








Suppl. Fig. 6: Complete unsupervised clustering analysis, changes in gene expression
(n=642) observed in macrophages isolated from WT mice maintained on CD or HFD,
and exposed to either CD-RBC or HFD-RBC. Note that the bulk of the RBC response
signature is recapitulated by HFD-exposed macrophages not exposed to RBC.
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Suppl. Fig. 7: Pathway map depicting the major physiological and pathophysiological
pathways (group color coded squares: green and brown, respectively) and target genes
(red hexagons) affected by the changes in gene expression depicted in Suppl. Fig. 6. The
map was compiled using ToppGene Suite (http://toppgene.cchmc.org/). In light green:
pathways highly specific for the cells of myeloid lineage as per the compendium
maintained by Immunological Genome Project (www.immgen.org).
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