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Abstract: There has been a rapid growth in the interest and adaptation of saliva as a diagnostic
specimen over the last decade, and in the last few years in particular, there have been major
developments involving the application of saliva as a clinically relevant specimen. Saliva provides a
“window” into the oral and systemic health of an individual, and like other bodily fluids, saliva can
be analyzed and studied to diagnose diseases. With the advent of new, more sensitive technologies to
detect smaller concentrations of analytes in saliva relative to blood levels, there have been a number of
critical developments in the field that we will describe. In particular, recent advances in standardized
saliva collection devices that were not available three to four years ago, have made it easy for safe,
simple, and non-invasive collection of samples to be carried out from patients. With the availability of
these new technologies, we believe that in the next decade salivary proteomics will make it possible
to predict and diagnose oral as well as systemic diseases, cancer, and infectious diseases, among
others. The aim of this article is to review recent developments and advances in the area of saliva
specimen collection devices and applications that will advance the field of proteomics.
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1. Introduction

The presence of nucleic acids (DNA, RNA), proteins, peptides, and other components in human
bodily fluids makes them ideal media for disease diagnosis. Indeed, in the clinical environment bodily
fluids such as blood, urine, cerebrospinal fluid (CSF), peritoneal fluid, vomit, sweat, tears, breast milk,
semen, vaginal fluids, and drainage fluids are used in a significant proportion of tests available in
the in vitro diagnostic marketplace [1]. The differing compositions in each bodily fluid requires that
“fluid-specific” devices need to be applied for specimen collection and analysis [2].

“Omics” is a broad collection of technologies used to explore the biochemistry, role, relationship,
and the action of various types of molecules that make up the cells of organisms and the term
includes genomics (the study of genes), transcriptomics (the study of mRNA within cells or organisms),
metabolomics (the study of global metabolite profiles in a system under a given set of conditions),
and proteomics (the study of proteins) [3]. The basic aim of these technologies is to understand
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complex physiological processes in normal healthy individuals and diseased patients. The term
“Salivaomics” was first introduced in 2008, on the basis of the discovery of specific biomolecules
appearing in the saliva. These included DNA, mRNA, microRNA, proteins, metabolites, and
oral microbiota extractions [4]. This pioneering work was based on the extraction of DNA from
preoperative/postoperative saliva and soft tissue samples taken from patients with oral squamous
cell carcinoma in comparison to salivary DNA extracts taken from healthy subjects, used as a control
group. This particular study highlighted marked differences in DNA-methylation patterns between
the samples [5]. Li et al. used microarray technology to identify RNA profiling in saliva and opened up
the window for the compilation of a reference database for diagnostic applications using the salivary
transcriptome [6].

A number of salivary transcriptomic biomarkers have been identified that appear to be up-
or down-regulated in human malignancies (ovarian cancer, lung cancer, and oral squamous cell
carcinoma) and these are related to various biochemical processes, which includes growth regulation by
estrogen in breast cancer 1, brain acid-soluble protein 2, β-2-microglobulin, immediate early response
3, IL1B, IL-1β, IL-8, S100 calcium binding protein-P, spermidine/spermine N1 acetyltransferase-1,
epidermal growth factor receptor, cyclin 1, fibroblast growth factor 19, and fibroblast growth factor
substrate 2 [7–9].

Wang et al. used ultra-performance liquid chromatography (UPLC) mass spectrometry in a
hydrophilic interaction chromatography (HILIC) mode—and identified choline, betaine, pipecolinic
acid, L-carnitine, L-leucine, and L-phenylalanine in saliva using a metabolomics approach, and from
this study the authors were able to report a novel metabolite biomarker for the early diagnosis of
squamous cell carcinoma [10,11]. Overall, with the aid of proteomic approaches researchers have
been able to identify over 1000 salivary protein biomarkers including secretory immunoglobulin
A, lactoperoxidase, statherin, proline-rich glycoprotein, truncated cystatin S, cystatins, lysozyme,
and histatin-5, among others [12–17].

With new advancements in the proteomic sciences, including mass spectrometric techniques
that detect low levels of analytes in sample matrices, it has become significantly easier to analyze
human salivary proteins and peptides [18]. Human saliva is an ultra-filtrate of blood and represents
the physiology of the whole human body through its composition (DNA, RNA, proteins, metabolites,
and microbes) [19]. Human saliva also aids in a number of other bodily functions including food
tasting, swallowing, digestion, oral protection, oral defense, and maintenance of tissues, but over the
last 10 years, the increased application of saliva as a medium for disease diagnosis has become much
more evident [20].

The aim of this review is to highlight the growing importance of human saliva as a diagnostic
medium, the availability of new and standardized tools for saliva specimen, and general protocols for
saliva sampling, storage, and processing, which have changed significantly since the last reviews on
this subject. For a more detailed overview of salivary diagnostics, potential applications, and tools,
the reader is referred to several excellent reviews on this subject [21–25].

2. Human Salivary Proteomics

Human whole mouth fluid (WMF) is a broad term which includes saliva, gingival crevicular fluids
(GCF), oral mucosal transudate, mucus from the nasal cavity and the pharynx, as well as products
resulting from bacterial metabolism, food debris, and desquamated epithelial cells [26]. This critical
bio-fluid not only provides lubrication, protection, oral defense, and aids in speech, but it has also
been recognized as one of the most important bodily fluids for the diagnosis of diseases, both oral
and systemic. It is important at this point to highlight the basic differences between several terms,
particularly whole mouth fluid (WMF), saliva, and gingival crevicular fluid (GCF). Whole mouth fluid
(WMF) is a term used interchangeably with “saliva”, (including whole mouth saliva [WMS] used in
this manuscript) and is used in the forensic sciences and toxicology [27].
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Saliva is secreted by three pairs of major salivary glands (the parotid, submandibular, and
sublingual glands) and also receives contributions from 300 to 400 minor salivary glands present in
the oral cavity [28]. Biochemical analysis of human saliva reveals that it is composed of inorganic
constituents (sodium, potassium, calcium, magnesium, chloride, and phosphate), and organic
constituents (proteins and non-proteic components) [29]. The protein components of human saliva
include amylase, mucins, lysozyme, IgA, lactoferrin, proline-rich proteins, histatins, cathelicidins,
defensins, glycoproteins, lipoproteins, statherin, and matrix metalloproteases [14,30]. The non-proteic
components include bilirubin, creatinine, glucose, and uric acids [31]. As mentioned earlier, over the
last two decades, human saliva has been increasingly used as a biofluid for the diagnosis and prognosis
of oral diseases, and systemic diseases including auto-immune diseases, human immunodeficiency
virus (HIV), cancer, and others [32]. In the recent outbreak of the Zika virus, researchers were able to
readily detect Zika virus (ZIKV) RNA in the saliva of patients in the acute stage of the disease [33].
This followed on from previous studies in French Polynesia that reported the presence of ZIKV in the
saliva of a mother and her infant [34].

There are many properties of human saliva that attract clinicians or researchers to adopt the use
of saliva specimens and reinforce the use of this non-invasive fluid in diagnostic algorithms. Some of
these are highlighted below:

‚ Non-invasive
‚ Simple collection protocols
‚ Non-infectious sample
‚ Easily disposal
‚ Easily transportable
‚ Cost effective
‚ Not subject to cultural and religious “taboos”
‚ Safe and effective
‚ Higher patient compliance.

Some of the important properties of saliva are further illustrated below in Figure 1.
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Figure 1. Illustration of whole mouth saliva representing the properties of saliva.

Salivaomics is the study of salivary “omics” methodologies including the genome, the epigenome,
the transcriptome, the proteome, the microbiome, and the metabolome [4]. The capability to collect a
sample in a non-invasive, safe, and cost effective fashion, with the benefits of higher patient comfort
and compliance makes the adoption of saliva for each of these “omics” techniques an attractive
proposition for all parties concerned (patients, researchers, and clinicians) [35].
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Saliva contains greater than 2000 proteins and peptides and these are involved in a multitude of
different biological functions in the oral cavity. It is these characterized proteins and peptides that can
be analyzed to monitor or identify various pathologies in humans. In the last 20 years the ability to
detect and measure proteins both qualitatively and quantitatively using novel proteomics technologies
has brought about a “quiet revolution” in the detection of diseases using various protein biomarkers
in saliva [36,37].

As part of the overarching goals for proteomics technologies, it is important to investigate the
diverse and enabling properties of proteins. The means of achieving this goal has been achieved in part
using sensitive and highly accurate analysis by high throughput techniques such as mass spectrometry
(MS), gas chromatography/mass spectrometry (GC-MS), high-pressure liquid chromatography
(HPLC), and two-dimensional liquid chromatography (2D-LC). A very recent addition to this list
surface-enhanced laser desorption/ionization (SELDI) MS based ProteinChip technology has also
moved this field forward significantly [38–41].

As part of our database searching to enable writing this manuscript, we searched the following
biomedical databases: PubMed, Google Scholar, and Scopus. We searched under the keywords
“salivaomics”, “proteomics”, and “salivary biomarkers” to retrieve recent publications in the area from
2005 up to the present day. As a result of the search we further considered only publications pertaining
to human saliva proteomics and saliva sample collection devices.

3. Human Saliva Collection Devices

The very first instance of a method for saliva collection from a patient was in the early 19th century
(1934) by Wainwright for the analysis of salivary calcium (Ca2+). In Wainright’s method, the patient’s
head was tipped forward with the mouth pointing vertically downwards and saliva was allowed to
drip from the mouth into a filter funnel [42].

Normal healthy adults produce around 0.5 to 1.5 liters of saliva per day (or approximately
0.5 mL/min) but in various systemic diseases, and in pathological and physiological conditions, there
may be a considerable (negative) impact on the salivary flow rate [43]. There are three main types of
human saliva (and in addition several sub-component fractions) and the method of collection of each
type varies accordingly, as described previously (See Table 1).

In the last 30 years salivary diagnostics have increasingly gained in attention and the discipline
has now become widely employed in the biomedical and clinical sciences. One of the reasons for
this is the capability to identify various proteins in saliva, which can be accomplished via proteomic
technologies. Two companies from the United States, namely Epitope, Inc. (Oregon, now OraSure
Technologies, Bethlehem, PA, USA) and Saliva Diagnostic Systems, Inc. (Vancouver, WA, USA), were
two of the early pioneers in the area; each developed commercially viable saliva collection devices
in the 1990s, and each of these has been used in proteomic analysis and other areas of research and
clinical practice. The OraSure Device from Epitope/OraSure was the first saliva collection device
to be linked to a clinical test for the human immunodeficiency virus (HIV) and the company was
successful in gaining Food and Drug Administration (FDA) approval for the device in conjunction with
a laboratory enzyme-linked immunosorbent assay (ELISA) test for the HIV virus. Saliva Diagnostic
Systems’ Saliva-Sampler® device was cleared for marketing by the FDA as a general purpose saliva
collection device without being tied to a specific clinical application. These early devices spurred
new developments in saliva collection device technology resulting in devices that produce “cleaner”
specimens, thereby allowing clinicians to analyze saliva more easily than before. Other devices
that have been used historically include the Salivette device from Sarstedt, and the Salimetrics Oral
Swab (SOS).

Currently, new innovations in saliva collection are used as integral parts of tests for HIV testing,
rapid drugs of abuse tests, medical testing for life insurance, and for isolating DNA/RNA and proteins
for genomic, transcriptomic, and proteomic analysis, respectively.
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Table 1. Description of Human Saliva Collection Methods.

Type of Whole
Mouth Fluid Method of Collection and Type of Collection Device References

Whole Saliva (WS)

Patients should refrain from eating, drinking, and oral hygiene
procedures for at least 1 h before saliva collection. (Optimum
collection time is 8–10 a.m.). Before collection perform a 1 min oral
rinse with distilled water and then after 5 min collect ~5 mL of saliva.
Collected sample must be processed in the laboratory within 1 h.

[44]

Unstimulated
Whole Saliva

(USWS)

Passive drooling: In this method restrict oral movement and drain
saliva from the lower lip into a plastic vial. [45]

Spitting method: Instruct subject to spit into a collection vial. In
this method 14 times more bacterial contamination is introduced into
the sample.

Stimulated Whole
Saliva (SWS)

For the stimulation of glands, chewing different things like natural
gum, a piece of paraffin wax, citric acids, and powdered drink
crystals have been used.

[46,47]

Parotid Gland

Method introduced by Carlson and Crittenden (1910). In this method
a double chambered metallic cup with two outlet tubes is used. One
end holds the cup in place using vacuum suction. The second half acts
as a collection vehicle for saliva. Specimen collection can be enhanced
by smearing citric acid (10%; 1 mL) on the dorsum of tongue every 30
s. Discard the first 1.5 mL of saliva prior to sample collection.

[48]

Submandibular/
Sublingual Gland

Truelove, Bixler, and Merrit (1967) used a “V”-shaped collector. This
method is similar to that for parotid gland collection, but in this case
the initial 2 mL is discarded.

[49]

Minor Glands Kutscher et al. (1967) used capillary tubes for collecting saliva from
minor glands located at the everted surface of the lower lips. [50]

By way of examples of some studies, Gröschl et al. [51] evaluated steroids, peptides, and
therapeutic drugs from saliva samples using the Salivette® device (Sarstedt, Nümbrecht, Germany,
Figure 2A), Quantisal® (Immunalysis, Pomona, CA, USA, Figure 2B), and SCS® (Greiner-BioOne,
Kremsmünster, Austria, Figure 2C) devices and concluded that immediate processing of the sample is
important to avoid errors in the study due to sample instability issues. The authors of this study also
commented on the adsorption behavior of saliva on various devices, which could negatively impact
sample integrity [51].
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A separate group of researchers used the Salimetrics® Oral Swab (SOS), Salivette® (cotton
and synthetic devices, Sarstedt), and Greiner Bio-One Saliva Collection Devices (GBO SCS®) in a
study analyzing salivary C-reactive protein (CRP), IgE, and myoglobin levels in healthy participants.
Depending upon the collection method used, significant differences in analyte levels were observed [52].
These findings suggest a requirement for suitable devices that provide accurate analyte levels that
correlate with levels observed in “gold standard” technologies, particularly passive drool.

Speicher et al., performed an experiment on oral fluids to detect DNA viruses using the DNA
Genotek OMNIgene™ DISCOVER kit, and concluded that the kit is suitable for collection, long term
storage, and genomic assays [53]. These are just a few of the significant number of studies that have
been performed on saliva specimens [53–57].

Newer devices on the market “mimic” whole saliva collection using passive drool. These
devices, which includes the Super‚SAL™ (Figure 3A) and Versi‚SAL® (Figure 3B) technologies
(Oasis Diagnostics® Corporation, Vancouver, WA, USA), use inert absorbent materials as the collection
media that effectively release analytes from the pad, in contrast to cotton based collection methods that
are reported to cause interference with certain biomarkers in saliva [51,54]. In addition, these newer
devices provide a standardized specimen, resulting in more consistent sample uniformity. The sample
obtained from either of these devices is a neat sample, meaning that there are no buffers required to
dilute the specimen. In the case of earlier devices (OraSure, Saliva-Sampler®), a buffer is included and,
in some cases, there is a requirement to centrifuge the sample before processing. In the case of the
neat sample collected by the Super‚SAL™ and Versi‚SAL® Devices, the sample can be immediately
tested without any additional manipulation steps. Super‚SAL™ and Versi‚SAL® also incorporate a
Sample Volume Adequacy Indicator (SVAI) that provides a visual indication of when sample collection
is complete. In the case of the Saliva-Sampler® device, this also has an SVAI, but in the case of devices
such as the OraSure®, Salivette®, and SOS Devices, there is no means of determining sample adequacy.
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and (B) Versi‚SAL®.

Most devices mentioned in this manuscript collect a minimum of 0.5 mL of saliva and the same
is true for the newer devices. The typical yields of whole saliva from Super‚SAL™ and Versi‚SAL®

are 1.0 and 1.2 mL, respectively. The quality of the saliva obtained is much higher than passive drool,
since in the case of these devices, the absorbent pad material used to collect the saliva specimen also
acts as a filter to remove large mucinous material that can cause downstream assay interferences.

These devices (Figure 3A,B) have been used successfully to collect hormones [58], proteins, and
biomarkers potentially useful in the diagnosis of Parkinson’s disease [54] as well as infectious agents
including the Ebola virus [59] and Lassa fever. In the current situation, where there are multiple global
epidemics caused by different viruses (e.g., Ebola, Dengue fever, and Zika virus); these devices for
accurate and standardized saliva collection can play a role in the early diagnosis of viral diseases that
can save many lives. On 1 February 2016, the World Health Organizations (WHO) declared a global
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emergency for Zika virus in an attempt to limit the spread of the lethal virus. Later in 2016, there will
be a mass gathering at the Olympic Games in Brazil Olympics, a country where the Zika virus is a
significant issue. In addition, venues such as Ummrah, and the Hajj in Saudi Arabia, where multiple
gatherings converge, may be ideal venues to implement screening for the Zika virus through simple
and effective saliva sampling and subsequent screening of visitors for the fatal virus. It is important to
design new strategies to reduce the spread of Zika virus (ZKV) and other virulent diseases in order to
keep our population safe and saliva is the ideal specimen to be used in these situations [60]. The critical
thing is that the latest generation of devices provide a standardized sample of saliva, representative of
whole mouth saliva.

4. Conclusions

Over the last few years, the importance of saliva has grown rapidly for both research and clinical
applications. This is due to a number of advantages that saliva offers, particularly non-invasive
sampling, higher patient compliance, easy, simple collection, and cost, among others. Salivary
diagnostics are already available for nucleic acid testing, drugs of abuse monitoring, and general
wellness testing among others, and assays are very close to market for targets in the Sjögren’s syndrome
area looking at various proteins. In addition, clinical tests using mass spectrometry for steroid
hormones (e.g., cortisol and testosterone) are already performed on saliva specimens in significant
volumes in the large reference laboratories in the United States.

We believe that in the near future, salivary proteomics will be used synergistically for protein
analysis as with other bodily fluids such as nipple aspirate, urine, blood, cerebrospinal fluid (CSF),
and tears. Recent advances, particularly in the standardization of collection of specimens using saliva
collection devices, have made it easy for safe, simple, and non-invasive collection of samples from
patients. We believe that in the next decade salivary proteomics will become an even more valuable
tool for the prediction and diagnosis of oral, as well as systemic diseases, due to the availability of
highly effective saliva collection devices, adding further value to the role that salivary diagnostics
plays in delivering patient-centric healthcare.

Acknowledgments: Authors are very much thankful to Oasis Diagnostics, USA for technical data support.

Author Contributions: Zohaib Khurshid wrote the majority of this manuscript and carried out the literature
search; Sana Zohaib constructed the tables and formatted the images; Shariq Najeeb and Muhammad Sohail Zafar
carried out the literature search and proofread this review; Paul D. Slowey and Khalid Almas did critical review
of the whole manuscript.

Conflicts of Interest: Paul D. Slowey is the CEO of Oasis Diagnostics ® Corporation, a manufacturer of tools for
standardized saliva collection.

References

1. Su, S.-B.; Chuen, T.; Poon, W.; Thongboonkerd, V. Human Body Fluid. BioMed Res. Int. 2013, 2013, 2–4.
[CrossRef] [PubMed]

2. Gstaiger, M.; Aebersold, R. Applying mass spectrometry-based proteomics to genetics, genomics and
network biology. Nat. Rev. Genet. 2009, 10, 617–627. [CrossRef] [PubMed]

3. Horgan, R.; Kenny, L. “Omic”technologies: Genomics, transcriptomics, proteomics and metabolomics.
Obstet. Gynaecol. 2011, 13, 189–195. [CrossRef]

4. Ai, J.; Smith, B.; Wong, D.T. Saliva ontology: An ontology-based framework for a Salivaomics Knowledge
Base. BMC Bioinform. 2010, 11. [CrossRef] [PubMed]

5. Viet, C.T.; Schmidt, B.L. Methylation array analysis of preoperative and postoperative saliva DNA in oral
cancer patients. Cancer Epidemiol. Biomark. Prev. 2008, 17, 3603–3611. [CrossRef] [PubMed]

6. Li, Y.; Zhou, X.; John, M.A.R.S.; Wong, D.T.W. RNA profiling of cell-free saliva using microarray technology.
J. Dent. Res. 2004, 83, 199–203. [CrossRef] [PubMed]

http://dx.doi.org/10.1155/2013/918793
http://www.ncbi.nlm.nih.gov/pubmed/24083249
http://dx.doi.org/10.1038/nrg2633
http://www.ncbi.nlm.nih.gov/pubmed/19687803
http://dx.doi.org/10.1576/toag.13.3.189.27672
http://dx.doi.org/10.1186/1471-2105-11-302
http://www.ncbi.nlm.nih.gov/pubmed/20525291
http://dx.doi.org/10.1158/1055-9965.EPI-08-0507
http://www.ncbi.nlm.nih.gov/pubmed/19064577
http://dx.doi.org/10.1177/154405910408300303
http://www.ncbi.nlm.nih.gov/pubmed/14981119


Int. J. Mol. Sci. 2016, 17, 846 8 of 10

7. Zhang, L.; Xiao, H.; Zhou, H.; Santiago, S.; Lee, J.M.; Garon, E.B.; Yang, J.; Brinkmann, O.; Yan, X.;
Akin, D.; et al. Development of transcriptomic biomarker signature in human saliva to detect lung cancer.
Cell. Mol. Life Sci. 2012, 69, 3341–3350. [CrossRef] [PubMed]

8. Yakob, M.; Fuentes, L.; Wang, M.B.; Abemayor, E.; Wong, D.T.W. Salivary biomarkers for detection of
oral squamous cell carcinoma: current state and recent advances. Curr. Oral Health Rep. 2014, 1, 133–141.
[CrossRef] [PubMed]

9. Lee, Y.-H.; Kim, J.H.; Zhou, H.; Kim, B.W.; Wong, D.T. Salivary transcriptomic biomarkers for detection of
ovarian cancer: For serous papillary adenocarcinoma. J. Mol. Med. 2012, 90, 427–434. [CrossRef] [PubMed]

10. Wang, Q.; Gao, P.; Cheng, F.; Wang, X.; Duan, Y. Measurement of salivary metabolite biomarkers for early
monitoring of oral cancer with ultra performance liquid chromatography–mass spectrometry. Talanta 2014,
119, 299–305. [CrossRef] [PubMed]

11. Wang, Q.; Gao, P.; Wang, X.; Duan, Y. Investigation and identification of potential biomarkers in human
saliva for the early diagnosis of oral squamous cell carcinoma. Clin. Chim. Acta 2014, 427, 79–85. [CrossRef]
[PubMed]

12. Sheikh, Z.; Abdallah, M.; Hamdan, N. Barrier Membranes for Periodontal Guided Tissue Regeneration
Applications. In Handbook of Oral Biomaterials; Pan Stanford Publishing: Singapore, 2014; Volume 6,
pp. 605–636.

13. Khurshid, Z.; Zafar, M.S.; Najeeb, S.; Zohaib, S. Human saliva: A future diagnostic tool. Dent. Sci. 2015, 2,
260–265.

14. Khurshid, Z.; Naseem, M.; Sheikh, Z.; Najeeb, S.; Shahab, S.; Zafar, M.S. Oral antimicrobial peptides: Types
and role in the oral cavity. Saudi Pharm. J. 2015. [CrossRef]

15. Zafar, M.S.; Khurshid, Z.; Almas, K. Oral tissue engineering progress and challenges. Tissue Eng. Regen. Med.
2015, 12, 387–397. [CrossRef]

16. Garg, K.; Chandra, S.; Raj, V.; Fareed, W.; Zafar, M. Molecular and genetic aspects of odontogenic tumors:
A review. Iran. J. Basic Med. Sci. 2015, 18, 529–536. [PubMed]

17. Khurshid, Z.; Zohaib, S.; Najeeb, S.; Zafar, M.S.; Rehman, R.; Rehman, I.U. Advances of proteomic sciences
in dentistry. Int. J. Mol. Sci. 2016, 17. [CrossRef] [PubMed]

18. Latterich, M.; Abramovitz, M.; Leyland-Jones, B. Proteomics: New technologies and clinical applications.
Eur. J. Cancer 2008, 44, 2737–2741. [CrossRef] [PubMed]

19. Reymond, M.A. Proteomics of Human Bodyfluids: Principles, Methods, and Applications; Thongboonkerd, V., Ed.;
Springer Science & Business Media: New York, NY, USA, 2008; Volume 2, 286p.

20. Edgar, W.M. Saliva: Its secretion, composition and functions. Br. Dent. J. 1992, 172, 305–312. [CrossRef]
[PubMed]

21. Siqueira, W.L.; Moffa, E.B.; Mussi, M.C.M.; Machado, M.A. Zika virus infection spread through saliva—A
truth or myth? Braz. Oral Res. 2016, 30. [CrossRef] [PubMed]

22. Streckfus, C.F.; Bigler, L.R. Saliva as a diagnostic fluid. Oral Dis. 2002, 8, 69–76. [CrossRef] [PubMed]
23. Punyadeera, C.; Slowey, P.D. Saliva as an emerging biofluid for clinical diagnosis and applications of

MEMS/NEMS in salivary diagnostics. Nanobiomater. Clin. Dent. 2012, 453–473. [CrossRef]
24. Malamud, D. Saliva as a diagnostic fluid. Dent. Clin. N. Am. 2011, 55, 159–178. [CrossRef] [PubMed]
25. Caswell, S.V.; Cortes, N.; Mitchell, K.; Liotta, L.; Petricoin, E.F. Development of Nanoparticle-Enabled Protein

Biomarker Discovery: Implementation for Saliva-Based Traumatic Brain Injury Detection. In Advances in
Salivary Diagnostics; Springer Berlin Heidelberg: Berlin, Germany; Heidelberg, Germany, 2015; pp. 121–129.

26. Farnaud, S.J.C.; Kosti, O.; Getting, S.J.; Renshaw, D. Saliva: Physiology and diagnostic potential in health
and disease. Sci. World J. 2010, 10, 434–456. [CrossRef] [PubMed]

27. Sreebny, L.M. Saliva in health and disease: An appraisal and update. Int. Dent. J. 2000, 50, 140–161.
[CrossRef] [PubMed]

28. Aps, J.K.M.; Martens, L.C. Review: The physiology of saliva and transfer of drugs into saliva. Forensic Sci. Int.
2005, 150, 119–131. [CrossRef] [PubMed]

29. Dodds, M.W.J.; Johnson, D.A.; Yeh, C.-K. Health benefits of saliva: A review. J. Dent. 2005, 33, 223–233.
[CrossRef] [PubMed]

30. Khurshid, Z.; Najeeb, S.; Mali, M.; Moin, S.F.; Raza, S.Q.; Zohaib, S.; Sefat, F.; Zafar, M.S. Histatin peptides:
Pharmacological functions and its applications in dentistry. Saudi Pharm. J. 2016. [CrossRef]

http://dx.doi.org/10.1007/s00018-012-1027-0
http://www.ncbi.nlm.nih.gov/pubmed/22689099
http://dx.doi.org/10.1007/s40496-014-0014-y
http://www.ncbi.nlm.nih.gov/pubmed/24883261
http://dx.doi.org/10.1007/s00109-011-0829-0
http://www.ncbi.nlm.nih.gov/pubmed/22095100
http://dx.doi.org/10.1016/j.talanta.2013.11.008
http://www.ncbi.nlm.nih.gov/pubmed/24401418
http://dx.doi.org/10.1016/j.cca.2013.10.004
http://www.ncbi.nlm.nih.gov/pubmed/24144867
http://dx.doi.org/10.1016/j.jsps.2015.02.015
http://dx.doi.org/10.1007/s13770-015-0030-6
http://www.ncbi.nlm.nih.gov/pubmed/26221475
http://dx.doi.org/10.3390/ijms17050728
http://www.ncbi.nlm.nih.gov/pubmed/27187379
http://dx.doi.org/10.1016/j.ejca.2008.09.007
http://www.ncbi.nlm.nih.gov/pubmed/18977654
http://dx.doi.org/10.1038/sj.bdj.4807861
http://www.ncbi.nlm.nih.gov/pubmed/1591115
http://dx.doi.org/10.1590/1807-3107BOR-2016.vol30.0046
http://www.ncbi.nlm.nih.gov/pubmed/26981761
http://dx.doi.org/10.1034/j.1601-0825.2002.1o834.x
http://www.ncbi.nlm.nih.gov/pubmed/11991307
http://dx.doi.org/10.1016/B978-1-4557-3127-5.00022-2
http://dx.doi.org/10.1016/j.cden.2010.08.004
http://www.ncbi.nlm.nih.gov/pubmed/21094724
http://dx.doi.org/10.1100/tsw.2010.38
http://www.ncbi.nlm.nih.gov/pubmed/20305986
http://dx.doi.org/10.1111/j.1875-595X.2000.tb00554.x
http://www.ncbi.nlm.nih.gov/pubmed/10967766
http://dx.doi.org/10.1016/j.forsciint.2004.10.026
http://www.ncbi.nlm.nih.gov/pubmed/15944052
http://dx.doi.org/10.1016/j.jdent.2004.10.009
http://www.ncbi.nlm.nih.gov/pubmed/15725522
http://dx.doi.org/10.1016/j.jsps.2016.04.027


Int. J. Mol. Sci. 2016, 17, 846 9 of 10

31. Huang, C.-M. Comparative proteomic analysis of human whole saliva. Arch. Oral Biol. 2004, 49, 951–962.
[CrossRef] [PubMed]

32. Amado, F.M.L.; Ferreira, R.P.; Vitorino, R. One decade of salivary proteomics: Current approaches and
outstanding challenges. Clin. Biochem. 2013, 46, 506–517. [CrossRef] [PubMed]

33. Musso, D.; Roche, C.; Nhan, T.-X.; Robin, E.; Teissier, A.; Cao-Lormeau, V.-M. Detection of Zika virus in
saliva. J. Clin. Virol. 2015, 68, 53–55. [CrossRef] [PubMed]

34. Besnard, M.; Lastère, S.; Teissier, A.; Cao-Lormeau, V.; Musso, D. Evidence of perinatal transmission of Zika
virus, French Polynesia, December 2013 and February 2014. Eurosurveillance 2014, 19. [CrossRef]

35. Zhang, Y.; Sun, J.; Lin, C.-C.; Abemayor, E.; Wang, M.B.; Wong, D.T.W. The emerging landscape of salivary
diagnostics. Periodontology 2000 2016, 70, 38–52. [CrossRef] [PubMed]

36. Bassim, C.W.; Ambatipudi, K.S.; Mays, J.W.; Edwards, D.A.; Swatkoski, S.; Fassil, H.; Baird, K.; Gucek, M.;
Melvin, J.E.; Pavletic, S.Z. Quantitative salivary proteomic differences in oral chronic graft-versus-host
disease. J. Clin. Immunol. 2012, 32, 1390–1399. [CrossRef] [PubMed]

37. Khurshid, Z.; Zafar, M.S.; Zohaib, S.; Najeeb, S.; Naseem, M. Green tea (Camellia Sinensis): Chemistry and
oral health. Open Dent. J. 2016, 10. [CrossRef]

38. Aebersold, R.; Mann, M. Mass spectrometry-based proteomics. Nature 2003, 422, 198–207. [CrossRef]
[PubMed]

39. Rangé, H.; Léger, T.; Huchon, C.; Ciangura, C.; Diallo, D.; Poitou, C.; Meilhac, O.; Bouchard, P.; Chaussain, C.
Salivary proteome modifications associated with periodontitis in obese patients. J. Clin. Periodontol. 2012, 39,
799–806. [CrossRef] [PubMed]

40. Huynh, A.H.S.; Veith, P.D.; McGregor, N.R.; Adams, G.G.; Chen, D.; Reynolds, E.C.; Ngo, L.H.; Darby, I.B.
Gingival crevicular fluid proteomes in health, gingivitis and chronic periodontitis. J. Periodontal Res. 2015,
50, 637–649. [CrossRef] [PubMed]

41. Wang, Q.; Yu, Q.; Lin, Q.; Duan, Y. Emerging salivary biomarkers by mass spectrometry. Clin. Chim. Acta
2015, 438, 214–221. [CrossRef] [PubMed]

42. Wainwright, W.W. Human saliva II. A technical procedure for calcium analysis. J. Dent. Res. 1934, 14,
425–434. [CrossRef]

43. Chiappin, S.; Antonelli, G.; Gatti, R.; de Palo, E.F. Saliva specimen: A new laboratory tool for diagnostic and
basic investigation. Clin. Chim. Acta 2007, 383, 30–40. [CrossRef] [PubMed]

44. Henson, B.S.; Wong, D.T. Collection, storage, and processing of saliva samples for downstream molecular
applications. Methods Mol. Biol. 2010, 666, 21–30. [PubMed]

45. Michishige, F.; Kanno, K.; Yoshinaga, S.; Hinode, D.; Takehisa, Y.; Yasuoka, S. Effect of saliva collection
method on the concentration of protein components in saliva. J. Med. Investig. 2006, 53, 140–146. [CrossRef]

46. Gröschl, M.; Rauh, M. Influence of commercial collection devices for saliva on the reliability of salivary
steroids analysis. Steroids 2006, 71, 1097–1100. [CrossRef] [PubMed]

47. Neyraud, E.; Sayd, T.; Morzel, M.; Dransfield, E. Proteomic analysis of human whole and parotid salivas
following stimulation by different tastes. J. Proteome Res. 2006, 5, 2474–2480. [CrossRef] [PubMed]

48. Carlson, A.J.; Crittenden, A.L. The relation of ptyalin concentration to the diet and to the rate of salivary
secretion. Exp. Biol. Med. 1909, 7, 52–54. [CrossRef]

49. Truelove, E.L.; Bixler, D.; Merritt, A.D. Simplified method for collection of pure submandibular saliva in
large volumes. J. Dent. Res. 1967, 46, 1400–1403. [CrossRef] [PubMed]

50. Kutscher, A.H.; Mandel, I.D.; Zegarelli, E.V.; Denning, C.; Eriv, A.; Ruiz, L.; Ellegood, K.; Phalen, J.
A technique for collecting the secretion of minor salivary glands: I. Use of capillary tubes. J. Oral
Ther. Pharmacol. 1967, 3, 391–392. [PubMed]

51. Gröschl, M.; Köhler, H.; Topf, H.-G.; Rupprecht, T.; Rauh, M. Evaluation of saliva collection devices for the
analysis of steroids, peptides and therapeutic drugs. J. Pharm. Biomed. Anal. 2008, 47, 478–486. [CrossRef]
[PubMed]

52. Topkas, E.; Keith, P.; Dimeski, G.; Cooper-White, J.; Punyadeera, C. Evaluation of saliva collection devices
for the analysis of proteins. Clin. Chim. Acta 2012, 413, 1066–1070. [CrossRef] [PubMed]

53. Speicher, D.J.; Wanzala, P.; D’Lima, M.; Johnson, K.E.; Johnson, N.W. Detecting DNA viruses in oral fluids:
Evaluation of collection and storage methods. Diagn. Microbiol. Infect. Dis. 2015, 82, 120–127. [CrossRef]
[PubMed]

http://dx.doi.org/10.1016/j.archoralbio.2004.06.003
http://www.ncbi.nlm.nih.gov/pubmed/15485636
http://dx.doi.org/10.1016/j.clinbiochem.2012.10.024
http://www.ncbi.nlm.nih.gov/pubmed/23103441
http://dx.doi.org/10.1016/j.jcv.2015.04.021
http://www.ncbi.nlm.nih.gov/pubmed/26071336
http://dx.doi.org/10.2807/1560-7917.ES2014.19.13.20751
http://dx.doi.org/10.1111/prd.12099
http://www.ncbi.nlm.nih.gov/pubmed/26662481
http://dx.doi.org/10.1007/s10875-012-9738-4
http://www.ncbi.nlm.nih.gov/pubmed/22806177
http://dx.doi.org/10.2174/1874210601610010166
http://dx.doi.org/10.1038/nature01511
http://www.ncbi.nlm.nih.gov/pubmed/12634793
http://dx.doi.org/10.1111/j.1600-051X.2012.01913.x
http://www.ncbi.nlm.nih.gov/pubmed/22780105
http://dx.doi.org/10.1111/jre.12244
http://www.ncbi.nlm.nih.gov/pubmed/25439677
http://dx.doi.org/10.1016/j.cca.2014.08.037
http://www.ncbi.nlm.nih.gov/pubmed/25195008
http://dx.doi.org/10.1177/00220345340140060101
http://dx.doi.org/10.1016/j.cca.2007.04.011
http://www.ncbi.nlm.nih.gov/pubmed/17512510
http://www.ncbi.nlm.nih.gov/pubmed/20717775
http://dx.doi.org/10.2152/jmi.53.140
http://dx.doi.org/10.1016/j.steroids.2006.09.007
http://www.ncbi.nlm.nih.gov/pubmed/17070563
http://dx.doi.org/10.1021/pr060189z
http://www.ncbi.nlm.nih.gov/pubmed/16944961
http://dx.doi.org/10.3181/00379727-7-33
http://dx.doi.org/10.1177/00220345670460064301
http://www.ncbi.nlm.nih.gov/pubmed/5234911
http://www.ncbi.nlm.nih.gov/pubmed/6028802
http://dx.doi.org/10.1016/j.jpba.2008.01.033
http://www.ncbi.nlm.nih.gov/pubmed/18325706
http://dx.doi.org/10.1016/j.cca.2012.02.020
http://www.ncbi.nlm.nih.gov/pubmed/22405932
http://dx.doi.org/10.1016/j.diagmicrobio.2015.02.013
http://www.ncbi.nlm.nih.gov/pubmed/25801777


Int. J. Mol. Sci. 2016, 17, 846 10 of 10

54. Slowey, P.; Miocevic, O.; Buck, R.; Laughlin, M.; Shirtcliff, E.A.; Rai, B. Salivary Biomarkers for Parkinson’s
Disease: Statistical Analysis for Panel Selection. In Proceedings of the Second North American Saliva
Symposium, Seattle, WA, USA, 5 December 2015.

55. Sorsa, T.; Gursoy, U.K.; Nwhator, S.; Hernandez, M.; Tervahartiala, T.; Leppilahti, J.; Gursoy, M.; Könönen, E.;
Emingil, G.; Pussinen, P.J.; et al. Analysis of matrix metalloproteinases, especially MMP-8, in gingival
creviclular fluid, mouthrinse and saliva for monitoring periodontal diseases. Periodontol. 2000 2016, 70,
142–163. [CrossRef] [PubMed]

56. Streckfus, C.F. Advances in Salivary Diagnostics; Springer Berlin Heidelberg: Berlin, Germany; Heidelberg,
Germany, 2015.

57. Mohamed, R.; Campbell, J.-L.; Cooper-White, J.; Dimeski, G.; Punyadeera, C. The impact of saliva collection
and processing methods on CRP, IgE, and Myoglobin immunoassays. Clin. Transl. Med. 2012, 1, 19.
[CrossRef] [PubMed]

58. Shirtcliff, E.A.; Buck, R.L.; Laughlin, M.J.; Hart, T.; Cole, C.R.; Slowey, P.D. Salivary cortisol results obtainable
within minutes of sample collection correspond with traditional immunoassays. Clin. Ther. 2015, 37, 505–514.
[CrossRef] [PubMed]

59. Broadhurst, M.J.; Kelly, J.D.; Miller, A.; Semper, A.; Bailey, D.; Groppelli, E.; Simpson, A.; Brooks, T.; Hula, S.;
Nyoni, W.; et al. ReEBOV antigen rapid test kit for point-of-care and laboratory-based testing for ebola virus
disease: A field validation study. Lancet 2015, 386. [CrossRef]

60. Elachola, H.; Gozzer, E.; Zhuo, J.; Memish, Z.A. A crucial time for public health preparedness: Zika virus
and the 2016 Olympics, Umrah, and Hajj. Lancet 2016, 387, 630–632. [CrossRef]

© 2016 by the authors; licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC-BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.1111/prd.12101
http://www.ncbi.nlm.nih.gov/pubmed/26662488
http://dx.doi.org/10.1186/2001-1326-1-19
http://www.ncbi.nlm.nih.gov/pubmed/23369566
http://dx.doi.org/10.1016/j.clinthera.2015.02.014
http://www.ncbi.nlm.nih.gov/pubmed/25773457
http://dx.doi.org/10.1016/S0140-6736(15)61042-X
http://dx.doi.org/10.1016/S0140-6736(16)00274-9
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/

	Introduction
	Human Salivary Proteomics
	Human Saliva Collection Devices
	Conclusions

