaphragm but not limb
muscle
After 4 days of IH exposure, the mean cross-sectional area of diaphragm myofibers was
reduced by approximately 30% compared to the normoxic control (Ctl) group (Fig 1A), but no
significant effect of IH on fiber size was observed in the TA limb muscle (Fig 1B). Consistent
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with this result, the frequency distribution of cross-sectional area values for individual dia-
phragm myofibers demonstrated a clear leftward shift toward an increased proportion of
smaller fibers in the IH group (Fig 1C), whereas in the case of the limb muscle fiber size distri-
bution curves did not differ between the Ctl and IH groups (Fig 1D). Hence, short-term expo-
sure to IH led to preferential atrophy of the diaphragm.

Fig 1. Myofiber atrophy in diaphragm but not in limbmuscle after IH. Representative images and quantification of cross-sectional area (CSA) in: (A)
diaphragm and (B) tibialis anterior limb muscle, of control (Ctl) and hypoxia-exposed (IH) mice. Frequency distributions of fiber size in: (C) diaphragm and (D)
limb muscle. Data are expressed as means (± SE) of 5 mice per group. * p<0.01 compared to Ctl by t-test. Scale bar = 50μm.

doi:10.1371/journal.pone.0131068.g001
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Differential activation of autophagy in the diaphragm and limb muscle
To identify the potential molecular mechanisms underlying preferential atrophy of the dia-
phragm during IH, we investigated the calpain [10], ubiquitin-proteasome [11], and autophagy
[12] pathways of muscle proteolysis. Western blot analysis revealed a significant increase of
total calpain protein in diaphragm (Fig 2A) but not TA limb muscle (Fig 2B) exposed to IH.
However, neither the diaphragm nor the limb muscle showed a significant increase in the
cleaved (active) form of calpain, arguing against a major role for this pathway in the preferen-
tial diaphragmatic atrophy induced by IH. Along these same lines, real-time quantitative PCR
did not demonstrate significant changes in expression levels of the muscle-specific E3 ubiquitin
ligases, muscle ring finger 1 (MuRF1) and atrogin-1, in either the diaphragm (Fig 2C) or the
limb muscle (Fig 2D) following IH. On the other hand, levels of microtubule-associated protein
1 light chain 3B-II (LC3B-II) protein, a biochemical marker of autophagosomes, were
increased approximately 2.4-fold in the diaphragms (Fig 2E) of IH-exposed mice while no sig-
nificant change was discernable in the limb muscle (Fig 2F). Furthermore, quantitative PCR for
several prototypical genes involved in autophagy revealed a significant increase of LC3B, Bcl2/
adenovirus E1B 19 kDa interacting protein 3 (Bnip3) and GABA(A) receptor-associated pro-
tein like 1 (Gabarapl1) in the diaphragm (Fig 2G), whereas only Gabarapl1 expression was
increased in limb muscle (Fig 2H). Taken together, these findings implicate autophagy as being
a major proteolysis pathway involved in preferential atrophy of the diaphragm during IH.

Similar oxidative stress responses in both muscles
Oxidative stress has been reported as a frequent response to hypoxia [13–15], and has addition-
ally been linked to activation of muscle proteolysis pathways including autophagy [16,17]. To
ascertain whether IH led to increased oxidative stress in diaphragm and limb muscle, we quan-
tified oxidative protein modifications (total carbonylated proteins) by Western blotting. No
significant increase of carbonylated proteins after IH was detected in either the diaphragm (Fig
3A) or limb muscle (Fig 3B). To further characterize oxidative stress, we assessed by real-time
PCR the expression of anti-oxidant genes including manganese superoxide dismutase
(MnSOD), glutathione peroxidase 3 (Gpx3), peroxiredoxin 3 (Prx3), and catalase. None of
these genes demonstrated significant changes in expression with the exception of Gpx3, which
was mildly upregulated in both diaphragm (Fig 3C) and limb muscle (Fig 3D). These data sug-
gest that oxidative stress was mild and/or well-compensated by anti-oxidant defense mecha-
nisms in both muscles.

Metabolic remodeling with reduced SDH activity in both muscles
Succinate dehydrogenase (SDH) activity and gene expression levels of electron transport chain
components (cytochrome C oxidases: Cox4-1, Cox4-2, Cox5a), the SDH subunit B (Sdhb), as
well as the key regulator of mitochondrial biogenesis PPARγ coactivator 1α (Pgc1α), were eval-
uated as indices of mitochondrial oxidative capacity. As expected given its more oxidative pro-
file, basal SDH activity in the diaphragm was approximately 7-fold (p = 9.4E-08) higher than
in the TA limb muscle. Following exposure to IH, SDH activity was significantly reduced in
both the diaphragm (Fig 4A) and the limb muscle (Fig 4B). In addition, while mRNA expres-
sion levels remained unchanged for electron transport chain components and Pgc1α in both
muscles after IH, the diaphragm alone demonstrated a significant increase of uncoupling pro-
tein 3 (UCP3), previously implicated in fatty acid oxidation [18], as well as the glycolytic
enzyme hexokinase-2 (HK2) (Fig 4C and 4D). Genes involved in mitochondrial structural
remodeling via fusion and fission such as mitofusin (Mfn) 1 and 2, optic atrophy 1 (Opa1), and

Remodeling of Mouse Diaphragm after Short-Term Intermittent Hypoxia

PLOS ONE | DOI:10.1371/journal.pone.0131068 June 24, 2015 6 / 19



Fig 2. Influence of IH on proteolysis pathways in diaphragm and limbmuscle.Western blot quantification of cleaved and total calpain proteins in: (A)
diaphragm and (B) limb muscle, of Ctl and IH mice. Real-time PCR quantification of E3 ubiquitin ligases MuRF1 and atrogin-1 mRNA in: (C) diaphragm and
(D) limb muscle. Western blot analysis and quantification of LC3B-II protein in: (E) diaphragm and (F) limb muscle. Real-time PCR quantification of
autophagy-related gene expression in: (G) diaphragm and (H) limb muscle. Data are expressed as means (± SE) of 3–5 mice per group. * p<0.01 compared
to Ctl by t-test. Abbreviations used: MuRF = Muscle ring finger; LC3B = Microtubule-associated protein 1 light chain 3; Bnip = Bcl2/adenovirus E1B 19 kDa
interacting protein; Gabarapl = GABA(A) receptor-associated protein like; Mul = Mitochondrial ubiquitin ligase.

doi:10.1371/journal.pone.0131068.g002
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dynamin-related protein 1 (Drp1) [19], were unaffected in their expression levels by IH in both
muscles (Fig 4E and 4F).

Preferential lipid droplet accumulation and activation of lipid metabolism
in the diaphragm
Metabolic remodeling was further assessed by quantifying intramyocellular lipid droplet con-
tent. Consistent with its more oxidative profile, basal lipid droplet levels in the diaphragm were
approximately 6-fold (p = 0.001) higher than in the limb muscle (Fig 5A). Following IH, the
diaphragm showed an approximate 2.5-fold increase of lipid droplets, whereas no significant
changes were found in the limb muscle (Fig 5A). Members of the perilipin (Plin) family of lipid
droplet-associated proteins, previously implicated in lipid processing [20], were also

Fig 3. Oxidative stress markers in diaphragm and limbmuscle after IH.Western blot quantification of carbonylated proteins in: (A) diaphragm and (B)
limb muscle, of Ctl and IH mice. Real-time PCR quantification of anti-oxidant gene expression in: (C) diaphragm and (D) limb muscle. Data are expressed as
means (± SE) of 4–5 mice per group. * p<0.01 compared to Ctl by t-test. Abbreviations used: MnSOD =Manganese superoxide dismutase;
Gpx = Glutathione peroxidase; Prx = Peroxiredoxin.

doi:10.1371/journal.pone.0131068.g003
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Fig 4. Indices of mitochondrial function in diaphragm and limbmuscle after IH. Succinate dehydrogenase (SDH) activity in: (A) diaphragm and (B) limb
muscle, of Ctl and IH mice. Gene expression levels of oxidative and glycolytic markers in: (C) diaphragm and (D) limb muscle. Quantification of mitochondrial
dynamics gene expression in: (E) diaphragm and (F) limb muscle. Data are expressed as means (± SE) of 4–5 mice per group. * p<0.01 compared to Ctl by t-
test. Abbreviations used: Mfn = Mitofusin; Drp = Dynamin-related protein; Opa = Optic atrophy; Cox = Cytochrome C oxidase; Sdh = Succinate
dehydrogenase; Pgc = PPARgamma coactivator; UCP = Uncoupling protein; HK = Hexokinase.

doi:10.1371/journal.pone.0131068.g004
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Fig 5. IH promotes lipid droplets and activation of lipid metabolism genes in the diaphragm. Representative Oil-red O images (left panel) and
quantification of lipid droplet staining (right panel) in the diaphragm and limb muscle in (A). Quantification of expression levels for Plin isoforms (B and C) and
other lipid metabolism pathway genes (D and E) in: (B and D) diaphragm and (C and E) limb muscle. Data are expressed as means (± SE) of 4–5 mice per
group. For (A), * p<0.01 compared to Ctl diaphragm and # p<0.01 compared to IH diaphragm by ANOVA; for (B-E), * p<0.01 compared to Ctl by t-test. Scale
bar = 100μm. Abbreviations used: Plin = Perilipin; PDK = Pyruvate dehydrogenase kinase; Fasn = Fatty acid synthase; SCD = Stearoyl-coenzyme A
desaturase; SREBF = Sterol regulatory element binding transcription factor; Scap = SREBF cleavage-activating protein.

doi:10.1371/journal.pone.0131068.g005
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differentially regulated in the two muscles. Hence several Plin genes (Plin 2, 3, and 4) were sig-
nificantly upregulated in the diaphragm after IH (Fig 5B), while only Plin4 was modulated by
IH in the limb muscle (Fig 5C). Furthermore, expression levels of other lipid metabolism path-
way genes such as pyruvate dehydrogenase kinase 4 (PDK4), fatty acid synthase (Fasn), stear-
oyl-coenzyme A desaturase 1 (SCD1), sterol-regulatory element binding transcription factor 1
(SREBF1), and SREBF cleavage-activating protein (Scap) were all increased in the diaphragm
after IH (Fig 5D). In contrast, Fasn was significantly downregulated and only SREBF1 was
increased by IH in the limb muscle (Fig 5E). These findings collectively suggest that IH expo-
sure is associated with a preferential activation of lipid metabolism in the diaphragm following
short-term IH.

Increased type I myosin heavy chain (MyHC) and fatigue resistance in
the diaphragm
We next wished to determine whether the metabolic remodeling responses observed in the dia-
phragm following IH might be associated with a fiber type switch, since type I fibers typically
have high SDH activity and also contain higher amounts of lipid [21]. Using type I MyHC
immunostaining (Fig 6A), we observed a significant increase in the percentage of type I myofi-
ber numbers (Fig 6B) as well as their relative contribution to total diaphragm surface area (Fig
6C) in the group subjected to IH. In contrast, for the limb muscle no significant changes were
found after IH in either type I myofiber number percentage (Fig 6D) or the contribution of
these fibers to total muscle cross-sectional area (Fig 6E).

Given that MyHC fiber type composition is a major determinant of fatigue resistance, we
additionally ascertained whether the increased contribution of slow-twitch type I myofibers
impacted upon contractile properties of the muscle. This was done immediately following ter-
mination of the last IH session, as well as 6 hours later to allow recovery from any fatigue
which may have been induced by the IH exposure. Immediately post-IH, the maximal force-
generating capacity of the diaphragm was reduced by approximately 40% as compared to Ctl
mice (Fig 7A), whereas no significant differences in the rate of diaphragmatic force loss during
repetitive stimulation (i.e., fatigue resistance) were detected between the two groups at this
time (Fig 7B). In contrast, when the diaphragm was examined 6 hours later, maximal force pro-
duction in the IH group was completely restored to normal Ctl values (Fig 7C), implying that
the diaphragm had recovered from a state of muscle fatigue induced by the IH protocol. Under
these conditions, the now “rested” diaphragm of the IH group demonstrated greater mainte-
nance of force during repeated stimulation than the Ctl group (Fig 7D), indicating greater
intrinsic resistance to fatigue and thus consistent with the increased proportion of type I fibers
found in the muscle.

Discussion
In the present study, we investigated whether short-term IH (8 hours/day for 4 days) in mice
differentially alters diaphragm and limb muscle (TA) properties with regard to myofiber struc-
ture and function. We also determined the relationship of these changes to canonical pathways
linked to proteolysis, oxidative stress, and mitochondrial metabolism. The main findings of
our study are: 1) IH induced preferential atrophy of the diaphragm, which correlated with
greater activation of the autophagy but not calpain or muscle-specific E3 ubiquitin ligase path-
ways; 2) a similar anti-oxidant response and decreased SDH activity were found in both mus-
cles; and 3) the diaphragm demonstrated a unique metabolic profile characterized by greater
lipid droplet accumulation and activation of lipid metabolism pathway genes, an increase in
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type I MyHC-expressing fibers, and enhanced fatigue resistance despite reduced SDH activity
of the muscle.

It is likely that the similar responses to IH observed in the two muscles, such as the increase
of anti-oxidant Gpx3 expression and the reduction of SDH activity found in both diaphragm

Fig 6. Type I myofibers are increased by IH in diaphragm but not limbmuscle. (A) Low and high magnification images of Ctl and IH diaphragm sections
immunostained for type I myosin heavy chain (MyHCI). (B) Proportion of myofibers expressing type I MyHC in the diaphragm. (C) Quantification of the
relative area contribution of type I MyHC-expressing fibers to total tissue cross-sectional area of the diaphragm. (D) Proportion of MyHCI-positive myofibers
in the limb muscle. (E) Quantification of the relative area contribution of MyHCI-positive fibers to total tissue cross-sectional area of the limb muscle. Data are
expressed as means (± SE) of 5 mice per group. * p<0.01 compared to Ctl by t-test. Scale bar = 100μm.

doi:10.1371/journal.pone.0131068.g006
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and TA, are primarily related to hypoxia per se. Oxidative stress is a well-described conse-
quence of hypoxia in various organ systems and cell types [14,15]. In our study, this appears to
have been relatively well-compensated by anti-oxidant mechanisms insofar as there was no
measurable excess of protein carbonylation in the muscles after IH, although we cannot
exclude a mild degree of oxidative stress. Shortt et al [13] recently reported similar findings in
diaphragms of rats exposed to 2 weeks of IH, in which the GSSG/GSH ratio was increased but
without evidence for increased lipid peroxidation. In addition, the decreased SDH activity
which we observed in the two muscles is consistent with the downregulation of mitochondrial
content and/or activity previously reported in mouse hindlimb muscles exposed to continuous
hypoxia (FiO2 = 0.10) over 4 weeks [22] as well as similar findings in other studies involving
sustained rather than intermittent hypoxic exposure [23].

On the other hand, a number of divergent responses were observed between the diaphragm
and limb muscle, which could result from their different activity levels during the hypoxic
stimulus (i.e., greater in the diaphragm), or alternatively be due to muscle-specific differences

Fig 7. IH induces acute fatigue and greater intrinsic endurance capacity of the diaphragm. (A) Force-frequency curves and (B) force decrement during
repetitive contractions to induce fatigue, in Ctl and IH diaphragms immediately after the last hypoxia session on day 4. (C) Force-frequency curves and (D)
force decrement during repetitive contractions of the diaphragm 6 hours after the last hypoxia session on day 4. Data are expressed as means (± SE) of 5–10
mice per group. * p<0.01 compared to Ctl by ANOVA.

doi:10.1371/journal.pone.0131068.g007
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in their intrinsic properties (fiber type, etc.). For example, whereas no atrophy occurred in the
limb muscle, the diaphragm underwent an approximate 30% reduction in muscle fiber size
during the IH protocol. To decipher the molecular mechanisms involved in this atrophy, we
investigated 3 major proteolytic systems: the calcium-activated calpain, ubiquitin-proteasome
and autophagy pathways. Our data suggest that amongst these proteolytic systems, the autop-
hagy-lysosomal pathway is most likely to account for the observed differential atrophy
responses between diaphragm and limb muscle. Indeed, it is well established that hypoxia can
trigger cellular autophagy in a hypoxia-inducible factor (HIF)-dependent manner [16]. Inter-
estingly, autophagy has been reported to be protective against cardiac dysfunction induced by
IH [17], and may have played a beneficial role in the metabolic remodeling observed in our
study by eliminating dysfunctional mitochondria (mitophagy) [12].

Exercise has also been shown to increase basal autophagy, which appears necessary for opti-
mal muscle adaptation and improvement of physical performance [24]. We posit that the
increased work of breathing during IH is equivalent to an exercise stimulus for the diaphragm,
which when combined with hypoxia-related signaling serves to reinforce cellular activation of
autophagy and thereby induce atrophy. Alternatively, greater atrophy in the diaphragm could
be due to a greater intrinsic sensitivity of its fibers to hypoxia-induced muscle atrophy. The dia-
phragm and TA muscles are both composed predominantly of type II fast-twitch fibers in the
mouse (approximately 90% and 100%, respectively), but the diaphragm fibers are inherently
more oxidative and fatigue resistant [25]. However, in a recent comparison of oxidative
(soleus) and glycolytic (extensor digitorum longus, EDL) limb muscle responses to continuous
hypoxia (FiO2 = 0.08 for 4 or 21 days), muscle atrophy and autophagy activation were signifi-
cantly more pronounced in the EDL [26]. Therefore, it appears unlikely that intrinsic fiber type
differences account for preferential atrophy of the diaphragm in our study, since its more oxi-
dative fibers should in principle confer greater protection against hypoxia-induced atrophy.

This study provides novel evidence for altered lipid metabolism in the diaphragm after IH.
The diaphragm demonstrated a 2.5-fold increase of lipid droplet accumulation as compared to
normoxic controls, whereas the limb muscle did not show any significant alteration. Consistent
with this observation, we documented an upregulation of key genes involved in fatty acid bio-
synthesis such as Fasn and its transcriptional regulator SREBP1, SCD1, and the SREBP-cleav-
age activating protein Scap in the diaphragm. In contrast, most of these lipogenic markers were
either downregulated (Fasn) or remained unchanged (SCD1, Scap) in limb muscle. In addition,
Plin2 and Plin3 were preferentially induced by IH in the diaphragm, suggesting active process-
ing of intramyocellular lipids since the lipid droplet-associated Plin proteins appear to be
markers of lipid utilization during exercise [27,28]. Furthermore, the specific induction of both
PDK4 and UCP3 in the diaphragm is similarly consistent with a metabolic shift towards
greater fatty acid oxidation [18,29]. Therefore, our data collectively support increased lipogene-
sis, fatty acid storage and utilization in the diaphragm after IH, which mimics aspects of the
metabolic signature reported in athletes’muscles [30,28,31].

The nature and functional consequences of intramyocellular lipid accumulation are poorly
understood, being linked to insulin resistance in obesity [32] but considered as a potentially
beneficial adaptation in the muscles of endurance-trained athletes [33]. Oxidative muscle fibers
store greater amounts of lipids to support their more sustained energy demands [21], which
explains the higher basal levels of lipid droplets observed in the diaphragm as compared to the
limb muscle in normoxic animals. Lipid droplets have long been recognized to accumulate in
hypoxic cells [34]. Although this could be due to a reduced ability to oxidize fatty acids, there is
evidence that this response is not solely a consequence of unused substrate accumulation, but
is actively promoted in many cell types including neurons [35], liver [36], heart [37], immune
cells [38] and adipose tissue [39–41]. This may be at least partly related to the phenomenon of
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aerobic glycolysis (also known as the Warburg effect), which can occur when mitochondrial
pyruvate metabolism is inhibited by hypoxia, exposure to reactive oxygen species (ROS) or
other factors [42], leading to its alternative conversion into lactate. The induction of HK2
mRNA in the diaphragm after IH is consistent with this hypothesis given its role as an impor-
tant mediator of the Warburg effect [43]. Increased expression of PDK4 provides further sup-
portive evidence, since PDK4-dependent phosphorylation of the pyruvate dehydrogenase
enzyme complex inhibits pyruvate conversion into acetyl-CoA in mitochondria [29]. Under
such conditions, glutamate-dependent anapleurosis can also promote reductive metabolism of
α-ketoglutarate to supply citrate for lipid biosynthesis [44]. Although the precise biochemical
nature of the lipids which accumulate in hypoxic cells are not well delineated, these lipids may
serve other functions beyond simply providing an alternative substrate for ATP production.

A shift toward greater lipid utilization and type I MyHC expression in the diaphragm follow-
ing IH may initially seem counterintuitive given the simultaneous reduction of mitochondrial
complex II (i.e., SDH) activity. However, a recent study reported that myotubes exposed to
short-term hypoxia in vitro similarly demonstrated upregulated type I MyHC expression
despite a concomitant reduction in oxidative phosphorylation complex proteins [45]. In addi-
tion, the increased diaphragm muscle activity triggered by IH could facilitate its ability to
employ lipids as a fuel source through other mechanisms. In this regard, it has been reported
that endurance training prevents hypoxia-induced decrements in mitochondrial fatty oxidation,
possibly due to greater muscle carnitine palmitoyl transferase (mCPT)-1 activity and improved
mitochondrial efficiency [46]. Previous studies have noted that mitochondrial content, respira-
tory capacity, and muscle endurance are not necessarily well correlated with one another
[22,47]. Other investigators have found that SDH activity correlates less closely with fatigue
resistance than does MyHC phenotype [48,49]. Improved diaphragmatic endurance without
increased SDH activity was reported in the rat diaphragm after 6 weeks of chronic hypoxia
exposure [50], and normal human volunteers trained under conditions of normobaric hypoxia
demonstrated improved bicycle exercise endurance despite reduced quadriceps SDH activity,
possibly mediated by a switch in COX isoforms [51] leading to enhanced oxygen affinity [52].

An adaptive response of the diaphragm leading to increased energetic efficiency after IH is
supported by the combination of increased type I MyHC content and improved endurance
properties of the muscle demonstrated in our study. Although diaphragmatic force-generating
capacity was significantly depressed immediately after the last hypoxic session, it had
completely recovered to normal 6 hours later. These findings are consistent with induction of
diaphragmatic fatigue during the hypoxic sessions, which is not unexpected given the combi-
nation of reduced oxygen availability and increased work of breathing [53]. However, a key
observation is that once the mice were returned to normoxia, the “rested” IH diaphragm mus-
cle exhibited an improved capacity to resist fatigue during repetitive electrical stimulation in
vitro. These physiological properties of the IH-exposed diaphragm are in keeping with the
observed increase in fibers expressing type I MyHC, which are known to be more energetically
efficient [54]. Furthermore, in view of the potential contribution of respiratory complex II to
mitochondrial ROS production [55], the decrease in SDH activity could conceivably play a role
in limiting muscle fatigue associated with ROS generation. However, a limitation of our investi-
gation is that species differences may exist in these responses, since studies in rats have not
found the same shift toward slow oxidative fibers in the diaphragm after IH [56], although a
better maintenance of force production in IH-exposed diaphragms was reported [57].

In summary, our study shows that 4 days of IH induces major atrophy in the mouse dia-
phragm associated with increased autophagy, together with a compensatory metabolic adapta-
tion linked to enhanced muscle endurance. These findings may have implications for acute
pulmonary diseases associated with episodic hypoxemia. In addition, it is conceivable that
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short-term IH could be used as an adjunct to respiratory muscle training as a means of increas-
ing diaphragmatic endurance provided that muscle atrophy can be avoided, and this possibility
deserves further investigation.

Supporting Information
S1 Table. Animal Research: Reporting of In Vivo Experiments (ARRIVE) checklist of the
study.
(PDF)

S2 Table. Sequences of PCR primers used for gene expression analysis.
(DOC)

Acknowledgments
This study was supported by the Canadian Institutes of Health Research, the Fonds de Recher-
che du Quebec—Santé, and the McGill University Health Centre Research Institute. We thank
Martin Picard for helpful comments on the manuscript.

Author Contributions
Conceived and designed the experiments: CG RJK BJP. Performed the experiments: CG CL
TL. Analyzed the data: CG CL TL BJP. Contributed reagents/materials/analysis tools: RJK BJP.
Wrote the paper: CG BJP.

References
1. Almendros I, Wang Y, Gozal D. The polymorphic and contradictory aspects of intermittent hypoxia. Am J

Physiol Lung Cell Mol Physiol. 2014; 307: L129–40. doi: 10.1152/ajplung.00089.2014 PMID: 24838748

2. Vogt M, Hoppeler H. Is hypoxia training good for muscles and exercise performance? Prog Cardiovasc
Dis. 2010; 52: 525–33. doi: 10.1016/j.pcad.2010.02.013 PMID: 20417346

3. Chien M-Y, Wu Y-T, Lee P-L, Chang Y-J, Yang P-C. Inspiratory muscle dysfunction in patients with
severe obstructive sleep apnoea. Eur Respir J. 2010; 35: 373–80. doi: 10.1183/09031936.00190208
PMID: 19643936

4. Montserrat JM, Kosmas EN, Cosio MG, Kimoff RJ. Lack of evidence for diaphragmatic fatigue over the
course of the night in obstructive sleep apnoea. Eur Respir J. 1997; 10: 133–8. Available: http://www.
ncbi.nlm.nih.gov/pubmed/9032505 PMID: 9032505

5. Savransky V, Nanayakkara A, Li J, Bevans S, Smith PL, Rodriguez A, et al. Chronic intermittent hyp-
oxia induces atherosclerosis. Am J Respir Crit Care Med. 2007; 175: 1290–7. doi: 10.1164/rccm.
200612-1771OC PMID: 17332479

6. Tagaito Y, Polotsky VY, Campen MJ, Wilson JA, Balbir A, Smith PL, et al. A model of sleep-disordered
breathing in the C57BL/6J mouse. J Appl Physiol. 2001; 91: 2758–66. Available: http://www.ncbi.nlm.
nih.gov/pubmed/11717244 PMID: 11717244

7. Schneider CA, RasbandWS, Eliceiri KW. NIH Image to ImageJ: 25 years of image analysis. Nat-
Methods. 2012; 9: 671–675. Available: http://www.ncbi.nlm.nih.gov/pubmed/22930834

8. Mehlem A, Hagberg CE, Muhl L, Eriksson U, Falkevall A. Imaging of neutral lipids by oil red O for ana-
lyzing the metabolic status in health and disease. Nat Protoc. Nature Publishing Group, a division of
Macmillan Publishers Limited. All Rights Reserved.; 2013; 8: 1149–54. doi: 10.1038/nprot.2013.055

9. Picard M, Jung B, Liang F, Azuelos I, Hussain S, Goldberg P, et al. Mitochondrial dysfunction and lipid
accumulation in the human diaphragm during mechanical ventilation. Am J Respir Crit Care Med. 2012;
186: 1140–9. doi: 10.1164/rccm.201206-0982OC PMID: 23024021

10. Smith IJ, Lecker SH, Hasselgren P-O. Calpain activity and muscle wasting in sepsis. Am J Physiol
Endocrinol Metab. 2008; 295: E762–71. doi: 10.1152/ajpendo.90226.2008 PMID: 18492780

11. Foletta VC, White LJ, Larsen AE, Léger B, Russell AP. The role and regulation of MAFbx/atrogin-1 and
MuRF1 in skeletal muscle atrophy. Pflugers Arch. 2011; 461: 325–35. doi: 10.1007/s00424-010-0919-9
PMID: 21221630

Remodeling of Mouse Diaphragm after Short-Term Intermittent Hypoxia

PLOS ONE | DOI:10.1371/journal.pone.0131068 June 24, 2015 16 / 19

http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0131068.s001
http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0131068.s002
http://dx.doi.org/10.1152/ajplung.00089.2014
http://www.ncbi.nlm.nih.gov/pubmed/24838748
http://dx.doi.org/10.1016/j.pcad.2010.02.013
http://www.ncbi.nlm.nih.gov/pubmed/20417346
http://dx.doi.org/10.1183/09031936.00190208
http://www.ncbi.nlm.nih.gov/pubmed/19643936
http://www.ncbi.nlm.nih.gov/pubmed/9032505
http://www.ncbi.nlm.nih.gov/pubmed/9032505
http://www.ncbi.nlm.nih.gov/pubmed/9032505
http://dx.doi.org/10.1164/rccm.200612-1771OC
http://dx.doi.org/10.1164/rccm.200612-1771OC
http://www.ncbi.nlm.nih.gov/pubmed/17332479
http://www.ncbi.nlm.nih.gov/pubmed/11717244
http://www.ncbi.nlm.nih.gov/pubmed/11717244
http://www.ncbi.nlm.nih.gov/pubmed/11717244
http://www.ncbi.nlm.nih.gov/pubmed/22930834
http://dx.doi.org/10.1038/nprot.2013.055
http://dx.doi.org/10.1164/rccm.201206-0982OC
http://www.ncbi.nlm.nih.gov/pubmed/23024021
http://dx.doi.org/10.1152/ajpendo.90226.2008
http://www.ncbi.nlm.nih.gov/pubmed/18492780
http://dx.doi.org/10.1007/s00424-010-0919-9
http://www.ncbi.nlm.nih.gov/pubmed/21221630


12. Sandri M. Autophagy in health and disease. 3. Involvement of autophagy in muscle atrophy. Am J Phy-
siol Cell Physiol. 2010; 298: C1291–7. doi: 10.1152/ajpcell.00531.2009 PMID: 20089936

13. Shortt CM, Fredsted A, Chow HB, Williams R, Skelly JR, Edge D, et al. Reactive oxygen species medi-
ated diaphragm fatigue in a rat model of chronic intermittent hypoxia. Exp Physiol. 2014; 99: 688–700.
doi: 10.1113/expphysiol.2013.076828 PMID: 24443349

14. Pialoux V, Hanly PJ, Foster GE, Brugniaux J V., Beaudin AE, Hartmann SE, et al. Effects of exposure
to intermittent hypoxia on oxidative stress and acute hypoxic ventilatory response in humans. Am J
Respir Crit Care Med. 2009; 180: 1002–1009. doi: 10.1164/rccm.200905-0671OC PMID: 19713446

15. Miyata T, Takizawa S, van Ypersele de Strihou C. Hypoxia. 1. Intracellular sensors for oxygen and oxi-
dative stress: novel therapeutic targets. Am J Physiol Cell Physiol. 2011; 300: C226–31. doi: 10.1152/
ajpcell.00430.2010 PMID: 20980551

16. Bellot G, Garcia-Medina R, Gounon P, Chiche J, Roux D, Pouysségur J, et al. Hypoxia-induced autop-
hagy is mediated through hypoxia-inducible factor induction of BNIP3 and BNIP3L via their BH3
domains. Mol Cell Biol. 2009; 29: 2570–81. doi: 10.1128/MCB.00166-09 PMID: 19273585

17. Maeda H, Nagai H, Takemura G, Shintani-Ishida K, Komatsu M, Ogura S, et al. Intermittent-hypoxia
induced autophagy attenuates contractile dysfunction and myocardial injury in rat heart. Biochim Bio-
phys Acta—Mol Basis Dis. 2013; 1832: 1159–1166. doi: 10.1016/j.bbadis.2013.02.014

18. Aguer C, Fiehn O, Seifert EL, Bézaire V, Meissen JK, Daniels A, et al. Muscle uncoupling protein 3
overexpression mimics endurance training and reduces circulating biomarkers of incomplete β-oxida-
tion. FASEB J. 2013; 27: 4213–25. doi: 10.1096/fj.13-234302 PMID: 23825224

19. Wu S, Zhou F, Zhang Z, Xing D. Mitochondrial oxidative stress causes mitochondrial fragmentation via
differential modulation of mitochondrial fission-fusion proteins. FEBS J. 2011; 278: 941–54. doi: 10.
1111/j.1742-4658.2011.08010.x PMID: 21232014

20. Sztalryd C, Kimmel AR. Perilipins: lipid droplet coat proteins adapted for tissue-specific energy storage
and utilization, and lipid cytoprotection. Biochimie. 2014; 96: 96–101. doi: 10.1016/j.biochi.2013.08.026
PMID: 24036367

21. He J, Watkins S, Kelley DE. Skeletal muscle lipid content and oxidative enzyme activity in relation to
muscle fiber type in type 2 diabetes and obesity. Diabetes. 2001; 50: 817–823. doi: 10.2337/diabetes.
50.4.817 PMID: 11289047

22. Gamboa JL, Andrade FH. Muscle endurance and mitochondrial function after chronic normobaric hyp-
oxia: contrast of respiratory and limb muscles. Pflugers Arch. 2012; 463: 327–38. doi: 10.1007/s00424-
011-1057-8 PMID: 22113781

23. Horscroft JA, Murray AJ. Skeletal muscle energy metabolism in environmental hypoxia: climbing towards
consensus. Extrem Physiol Med. BioMed Central Ltd; 2014; 3: 19. doi: 10.1186/2046-7648-3-19

24. Lira VA, Okutsu M, Zhang M, Greene NP, Laker RC, Breen DS, et al. Autophagy is required for exercise
training-induced skeletal muscle adaptation and improvement of physical performance. FASEB J.
2013; 27: 4184–93. doi: 10.1096/fj.13-228486 PMID: 23825228

25. Kammoun M, Cassar-Malek I, Meunier B, Picard B. A simplified immunohistochemical classification of
skeletal muscle fibres in mouse. Eur J Histochem. 2014; 58: 2254. doi: 10.4081/ejh.2014.2254 PMID:
24998919

26. De Theije CC, Langen RCJ, LamersWH, Gosker HR, Schols AMWJ, Koehler SE. Differential sensitivity
of oxidative and glycolytic muscles to hypoxia-induced muscle atrophy. J Appl Physiol. 2014;
jap.00624.2014. doi: 10.1152/japplphysiol.00624.2014

27. Shepherd SO, Cocks M, Tipton KD, Ranasinghe AM, Barker TA, Burniston JG, et al. Sprint interval and
traditional endurance training increase net intramuscular triglyceride breakdown and expression of peri-
lipin 2 and 5. J Physiol. 2013; 591: 657–75. doi: 10.1113/jphysiol.2012.240952 PMID: 23129790

28. Covington JD, Galgani JE, Moro C, LaGrange JM, Zhang Z, Rustan AC, et al. Skeletal muscle perilipin
3 and coatomer proteins are increased following exercise and are associated with fat oxidation. PLoS
One. 2014; 9: e91675. doi: 10.1371/journal.pone.0091675 PMID: 24632837

29. Zhang S, Hulver MW, McMillan RP, Cline MA, Gilbert ER. The pivotal role of pyruvate dehydrogenase
kinases in metabolic flexibility. Nutr Metab (Lond). 2014; 11: 10. doi: 10.1186/1743-7075-11-10

30. Dobrzyn P, Pyrkowska A, Jazurek M, Szymanski K, Langfort J, Dobrzyn A. Endurance training-induced
accumulation of muscle triglycerides is coupled to upregulation of stearoyl-CoA desaturase 1. J Appl
Physiol. 2010; 109: 1653–61. doi: 10.1152/japplphysiol.00598.2010 PMID: 20847127

31. Shepherd SO, Cocks M, Tipton KD, Ranasinghe AM, Barker TA, Burniston JG, et al. Preferential utiliza-
tion of perilipin 2-associated intramuscular triglycerides during 1 h of moderate-intensity endurance-
type exercise. Exp Physiol. 2012; 97: 970–80. doi: 10.1113/expphysiol.2012.064592 PMID: 22496505

32. Consitt LA, Bell JA, Houmard JA. Intramuscular lipid metabolism, insulin action, and obesity. IUBMB
Life. 2009; 61: 47–55. doi: 10.1002/iub.142 PMID: 18839419

Remodeling of Mouse Diaphragm after Short-Term Intermittent Hypoxia

PLOS ONE | DOI:10.1371/journal.pone.0131068 June 24, 2015 17 / 19

http://dx.doi.org/10.1152/ajpcell.00531.2009
http://www.ncbi.nlm.nih.gov/pubmed/20089936
http://dx.doi.org/10.1113/expphysiol.2013.076828
http://www.ncbi.nlm.nih.gov/pubmed/24443349
http://dx.doi.org/10.1164/rccm.200905-0671OC
http://www.ncbi.nlm.nih.gov/pubmed/19713446
http://dx.doi.org/10.1152/ajpcell.00430.2010
http://dx.doi.org/10.1152/ajpcell.00430.2010
http://www.ncbi.nlm.nih.gov/pubmed/20980551
http://dx.doi.org/10.1128/MCB.00166-09
http://www.ncbi.nlm.nih.gov/pubmed/19273585
http://dx.doi.org/10.1016/j.bbadis.2013.02.014
http://dx.doi.org/10.1096/fj.13-234302
http://www.ncbi.nlm.nih.gov/pubmed/23825224
http://dx.doi.org/10.1111/j.1742-4658.2011.08010.x
http://dx.doi.org/10.1111/j.1742-4658.2011.08010.x
http://www.ncbi.nlm.nih.gov/pubmed/21232014
http://dx.doi.org/10.1016/j.biochi.2013.08.026
http://www.ncbi.nlm.nih.gov/pubmed/24036367
http://dx.doi.org/10.2337/diabetes.50.4.817
http://dx.doi.org/10.2337/diabetes.50.4.817
http://www.ncbi.nlm.nih.gov/pubmed/11289047
http://dx.doi.org/10.1007/s00424-011-1057-8
http://dx.doi.org/10.1007/s00424-011-1057-8
http://www.ncbi.nlm.nih.gov/pubmed/22113781
http://dx.doi.org/10.1186/2046-7648-3-19
http://dx.doi.org/10.1096/fj.13-228486
http://www.ncbi.nlm.nih.gov/pubmed/23825228
http://dx.doi.org/10.4081/ejh.2014.2254
http://www.ncbi.nlm.nih.gov/pubmed/24998919
http://dx.doi.org/10.1152/japplphysiol.00624.2014
http://dx.doi.org/10.1113/jphysiol.2012.240952
http://www.ncbi.nlm.nih.gov/pubmed/23129790
http://dx.doi.org/10.1371/journal.pone.0091675
http://www.ncbi.nlm.nih.gov/pubmed/24632837
http://dx.doi.org/10.1186/1743-7075-11-10
http://dx.doi.org/10.1152/japplphysiol.00598.2010
http://www.ncbi.nlm.nih.gov/pubmed/20847127
http://dx.doi.org/10.1113/expphysiol.2012.064592
http://www.ncbi.nlm.nih.gov/pubmed/22496505
http://dx.doi.org/10.1002/iub.142
http://www.ncbi.nlm.nih.gov/pubmed/18839419


33. Goodpaster BH, He J, Watkins S, Kelley DE. Skeletal muscle lipid content and insulin resistance: evi-
dence for a paradox in endurance-trained athletes. J Clin Endocrinol Metab. 2001; 86: 5755–61. doi:
10.1210/jcem.86.12.8075 PMID: 11739435

34. Gordon GB, Barcza MA, Bush ME. Lipid accumulation of hypoxic tissue culture cells. Am J Pathol.
1977; 88: 663–78. Available: http://www.pubmedcentral.nih.gov/articlerender.fcgi?artid=
2032384&tool = pmcentrez&rendertype = abstract PMID: 196505

35. Brose SA, Marquardt AL, Golovko MY. Fatty acid biosynthesis from glutamate and glutamine is specifi-
cally induced in neuronal cells under hypoxia. J Neurochem. 2014; 129: 400–12. doi: 10.1111/jnc.
12617 PMID: 24266789

36. Mirrakhimov AE, Polotsky VY. Obstructive sleep apnea and non-alcoholic Fatty liver disease: is the
liver another target? Front Neurol. 2012; 3: 149. doi: 10.3389/fneur.2012.00149 PMID: 23087670

37. Chabowski A, Górski J, Calles-Escandon J, Tandon NN, Bonen A. Hypoxia-induced fatty acid trans-
porter translocation increases fatty acid transport and contributes to lipid accumulation in the heart.
FEBS Lett. 2006; 580: 3617–23. doi: 10.1016/j.febslet.2006.05.045 PMID: 16753149

38. Boström P, Magnusson B, Svensson P-A, Wiklund O, Borén J, Carlsson LMS, et al. Hypoxia converts
human macrophages into triglyceride-loaded foam cells. Arterioscler Thromb Vasc Biol. 2006; 26:
1871–6. doi: 10.1161/01.ATV.0000229665.78997.0b PMID: 16741148

39. Poulain L, Thomas A, Rieusset J, Casteilla L, Levy P, Arnaud C, et al. Visceral white fat remodelling
contributes to intermittent hypoxia-induced atherogenesis. Eur Respir J. 2014; 43: 513–22. doi: 10.
1183/09031936.00019913 PMID: 24072212

40. Sano S, Izumi Y, Yamaguchi T, Yamazaki T, Tanaka M, Shiota M, et al. Lipid synthesis is promoted by
hypoxic adipocyte-derived exosomes in 3T3-L1 cells. Biochem Biophys Res Commun. 2014; 445:
327–33. doi: 10.1016/j.bbrc.2014.01.183 PMID: 24513287

41. Savransky V, Jun J, Li J, Nanayakkara A, Fonti S, Moser AB, et al. Dyslipidemia and atherosclerosis
induced by chronic intermittent hypoxia are attenuated by deficiency of stearoyl coenzyme A desatur-
ase. Circ Res. 2008; 103: 1173–80. doi: 10.1161/CIRCRESAHA.108.178533 PMID: 18832746

42. WuC-A, Chao Y, Shiah S-G, Lin W-W. Nutrient deprivation induces theWarburg effect through ROS/
AMPK-dependent activation of pyruvate dehydrogenase kinase. Biochim Biophys Acta—Mol Cell Res.
2013; 1833: 1147–1156. doi: 10.1016/j.bbamcr.2013.01.025

43. Wolf A, Agnihotri S, Micallef J, Mukherjee J, Sabha N, Cairns R, et al. Hexokinase 2 is a key mediator
of aerobic glycolysis and promotes tumor growth in human glioblastoma multiforme. J Exp Med. 2011;
208: 313–26. doi: 10.1084/jem.20101470 PMID: 21242296

44. Schulze A, Downward J. Flicking theWarburg switch-tyrosine phosphorylation of pyruvate dehydroge-
nase kinase regulates mitochondrial activity in cancer cells. Mol Cell. 2011; 44: 846–8. doi: 10.1016/j.
molcel.2011.12.004 PMID: 22195959

45. Slot IGM, Schols AMWJ, Vosse BAH, Kelders MCJM, Gosker HR. Hypoxia differentially regulates mus-
cle oxidative fiber type and metabolism in a HIF-1α-dependent manner. Cell Signal. 2014; 26: 1837–
45. doi: 10.1016/j.cellsig.2014.04.016 PMID: 24794533

46. Galbès O, Goret L, Caillaud C, Mercier J, Obert P, Candau R, et al. Combined effects of hypoxia and
endurance training on lipid metabolism in rat skeletal muscle. Acta Physiol (Oxf). 2008; 193: 163–73.
doi: 10.1111/j.1748-1716.2007.01794.x

47. Rowe GC, Patten IS, Zsengeller ZK, El-Khoury R, Okutsu M, Bampoh S, et al. Disconnecting mitochon-
drial content from respiratory chain capacity in PGC-1-deficient skeletal muscle. Cell Rep. 2013; 3:
1449–56. doi: 10.1016/j.celrep.2013.04.023 PMID: 23707060

48. Watchko JF, Sieck GC. Respiratory muscle fatigue resistance relates to myosin phenotype and SDH
activity during development. J Appl Physiol. 1993; 75: 1341–7. Available: http://www.ncbi.nlm.nih.gov/
pubmed/8226549 PMID: 8226549

49. Sieck GC, Lewis MI, Blanco CE. Effects of undernutrition on diaphragm fiber size, SDH activity, and
fatigue resistance. J Appl Physiol. 1989; 66: 2196–205. Available: http://www.ncbi.nlm.nih.gov/
pubmed/2745285 PMID: 2745285

50. McMorrow C, Fredsted A, Carberry J, O’Connell RA, Bradford A, Jones JFX, et al. Chronic hypoxia
increases rat diaphragmmuscle endurance and sodium-potassium ATPase pump content. Eur Respir
J. 2011; 37: 1474–81. doi: 10.1183/09031936.00079810 PMID: 21148231

51. Desplanches D, Amami M, Dupré-Aucouturier S, Valdivieso P, Schmutz S, Mueller M, et al. Hypoxia
refines plasticity of mitochondrial respiration to repeated muscle work. Eur J Appl Physiol. 2014; 114:
405–17. doi: 10.1007/s00421-013-2783-8 PMID: 24327174

52. Fukuda R, Zhang H, Kim J, Shimoda L, Dang C V, Semenza GL. HIF-1 regulates cytochrome oxidase
subunits to optimize efficiency of respiration in hypoxic cells. Cell. 2007; 129: 111–22. doi: 10.1016/j.
cell.2007.01.047 PMID: 17418790

Remodeling of Mouse Diaphragm after Short-Term Intermittent Hypoxia

PLOS ONE | DOI:10.1371/journal.pone.0131068 June 24, 2015 18 / 19

http://dx.doi.org/10.1210/jcem.86.12.8075
http://www.ncbi.nlm.nih.gov/pubmed/11739435
http://www.pubmedcentral.nih.gov/articlerender.fcgi?artid=2032384&tool�=�pmcentrez&rendertype�=�abstract
http://www.pubmedcentral.nih.gov/articlerender.fcgi?artid=2032384&tool�=�pmcentrez&rendertype�=�abstract
http://www.ncbi.nlm.nih.gov/pubmed/196505
http://dx.doi.org/10.1111/jnc.12617
http://dx.doi.org/10.1111/jnc.12617
http://www.ncbi.nlm.nih.gov/pubmed/24266789
http://dx.doi.org/10.3389/fneur.2012.00149
http://www.ncbi.nlm.nih.gov/pubmed/23087670
http://dx.doi.org/10.1016/j.febslet.2006.05.045
http://www.ncbi.nlm.nih.gov/pubmed/16753149
http://dx.doi.org/10.1161/01.ATV.0000229665.78997.0b
http://www.ncbi.nlm.nih.gov/pubmed/16741148
http://dx.doi.org/10.1183/09031936.00019913
http://dx.doi.org/10.1183/09031936.00019913
http://www.ncbi.nlm.nih.gov/pubmed/24072212
http://dx.doi.org/10.1016/j.bbrc.2014.01.183
http://www.ncbi.nlm.nih.gov/pubmed/24513287
http://dx.doi.org/10.1161/CIRCRESAHA.108.178533
http://www.ncbi.nlm.nih.gov/pubmed/18832746
http://dx.doi.org/10.1016/j.bbamcr.2013.01.025
http://dx.doi.org/10.1084/jem.20101470
http://www.ncbi.nlm.nih.gov/pubmed/21242296
http://dx.doi.org/10.1016/j.molcel.2011.12.004
http://dx.doi.org/10.1016/j.molcel.2011.12.004
http://www.ncbi.nlm.nih.gov/pubmed/22195959
http://dx.doi.org/10.1016/j.cellsig.2014.04.016
http://www.ncbi.nlm.nih.gov/pubmed/24794533
http://dx.doi.org/10.1111/j.1748-1716.2007.01794.x
http://dx.doi.org/10.1016/j.celrep.2013.04.023
http://www.ncbi.nlm.nih.gov/pubmed/23707060
http://www.ncbi.nlm.nih.gov/pubmed/8226549
http://www.ncbi.nlm.nih.gov/pubmed/8226549
http://www.ncbi.nlm.nih.gov/pubmed/8226549
http://www.ncbi.nlm.nih.gov/pubmed/2745285
http://www.ncbi.nlm.nih.gov/pubmed/2745285
http://www.ncbi.nlm.nih.gov/pubmed/2745285
http://dx.doi.org/10.1183/09031936.00079810
http://www.ncbi.nlm.nih.gov/pubmed/21148231
http://dx.doi.org/10.1007/s00421-013-2783-8
http://www.ncbi.nlm.nih.gov/pubmed/24327174
http://dx.doi.org/10.1016/j.cell.2007.01.047
http://dx.doi.org/10.1016/j.cell.2007.01.047
http://www.ncbi.nlm.nih.gov/pubmed/17418790


53. Verges S, Bachasson D, Wuyam B. Effect of acute hypoxia on respiratory muscle fatigue in healthy
humans. Respir Res. 2010; 11: 109. doi: 10.1186/1465-9921-11-109 PMID: 20701769

54. Reggiani C, Potma EJ, Bottinelli R, Canepari M, Pellegrino MA, Stienen GJ. Chemo-mechanical energy
transduction in relation to myosin isoform composition in skeletal muscle fibres of the rat. J Physiol.
1997; 502 (Pt 2: 449–60. Available: http://www.pubmedcentral.nih.gov/articlerender.fcgi?artid=
1159562&tool = pmcentrez&rendertype = abstract PMID: 9263923

55. Quinlan CL, Orr AL, Perevoshchikova I V, Treberg JR, Ackrell BA, Brand MD. Mitochondrial complex II
can generate reactive oxygen species at high rates in both the forward and reverse reactions. J Biol
Chem. 2012; 287: 27255–64. doi: 10.1074/jbc.M112.374629 PMID: 22689576

56. Shortt CM, Fredsted A, Bradford A, O’Halloran KD. Diaphragmmuscle remodeling in a rat model of
chronic intermittent hypoxia. J Histochem Cytochem. 2013; 61: 487–99. doi: 10.1369/
0022155413490947 PMID: 23640977

57. Clanton TL, Wright VP, Reiser PJ, Klawitter PF, Prabhakar NR. Selected Contribution: Improved anoxic
tolerance in rat diaphragm following intermittent hypoxia. J Appl Physiol. 2001; 90: 2508–13. Available:
http://www.ncbi.nlm.nih.gov/pubmed/11356820 PMID: 11356820

Remodeling of Mouse Diaphragm after Short-Term Intermittent Hypoxia

PLOS ONE | DOI:10.1371/journal.pone.0131068 June 24, 2015 19 / 19

http://dx.doi.org/10.1186/1465-9921-11-109
http://www.ncbi.nlm.nih.gov/pubmed/20701769
http://www.pubmedcentral.nih.gov/articlerender.fcgi?artid=1159562&tool�=�pmcentrez&rendertype�=�abstract
http://www.pubmedcentral.nih.gov/articlerender.fcgi?artid=1159562&tool�=�pmcentrez&rendertype�=�abstract
http://www.ncbi.nlm.nih.gov/pubmed/9263923
http://dx.doi.org/10.1074/jbc.M112.374629
http://www.ncbi.nlm.nih.gov/pubmed/22689576
http://dx.doi.org/10.1369/0022155413490947
http://dx.doi.org/10.1369/0022155413490947
http://www.ncbi.nlm.nih.gov/pubmed/23640977
http://www.ncbi.nlm.nih.gov/pubmed/11356820
http://www.ncbi.nlm.nih.gov/pubmed/11356820

