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Abstract: Anaplasma phagocytophilum, which causes the disease tick-borne fever (TBF), is the
most important tick-borne pathogen in European animals. TBF may contribute to severe welfare
challenges and economic losses in the Norwegian sheep industry. The bacterium causes a persistent
infection in sheep and several other animal species. The objective of this study was to investigate
whether intrauterine transmission occurs in persistently infected sheep. The study included thirteen
5–6-month-old unmated ewes, of which twelve were experimentally infected with A. phagocytophilum
(GenBank acc. no. M73220). Four to six weeks later, all ewes were mated, and nine became
pregnant. Blood samples were collected from these ewes and their offspring. If the lamb died,
tissue samples were collected. The samples were analyzed with real-time PCR (qPCR) targeting
the msp2 gene. PCR-positive samples were further analyzed by semi-nested PCR and 16S rDNA
sequencing. A total of 20 lambs were born, of which six died within two days. Six newborn lambs
(30%) were PCR-positive (qPCR), of which one was verified by 16S rDNA sequencing. The present
study indicates that intrauterine transmission of A. phagocytophilum in persistently infected sheep
may occur. The importance of these findings for the epidemiology of A. phagocytophilum needs to be
further investigated.
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1. Introduction

Anaplasma phagocytophilum (formerly Ehrlichia phagocytophila) may cause disease in several
mammalian species including humans. In ruminants, the disease is named tick-borne fever (TBF) [1,2].
The infection is common on Ixodes ricinus-infested pastures in Europe [3] and not only represents
a welfare challenge but also may cause severe economic losses. TBF is widespread in Norway and
for decades has been one of the main scourges for the sheep industry in the coastal areas. More than
300,000 lambs are estimated to be infected each year. Diagnosis of TBF is normally based on blood
smear microscopy, PCR-analyses, and serology [2,4].

A. phagocytophilum may cause persistent infection in several animal species [2], and sheep harbour
the organism in their peripheral blood for months or even years [5,6]. This has to be considered when
purchasing animals that have been on tick-infested pastures. There is no evidence of transovarial
transmittance of the bacterium in I. ricinus ticks [7,8], so larvae become infected by ingesting blood
from an infectious host or by co-feeding transmission from another infected tick. Maintenance in
nature therefore depends on the availability of mammalian hosts [9]. The present study investigates
if persistently infected sheep can transmit A. phagocytophilum to their offspring during pregnancy,
i.e., if intrauterine infection occurs. This mode of pathogen transmission may have important
epidemiological consequences.
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2. Materials and Methods

Thirteen 5–6-month-old unmated ewes of the Norwegian white breed (NKS) were used. Twelve ewes
were inoculated intravenously with 0.4 mL of a whole blood dimethyl sulphoxide stabilate of an
A. phagocytophilum strain (GenBank acc. no. M73220), containing approximately 1 × 106 infected cells/mL
and originally isolated from a local sheep flock [10]. One ewe was left as uninfected control. The animals
had not previously been on a tick-infected pasture and were housed indoors during the entire experimental
period. The study was approved by the National Animal Research Authority (Norway).

Rectal temperature was measured daily, and blood samples (EDTA) were collected regularly for
the first month after inoculation. Haematology was performed using the ADVIA 120 Haematology
System (Bayer, Tarrytown, NY, USA). Thereafter, blood samples, including serum samples,
were obtained monthly. The ewes were mated 4–6 weeks post-inoculation (p.i.) with A. phagocytophilum.
After delivery the following spring, blood samples (EDTA) and serum samples from the newborn
lambs were obtained on the day of birth (day 0) and thereafter on days 3, 7, 14, 28, and 42. If the
lamb died, tissue samples were collected, such as brain, lung, heart, spleen, liver, and heart blood.
In addition, birth fluids and colostrum were collected at birth. The newborn lambs from the uninfected
ewe were used as controls. All samples were stored at −20 ◦C before analysis.

2.1. DNA Extraction from Blood, Fetal Fluid, and Colostrum

Samples were thawed at room temperature, and 200 µl was used for extraction. DNA was extracted
with the MagNA Pure LC Instrument DNA Isolation Kit I (Roche Diagnostics, Mannheim, Germany)
according to the manufacturer’s and instrument’s protocol. The DNA I blood cells high-performance
program was used. The eluted DNA samples were stored at −20 ◦C.

2.2. DNA Extraction from Tissue

DNA from the tissue samples was extracted with the use of the MagNA Pure LC Instrument DNA
Isolation Kit II (Roche Diagnostics, Mannheim, Germany) according to the manufacturer’s and the
machine’s protocol. The DNA II tissue external Proteinase K program was used. Twenty-five milligrams
of tissue was weighed and homogenized in 160 µL of tissue lysis buffer and 40 µL of Proteinase K.
The samples were incubated at 55 ◦C overnight. One hundred microliters of the homogenized tissue
samples was used for extraction, and the eluted DNA samples were stored at −20 ◦C.

2.3. Real-Time PCR for the Identification of Positive Samples, Targeting the Msp2 (P44) Gene

The qPCR analysis was performed in a Light Cycler 480 Instrument (Roche Diagnostics,
Mannheim, Germany) as described in previous studies [11]. Briefly, the reaction mix per
sample consisted of forward primer ApMSP2252 (ACAGTCCAGCGTTTAGCAAGA), reverse primer
ApMSP2459 (GCACCACCAATACCATAACCA), RNAse free H2O, Light Cycler 480 DNA SYBR Green
I Master mix, Mannheim, Germany and template. The extracted DNA samples and reaction mix were
loaded onto a 96-well white plate. The primers (TIB MOLBIOL Syntheselabor GmbH, Berlin, Germany)
amplify a product of 208 bp covering the conserved N-terminal region of the expression site for the
msp2 (p44) gene. Negative and positive controls were included. The positive control was obtained from
an inoculated animal during the acute course of infection, whereas the negative control was a reaction
mix without any added substance. Samples with a crossing point (Cp) ≤ 40 were validated by Tm

analysis in a range of 82–83 ◦C [12]. All samples with an indication of A. phagocytophilum DNA were
further analyzed by semi-nested PCR and sequenced for verification.

2.4. Semi-Nested PCR and Sequencing of the 16S rRNA Gene

Semi-nested PCR was carried out in a PTC-200 instrument (MJ Research, St Bruno, QC, Canada)
as earlier described [13]. Briefly, the reaction was performed with an outer set of primers
using the forward primer16S-F5 (5’AGTTTGATCATGGTTCAGA) and the reverse primer ANA-R4B
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(5’CGAACAACGCTTGC) for the amplification of a 507 bp fragment of rrs (16S rDNA gene) in
A. phagocytophilum. Thereafter, the products were used in a second reaction with the same forward
primer (16S-F5) and the new reverse primer ANA-R5 (5’TCCTCTAGACCAGCTATA) to amplify
a 282 bp fragment. The amplicons from the semi-nested PCR were validated by gel electrophoresis
on a 2% agarose gel. Positive PCR products were sequenced directly using BigDye Terminator cycle
sequencing chemistry and capillary electrophoresis (ABI 310; Applied Biosystems, Foster, CA, USA),
and A. phagocytophilum variants were detected by visual inspection of the chromatograms. The finished
sequences were compared with databases by a BLAST (Basic Local Alignment Tool) search in NCBI’s
webpage (http://blast.ncbi.nlm.nih.gov/Blast/).

2.5. Serology

Sera were analyzed using an indirect immunofluorescence antibody assay (IFA), to determine
the antibody titre of an equine variant of A. phagocytophilum [14,15]. Briefly, two-fold dilutions of
sera were added to slides precoated with A. phagocytophilum antigen (Protatec, St. Paul, MN, USA).
Bound antibodies were visualized by fluorescein isothiocyanate (FITC)-conjugated rabbit-anti-sheep
immunoglobulin (Cappel, Organon Teknika Corp., West Chester, PA, USA). Sera were screened for
antibodies at dilution of 1:40. If positive, the serum was further diluted and retested. A titre of
1.6 (log10 reciprocal of 1:40) or more was considered positive.

3. Results

The unmated ewes infected with A. phagocytophilum reacted with a fever (≥40 ◦C), bacteraemia,
and neutropenia during the next two weeks (Table 1). All were confirmed positive for this infection by
PCR and gene sequencing (data not shown). Other clinical observations were dullness and reduced
appetite for one or two days. No clinical or haematological reactions were recorded in the control
lamb. All ewes were mated 4–6 weeks p.i., and nine became pregnant. In the following spring, a total
of 20 lambs were born, of which six died within two days. Triplet lambs, which were delivered from
one lame ewe that commenced parturition 14 days preterm, were weak at birth and died within
one hour. Another dead lamb was stillborn. In addition, two lambs were weak-born and died
within one day without any specific post-mortem diagnosis. No clinical signs in the other lambs
were observed.

Table 1. Mean (±SD) values of clinical variables in 12 young, previously unmated ewes inoculated
with Anaplasma phagocytophilum-infected blood.

Clinical Variables Mean (±SD)

Incubation period (days) 3.8 ± 0.37
Maximum fever (◦C) 41.62 ± 0.26

Duration of fever (days) 9.4 ± 3.93
Bacteraemia (day 5) 52.3 ± 12.3

Neutopenia on day 12 (g/L) 0.41 ± 0.12

The ewes were found to be PCR-positive at different occasions after the primary infection,
especially during the period of delivery (data not shown). A total of 84 blood samples from newborn
live lambs were investigated, and indication of an A. phagocytophilum infection (positive DNA) was
only suspected in two lambs, which belonged to the same ewe. One of these lambs was found to be
PCR-positive on two occasions: days 7 and 28 (Table 2). Birth fluids and colostrum were found to
be negative by qPCR. In addition, a total of 65 tissue samples from six dead lambs were analyzed,
and suspicion of an A. phagocytophilum infection was found in different tissues from four lambs (67%),
of which three belonged to the same ewe (Table 3). In summary, three blood samples and twelve
tissue samples from altogether six newborn lambs were positive by qPCR. Only one of these six lambs

http://blast.ncbi.nlm.nih.gov/Blast/


Vet. Sci. 2018, 5, 25 4 of 8

was found positive for A. phagocytophilum by semi-nested PCR and sequencing of the 16S rDNA gene
(data not shown).

In addition, antibodies against A. phagocytophilum were detected in all newborn live lambs,
except for the precolostral samples (Table 4).

Table 2. qPCR results of blood samples from triplet lambs (3a–3c) analyzed for A. phagocytophilum,
from birth (D0) to day 42 (D42) (+ = positive; − = negative). Crossing point (Cp)-values in parenthesis.

Lamb D0 D3 D7 D14 D28 D42

3a − − − − − −
3b − − + (36.0) − + (37.0) −
3c − − + (34.75) − − −

Table 3. qPCR results of tissue samples from six dead lambs (5a–5c are triplets) analyzed for
A. phagocytophilum infection (+ = positive; − = negative; na = not analyzed). Cp-values in parenthesis.

Lamb 5a 5b 5c 9b 10a 12c

Brain − − − − + (36.54) −
Heart − − + (38.83) − + (35.5) −
Lung + (36.4) − − − − −
Liver − + (40.49) − − − −

Kidney + (36.3) + (37.8) + (37.6) − − −
Spleen + (38.0) + (36.0) + (40.0) − + (36.5) −

Umbilicus − − − − − −
Abomasum − − − − − −

Blood − − − − − na
Urine − − − − na −

Table 4. Reciprocal indirect immunofluorescence antibody assay titres for A. phagocytophilum of
15 newborn lambs from birth (D0 before colostral intake) to day 42 (D42). A titre lower than 40 was
considered negative (a, b, c indicate siblings; C = control lamb; na = not analyzed).

Lamb D0 D3 D14 D42

3a <40 320 160 <40
3b <40 320 80 <40
3c <40 640 320 40
7a <40 2560 320 160
7b <40 1280 320 80
8a <40 640 320 40
9a <40 640 320 <40
9b <40 320 na na

10b <40 1280 320 160
10c <40 640 160 40
12a <40 1280 640 320
12b <40 2560 1280 320
13a <40 1280 640 320
C <40 <40 <40 <40
C <40 <40 <40 <40

4. Discussion

The present study indicates that intrauterine transmission of A. phagocytophilum in persistently
infected sheep may occur, as demonstrated by the fact that six of 20 (30%) newborn lambs were
PCR-positive (qPCR) for Anaplasma DNA. However, further investigation is needed in order to confirm
a viable A. phagocytophilum infection in these newborn lambs.
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Several microorganisms have evolved effective ways to escape the host’s immune system and can
in this way persist in the host [16]. As already mentioned, A. phagocytophilum may cause a persistent
infection in different animal species, of which sheep can remain infected 25 months after the initial
infection [5]. The cause of persistence in A. phagocytophilum-infected sheep is not known, but antigenic
variation of major surface proteins has been proposed to be the key feature to allow persistence [17,18].
A. phagocytophilum shows a cyclic bacteraemia in infected sheep, characterized by varying numbers of
organisms in the blood [19]. However, it may be difficult to verify an infection, especially since the
circulating bacterial number declines during the persistence period, and sheep can be seropositive for
several months after the primary infection [4,19,20].

In the present study, all inoculated lambs reacted with a fever typical for TBF [21]. Thereafter, the
lambs remained infected for months, as earlier observed using the same A. phagocytophilum variant [19].
In a previous study, experimentally infected lambs became persistently infected for at least six months.
Abortions were not observed during this study, despite earlier studies showing that acute infection
during pregnancy may cause abortion [4,22–24]. However, only eight of the twelve persistently infected
lambs were found pregnant. Whether ewes became barren as a consequence of A. phagocytophilum
infection has to be further investigated.

A. phagocytophilum are usually transmitted by ticks, but other pathways have been reported.
For instance, human infection has been recorded by blood transfusion [25] and after the butchering
of infected animals (via skin lesions) [26]. However, the latter pathway has not been properly
verified. Nosocomial transmission has also been suggested [27]. Incidents via perinatal transmission in
humans have been recorded, but the route of infection was difficult to determine [28,29]. In addition,
intrauterine transmission of A. phagocytophilum has been observed in cattle during the acute phase
of the infection [30,31]. It may be mentioned that the closely related bacterium A. marginal, has been
reported to be transmitted to calves via placenta in chronically infected cows [32].

In the acute phase of the infection, a human isolate (NY-18) of A. phagocytophilum was transmitted
to one newborn lamb during pregnancy [33], however there is no evidence yet for intrauterine
transmission in persistently infected sheep. In the present study, six newborn lambs were PCR-positive
(30%), of which one was confirmed by gene sequencing. The reason for this low number of verified
cases may be due to a low amount of A. phagocytophilum DNA in the original samples. The present
result indicates that qPCR is more sensitive than semi-nested PCR in the detection of A. phagocytophilum,
as has earlier been reported [34].

Three pregnant animals had an indication of blood infection both right before and after delivery,
and the newborn lambs from these ewes were all PCR-positive. Individual variations in the clinical
and immunological response and cyclic bacteraemia have been previously observed [4,19]. However,
only a limited number of samples were obtained from the pregnant ewes, so any relation between
A. phagocytophilum cycling and intrauterine transmission has to be further elucidated.

Of the six PCR-positive newborn lambs, all except two lambs died (Tables 2 and 3). Whether an
A. phagocytophilum infection causes stillborn and weak-born lambs is an open question. As already
mentioned, three weak-born lambs were born 14 days before the estimated lambing time, which is
beyond the expected time of survival after an early delivery [34].

In sheep, immunoglobulins are not normally transferred to the fetus via the placenta; a newborn
lamb will therefore obtain maternal antibodies by ingesting colostrum during the first 48 hours [35].
Fetal lambs can synthesize immunoglobulins after 70 days of gestation and therefore be immunological
competent during the last period of pregnancy [36], whereas infection before 70 days may lead to
tolerance [37]. In the present study, serological tests of the precolostral blood were negative, indicating
that A. phagocytophilum-positive lambs may have been infected before day 70. However, this has
to be confirmed in future studies. Newborn lambs could have been infected by A. phagocytophilum
by ingesting fetal fluid and colostrum, but both fluids were PCR-negative in the pregnant ewes.
In addition, three of the PCR-positive newborn lambs died before any colostral intake.
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The variant of A. phagocytophilum in the present study has been previously used in different
experimental trials [4]. However, several strains and variants of the bacterium in sheep have
been characterized, which may cause different clinical manifestations [38]. Whether all variants
of A. phagocytophilum affecting sheep cause intrauterine infection remains an open question.

5. Conclusions

In conclusion, persistently infected sheep may carry the pathogen from one grazing season to
another. The present study indicates that the bacterium can be transmitted from ewe to offspring
during pregnancy. However, only A. phagocytophilum DNA was detected. In order to confirm
a viable A. phagocytophilum infection in newborn lambs, tick transmission or blood inoculation studies
using susceptible lambs should be performed. Future studies will hopefully reveal if intrauterine
transmission plays a role in the epidemiology of A. phagocytophilum.

Acknowledgments: The authors want to thank Dr. Kaisa Sören at the National Veterinary Institute in Uppsala,
Sweden, for performing the A. phagocytophilum serology.

Author Contributions: Snorre Stuen designed the study, performed the experiment, and wrote and edited the
manuscript; Wenche Okstad performed the haematological analysis; Anne Mette Sagen performed the molecular
analysis and wrote the first draft of the manuscript.

Conflicts of Interest: The authors declare no conflict of interest.

References

1. Brodie, T.A.; Holmes, P.H.; Urquhart, G.M. Some Aspects of Tick-Borne Diseases of British Sheep. Vet. Rec.
1986, 118, 415–418. [CrossRef] [PubMed]

2. Stuen, S.; Granquist, E.G.; Silaghi, C. Anaplasma phagocytophilum—A widespread multi-host pathogen with
highly adaptive strategies. Front. Cell. Infect. Microbiol. 2013, 3, 31.

3. Stuen, S. Anaplasma phagocytophilum—The most widespread tick-borne infection in animals in Europe.
Vet. Res. Comm. 2007, 31, 79–84. [CrossRef] [PubMed]

4. Stuen, S. Anaplasma phagocytophilum (formerly Ehrlichia phagocytophila) Infection in Sheep and Wild Ruminants
in Norway: A Study on Clinical Manifestation, Distribution and Persistence. Ph.D. Thesis, Norwegian School
of Veterinary Science, Oslo, Norway, 2003.

5. Foggie, A. Studies on the infectious agent of tick-borne fever in sheep. J. Path. Bacteriol. 1951, 63, 1–15.
[CrossRef]

6. Stuen, S.; Braten, M.; Bergstrom, K.; Bardsen, K. Cyclic variation in lambs infected with Anaplasma phagocytophilum.
Vet. Rec. 2008, 163, 338–340. [CrossRef] [PubMed]

7. MacLeod, J.; Gordon, W.S. Studies in Tick-borne Fever of Sheep. I. Transission by the Tick, Ixodes ricinus,
with a Discription of the disease Produced. Parasitology 1933, 25, 273–283. [CrossRef]

8. Webster, K.A.; Mitchell, G.B.B. Experimental Production of Tick Pyemia. Vet. Parasitol. 1989, 34, 129–133.
[CrossRef]

9. Long, S.W.; Zhang, X.F.; Zhang, J.Z.; Ruble, R.P.; Teel, P.; Yu, X.J. Evaluation of transovarial transmission
and transmissibility of Ehrlichia chaffeensis (Rickettsiales: Anaplasmataceae) in Amblyomma americanum
(Acari: Ixodidae). J. Med. Entomol. 2003, 40, 1000–1004. [CrossRef] [PubMed]

10. Stuen, S.; Van de Pol, I.; Bergstrom, K.; Schouls, L.A. Identification of Anaplasma phagocytophila
(formerly Ehrlichia phagocytophila) variants in blood from sheep in Norway. J. Clin. Microbiol. 2002, 40,
3192–3197. [CrossRef] [PubMed]

11. Granquist, E.G.; Stuen, S.; Crosby, L.; Lundgren, A.M.; .Alleman, R.; Barbet, A.F. Variant-specific and
diminishing immune responses towards the highly variable MSP2 (P44) outer membrane protein of
Anaplasma phagocytophilum during persistent infection in lambs. Vet. Immunol. Immunopathol. 2010, 133,
117–124. [CrossRef] [PubMed]

12. Panjkovich, A.; Melo, F. Comparison of different melting temperature calculation methods for short DNA
sequences. Bioinformation 2005, 21, 711–722. [CrossRef] [PubMed]

13. Stuen, S.; Oppegaard, A.S.; Bergstrom, K.; Moum, T. Anaplasma phagocytophilum infection in North Norway.
The first laboratory confirmed case. Acta Vet. Scand. 2005, 46, 167–171. [CrossRef] [PubMed]

http://dx.doi.org/10.1136/vr.118.15.415
http://www.ncbi.nlm.nih.gov/pubmed/3754669
http://dx.doi.org/10.1007/s11259-007-0071-y
http://www.ncbi.nlm.nih.gov/pubmed/17682851
http://dx.doi.org/10.1002/path.1700630103
http://dx.doi.org/10.1136/vr.163.11.338
http://www.ncbi.nlm.nih.gov/pubmed/18791211
http://dx.doi.org/10.1017/S0031182000019442
http://dx.doi.org/10.1016/0304-4017(89)90172-6
http://dx.doi.org/10.1603/0022-2585-40.6.1000
http://www.ncbi.nlm.nih.gov/pubmed/14765684
http://dx.doi.org/10.1128/JCM.40.9.3192-3197.2002
http://www.ncbi.nlm.nih.gov/pubmed/12202552
http://dx.doi.org/10.1016/j.vetimm.2009.07.009
http://www.ncbi.nlm.nih.gov/pubmed/19695712
http://dx.doi.org/10.1093/bioinformatics/bti066
http://www.ncbi.nlm.nih.gov/pubmed/15501913
http://dx.doi.org/10.1186/1751-0147-46-167
http://www.ncbi.nlm.nih.gov/pubmed/16261930


Vet. Sci. 2018, 5, 25 7 of 8

14. Artursson, K.; Gunnarsson, A.; Wikstrøm, U.-B.; Engvall, E.O. A serological and clinical follow-up in horses
with confirmed equine granulocytic ehrlichiosis. Equine Vet. J. 1999, 31, 473–477. [CrossRef] [PubMed]

15. Stuen, S.; Bergström, K. Serological investigation of granulocytic Ehrlichia infection in sheep in Norway.
Acta Vet. Scand. 2001, 42, 331–338. [CrossRef] [PubMed]

16. Barbour, A.G.; Restrepo, B.I. Antigenic variation in vector-borne pathogens. Emerg. Inf. Dis. 2000, 6, 449–457.
[CrossRef] [PubMed]

17. Brayton, K.A.; Knowles, D.P.; McGuire, T.C.; Palmer, G.H. Efficient use of a small genome to generate
antigenic diversity in tick-borne ehrlichial pathogens. Proc. Nat. Acad. Sci. USA 2001, 98, 4130–4135.
[CrossRef] [PubMed]

18. Granquist, E.G.; Stuen, S.; Lundgren, A.M.; Braten, M.; Barbet, A.F. Outer membrane protein sequence
variation in lambs experimentally infected with Anaplasma phagocytophilum. Infect. Immun. 2008, 76, 120–126.
[CrossRef] [PubMed]

19. Granquist, E.G.; Bårdsen, K.; Bergström, K.; Stuen, S. Variant and individual dependent nature of persistent
Anaplasma phagocytophilum infection. Acta Vet. Scand. 2010, 52, 25. [CrossRef] [PubMed]

20. Paxton, E.A.; Scott, G.R. Detection of Antibodies to the Agent of Tick-Borne Fever by Indirect Immunofluorescence.
Vet. Microbiol. 1989, 21, 133–138. [CrossRef]

21. Woldehiwet, Z.; Scott, G.R. Tick-Borne (Pasture) Fever. In Rickettsial and Chlamydial Diseases of Domestic Animals;
Woldehiwet, Z., Ristic, M., Eds.; Pergamon Press: Oxford, UK, 1993; pp. 233–254. ISBN 0-08-040831-1.

22. Jamieson, S. Tick-borne fever as a cause of abortion in sheep. Part II. Vet. Rec. 1950, 62, 468–470.
23. Stamp, J.T.; Watt, J.A. Tick-borne fever as a cause of abortion in sheep. Part I. Vet. Rec. 1950, 62, 465–470.

[CrossRef] [PubMed]
24. Jones, G.L.; Davies, I.H. An ovine abortion storm caused by infection with Cytoecetes phagocytophila. Vet. Rec.

1995, 136, 127. [CrossRef] [PubMed]
25. Jereb, M.; Pecaver, B.; Tomazic, J.; Muzlovic, I.; Avsic-Zupanc, T.; Premru-Srsen, T.; Levicnik-Stezinar, S.; Karner, P.;

Strle, F. Severe human granulocytic anaplasmosis transmitted by blood transfusion. Emerg. Infect. Dis. 2012, 18,
1354–1357. [CrossRef] [PubMed]

26. Bakken, J.S.; Krueth, J.K.; Lund, T.; Malkovitch, D.; Asanovich, K.; Dumler, J.S. Exposure to deer blood may
be a cause of human granulocytic ehrlichiosis. Clin. Infect. Dis. 1996, 23, 198. [CrossRef] [PubMed]

27. Zhang, L.; Liu, Y.; Ni, D.; Li, Q.; Yu, Y.; Yu, X.J.; Wan, K.; Li, D.; Liang, G.; Jiang, X.; et al. Nosocomial transmission
of human granulocytic anaplasmosis in China. J. Amer. Med. Assoc. 2008, 300, 2263–2270. [CrossRef] [PubMed]

28. Horowitz, H.W.; Kilchevsky, E.; Haber, S.; Aguero-Rosenfeld, M.; Kranwinkel, R.; James, E.K.; Wong, S.J.;
Chu, F.; Liveris, D.; Schwartz, I. Perinatal transmission of the agent of human granulocytic ehrlichiosis.
N. Engl. J. Med. 1998, 339, 375–378. [CrossRef] [PubMed]

29. Dhand, A.; Nadelman, R.B.; Aguero-Rosenfeld, M.; Haddad, F.A.; Stokes, D.P.; Horowitz, H.W.
Human granulocytic anaplasmosis during pregnancy: Case series and literature review. Clin. Infect. Dis.
2007, 45, 589–593. [CrossRef] [PubMed]

30. Pusterla, N.; Braun, U.; Wolfensberger, C.; Lutz, H. Intrauterine infection with Ehrlichia phagocytophila in
a cow. Vet. Rec. 1997, 141, 101–102. [CrossRef] [PubMed]

31. Henniger, T.; Henniger, P.; Grossmann, T.; Distl, O.; Ganter, M.; von Loewenich, F.D. Congenital infection
with Anaplasma phagocytophilum in a calf in northern Germany. Acta Vet. Scand. 2013, 55, 38. [CrossRef]
[PubMed]

32. Grau, H.E.; Cunha Filho, N.A.; Pappen, F.G.; Farias, N.A. Transplacental transmission of Anaplasma marginale
in beef cattle chronically infected in southern Brazil. Rev. Bras. Parasitol. Vet. 2013, 22, 189–193. [CrossRef]
[PubMed]

33. Reppert, E.; Galindo, R.; Breshears, M.; Kocan, K.; Blouin, E.; de la Fuente, J. Demonstration of transplacental
transmission of a human isolate of Anaplasma phagocytophilum in an experimentally infected sheep.
Trans. Emerg. Dis. 2013, 60, 93–96. [CrossRef] [PubMed]

34. Vatn, S.; Hektoen, L.; Nafstad, O. Helse Og Velferd Hos Sau; Tun Forlag: Oslo, Norway, 2008; ISBN 978-82-529-3180-8.
(In Norwegian)

35. Drazenovich, N.; Foley, J.; Brown, R.N. Use of real-time quantitative PCR targeting the msp2 protein gene to
identify cryptic Anaplasma phagocytophilum infections in wildlife and domestic animals. Vector-Borne Zoonotic Dis.
2006, 6, 83–90. [CrossRef] [PubMed]

http://dx.doi.org/10.1111/j.2042-3306.1999.tb03853.x
http://www.ncbi.nlm.nih.gov/pubmed/10596927
http://dx.doi.org/10.1186/1751-0147-42-331
http://www.ncbi.nlm.nih.gov/pubmed/11887393
http://dx.doi.org/10.3201/eid0605.000502
http://www.ncbi.nlm.nih.gov/pubmed/10998374
http://dx.doi.org/10.1073/pnas.071056298
http://www.ncbi.nlm.nih.gov/pubmed/11274438
http://dx.doi.org/10.1128/IAI.01206-07
http://www.ncbi.nlm.nih.gov/pubmed/17967854
http://dx.doi.org/10.1186/1751-0147-52-25
http://www.ncbi.nlm.nih.gov/pubmed/20398321
http://dx.doi.org/10.1016/0378-1135(89)90025-4
http://dx.doi.org/10.1136/vr.62.32.465
http://www.ncbi.nlm.nih.gov/pubmed/15431506
http://dx.doi.org/10.1136/vr.136.5.127
http://www.ncbi.nlm.nih.gov/pubmed/7740734
http://dx.doi.org/10.3201/eid1808.120180
http://www.ncbi.nlm.nih.gov/pubmed/22841007
http://dx.doi.org/10.1093/clinids/23.1.198
http://www.ncbi.nlm.nih.gov/pubmed/8816164
http://dx.doi.org/10.1001/jama.2008.626
http://www.ncbi.nlm.nih.gov/pubmed/19017912
http://dx.doi.org/10.1056/NEJM199808063390604
http://www.ncbi.nlm.nih.gov/pubmed/9691104
http://dx.doi.org/10.1086/520659
http://www.ncbi.nlm.nih.gov/pubmed/17682993
http://dx.doi.org/10.1136/vr.141.4.101
http://www.ncbi.nlm.nih.gov/pubmed/9265711
http://dx.doi.org/10.1186/1751-0147-55-38
http://www.ncbi.nlm.nih.gov/pubmed/23634938
http://dx.doi.org/10.1590/S1984-29612013000200038
http://www.ncbi.nlm.nih.gov/pubmed/23856734
http://dx.doi.org/10.1111/tbed.12120
http://www.ncbi.nlm.nih.gov/pubmed/24589107
http://dx.doi.org/10.1089/vbz.2006.6.83
http://www.ncbi.nlm.nih.gov/pubmed/16584330


Vet. Sci. 2018, 5, 25 8 of 8

36. Tizard, I. Veterinary Immunology, 4th ed.; W.B. Saunders: Philadelphia, PA, USA, 1992; pp. 248–259.
ISBN 0-7216-4686-7.

37. Fahey, K.; Brandon, M. Synthesis of immunoglobulin by normal and antigenically stimulated fetal sheep.
Res. Vet. Sci. 1978, 25, 218–224. [PubMed]

38. Stuen, S.; Bergstrom, K.; Petrovec, M.; Van de Pol, I.; Schouls, L.M. Differences in clinical manifestations
and hematological and serological responses after experimental infection with genetic variants of
Anaplasma phagocytophilum in sheep. Clin. Diagn. Lab. Immun. 2003, 10, 692–695. [CrossRef]

© 2018 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://www.ncbi.nlm.nih.gov/pubmed/103153
http://dx.doi.org/10.1128/CDLI.10.4.692-695.2003
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Materials and Methods 
	DNA Extraction from Blood, Fetal Fluid, and Colostrum 
	DNA Extraction from Tissue 
	Real-Time PCR for the Identification of Positive Samples, Targeting the Msp2 (P44) Gene 
	Semi-Nested PCR and Sequencing of the 16S rRNA Gene 
	Serology 

	Results 
	Discussion 
	Conclusions 
	References

