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Abstract: The introduction of Pseudogymnoascus destructans (Pd) to North America, agent of
white-nose syndrome in hibernating bats, has increased interest in fungi from underground habitats.
While bats are assumed to be the main vector transmitting Pd cave-to-cave, the role of other fauna
is unexplored. We documented the fungi associated with over-wintering arthropods in Pd-positive
hibernacula, including sites where bats had been recently extirpated or near-extirpated, to determine
if arthropods carried Pd, and to compare fungal assemblages on arthropods to bats. We isolated 87
fungal taxa in 64 genera from arthropods. Viable Pd was cultured from 15.3% of arthropods, most
frequently from harvestmen (Nelima elegans). Fungal assemblages on arthropods were similar to those
on bats. The different fungal assemblages documented among arthropods may be due to divergent
patterns of movement, aggregation, feeding, or other factors. While it is unlikely that arthropods play
a major role in the transmission dynamics of Pd, we demonstrate that arthropods may carry viable
Pd spores and therefore have the potential to transport Pd, either naturally or anthropogenically,
within or among hibernacula. This underlines the need for those entering hibernacula to observe
decontamination procedures and for such procedures to evolve as our understanding of potential
mechanisms of Pd dispersal improve.

Keywords: Pseudogymnoascus destructans; cave fungi; Meta ovalis; Nelima elegans; Scoliopteryx libatrix;
Exechiopsis sp.; Anatella sp.; entomopathogens; white-nose syndrome decontamination

1. Introduction

The introduction of Pseudogymnoascus destructans (Pd) to North America, the cause of the fatal
disease white-nose syndrome (WNS) in hibernating bats [1], has prompted increased interest in fungi
from underground habitats such as caves and mines. WNS has rapidly spread through the eastern
United States and Canada, killing >6.7 million bats (an estimate made in 2012) since it was first
reported in 2006 in Albany, New York [2]. It is thought that bats are the main vector transmitting
Pd cave-to-cave within North America [3], but the possible role of other fauna as vectors is largely
unexplored. Using culture-independent methods, Lucan, et al. [4] found that the external surface of
wing mites (Spinturnix myoti; removed from Pd-positive Myotis myotis) were Pd-positive (n = 33 mites,
100% positive). Since S. myoti are known to switch hosts, Lucan, et al. [4] suggest that bat ectoparasites
may play a role in the transmission dynamics of Pd. Raudabaugh and Miller [5] found that Pd grew on
autoclaved Migratory Locust (Locusta migratoria) in the lab, but it is unclear if Pd can compete with
the native microflora present on arthropods under field conditions. Additionally, some arthropods in
caves are known to produce anti-microbial substances that prevent fungal infection [6]. The microflora
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on arthropods in caves may differ from that found on bats, and this may also impact the ability of Pd
to propagate.

The fungi associated with arthropods in caves are relatively well studied compared to other
cave fauna; a recent review of fungi in caves listed 201 species of fungi in 89 genera isolated from
arthropods, most of which were ascomycetes and zygomycetes [7]. Most studies of fungi on arthropods
in caves focus on entomopathogenic fungi [7–9], which can reduce populations of cave arthropods.
For example Tolypocladium sp. occasionally reduces glowworm (Arachnocampa luminosa) populations in
a New Zealand show cave [10], and the phenomenon of “cricket marshmallows” (Beauveria caledonica
colonizing Hadenoecus spp.) is well known in caves in the United States [11]. Conversely, arthropods
consume fungi in caves [12], and may play a role in regulating numbers of cave microfungi [13].

Arthropods may introduce fungi into caves by transporting spores both externally and internally.
Cave Crickets (Ceuthophilus gracilipes gracilipes) are believed to be vectors for dictyostelid cellular slime
molds into and within caves [14]. Entomopathogenic fungal spores can be transmitted among and
between insect species, or be acquired from the cave environment [15,16], similar to the hypothesized
transmission dynamics for Pd [17]. In caves with limited air flow and no rainfall, arthropods
may be disproportionally important as spore dispersers. Dickson [18] noted that populations
of invertebrates were positively correlated with populations of fungi in Virginia cave sediments.
Arthropod exoskeletons possess hairs and crevices that promote spore adherence, and some species
of fungi have adaptations for arthropod dispersal, such as spores in sticky drops at the tip of fungal
fruiting structures [19]. Outside caves, arthropods are known to be important vectors of fungi that
cause plant diseases, such as Dutch Elm disease, transporting viable spores both externally and
internally [20].

Fungi associated with hibernating bats in New Brunswick, Canada (Myotis lucifugus, M.
septentrionalis, and Perimyotis subflavus) have been documented over several years [21,22]. WNS
was first observed in New Brunswick in March 2011, leading to mass mortality of the hibernating bat
population [23]. A diverse assemblage of arthropods have been documented from caves in eastern
Canada [24,25], where Pd is now widespread. Our objectives in the study reported here were to:
(1) determine if viable Pd can be cultured from arthropods present in Pd-positive mines/caves during
the period when bats are hibernating; (2) compare the fungal assemblage from different species of
arthropods among mines/caves; and (3) compare the fungal assemblage on arthropods to that found
on bats at the same underground sites.

2. Materials and Methods

2.1. Field Collections

We sampled arthropods in four Pd-positive bat hibernacula in New Brunswick: Glebe Mine
(abandoned manganese mine) and Dorchester Mine (abandoned copper mine) in March/April
2012–2014, and Markhamville Mine (abandoned manganese mine) and Dallings Cave (limestone) in
April 2013. Locations of sites can be found in Vanderwolf, et al. [26]. The number of bats present
at individual sites were counted during each sampling trip. Visible Pd-growth had been observed
on hibernating Myotis lucifugus and M. septentrionalis in Glebe Mine and Dorchester Mine prior to
arthropod sampling in 2012, and in Markhamville Mine and Dallings Cave prior to 2013. Pd/WNS
presence was also confirmed on bats at all sites from samples submitted to the Canadian Wildlife
Health Co-operative. Hibernating bats were present during all sampling periods, except in Dorchester
Mine in 2013 and Glebe Mine in 2014. Arthropods were sampled ~10–50 m from the entrance of each
study site. The mean (˘ SD) temperature during winter (November 13, 2009 to April 30, 2010) at
hibernacula entrances was as follows: Dallings Cave 3.47 ˘ 2.20 ˝C, Glebe Mine 1.65 ˘ 1.90 ˝C, and
Markhamville Mine 1.59 ˘ 1.47 ˝C [26]. Dorchester Mine was not studied in 2010. Temperature logger
iButtons (model DS1921G, Maxim Integrated Products, Inc., Sunnyvale, CA, USA) were placed in
sites and set to record air temperature twice a day (at 0230 and 1430). Two iButtons were deployed
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within each cave: one in the entrance-twilight zone and the second in the dark zone. A third ibutton
was placed above ground at chest height 50–200 m from each hibernaculum entrance. Generally, we
sampled arthropods in the same area temperature was recorded, but some sampling also occurred
deeper in hibernacula where the temperature was several degrees warmer and more stable than at
entrances. We followed the protocol of the United States Fish and Wildlife Service [27] for minimizing
the spread of WNS during all visits to caves.

We sampled 17 Cave Orb Weavers (Meta ovalis Gertsch 1933), 15 harvestmen (Nelima elegans
Weed 1889), 17 Herald Moths (Scoliopteryx libatrix Linnaeus 1758), and >46 fungus gnats (Exechiopsis sp.
with a few Anatella sp.). Figure 1 shows the three larger arthropod species sampled, with Nelima elegans
individuals in a “loose aggregation” as defined by Holmberg, et al. [28]. Fungus gnats were identified
using Vockeroth [29]. Only adult arthropods were sampled. Other arthropods observed at our study
sites, including crickets (Ceuthophilus spp.), woodlice (Oniscus asellus), larger dipterans, crane flies
(Tipulidae), and Tissue Moths (Triphosa haesitata), were too rare during the study period to provide
sufficient sample sizes.
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Figure 1. Principal arthropod species in New Brunswick bat hibernacula from which fungi were
cultured. (A) Meta ovalis; (B) Nelima elegans in loose aggregation; (C) Scoliopteryx libatrix.

We inoculated two petri plates per individual M. ovalis, N. elegans, and S. libatrix; one plate
with dextrose-peptone-yeast extract agar (DPYA) [30] and the other with Sabouraud-dextrose agar
(SAB), both of which were infused with the antibiotics chlortetracycline (30 mg/L) and streptomycin
(30 mg/L). These media were previously used to culture fungi from hibernating bats in New
Brunswick [21,22]. Pre-poured petri plates were used to directly capture M. ovalis, N. elegans, and
S. libatrix from cave walls onto the hardened agar surface, so no individual was handled. Each
individual was encouraged to move across the agar surface for ~2 min, during which we ensured
that the abdomen touched the agar at least once, before being gently shaken into the next petri dish.
Arthropods were then released back onto the cave wall. The media type inoculated first was alternated
for each individual arthropod. We captured Exechiopsis/Anatella sp. with tweezers sterilized in 95%
ethanol and embedded 2–3 individuals directly into the agar surface per plate while in the cave, using
equal numbers of both media types. Unlike other arthropods sampled, Exechiopsis/Anatella sp. were
not removed from the petri plates. All plates were sealed in situ with parafilm.

2.2. Laboratory Methods

In the laboratory, samples were incubated in a low-temperature incubator (Model 2015, VWR
International, Mississauga, ON, Canada) in the manner reported previously (inverted, in the dark
at 7 ˝C) for studies of fungi associated with bats hibernating at the same sites [21,22]. Samples were
monitored over 4 months until either no new cultures had appeared for 3 weeks on a plate, or plates
had become overgrown with hyphae. Once fungi began growing on plates, each distinct colony was
sub-cultured to a new plate. DPYA without oxgall and sodium propionate was used for maintaining
pure cultures.
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Identifications were accomplished by comparing the micro- and macro-morphological
characteristics of microfungi to those traits appearing in the taxonomic literature and compendia [31,32].
Identifications were also made by comparison to an existing reference collection of fungal cultures
from Myotis lucifugus and M. septentrionalis that were previously identified in 2010 using a mix of
sequencing and morphological features [21]. Identifications of Pd were confirmed by sequencing
as part of other studies ([33] for 2012 samples; [34] for 2012, 2013, and 2014 samples). Permanent
cultures are housed in the University of Alberta Microfungus Collection and Herbarium (UAMH
11726-11728), and desiccant-dried samples are in the New Brunswick Museum (NBM# F-04966–05026,
05028–05038, 05144–05150, 05156–05160, 05162, 05170–05173, 05175, 05177–05182, 05184–05198;
05351–05358, 05360–05362, 05371–05393, 05401, 05426–05427, 05435–05454, 05559, 05627, 05639–05640).
We totaled the number of fungal taxa per individual arthropod specimen, and determined the number
of individuals of each arthropod species that each fungal taxon was identified from.

2.3. Statistical Analysis

The number of fungal taxa/individual arthropod were square root transformed and compared
amongst sites, years, and arthropod species with a general linear model and Tukey post-hoc tests.
Using previously assembled data on fungi from over-wintering bats (Myotis lucifugus, M. septentrionalis,
and Perimyotis subflavus) in Glebe Mine [21,22], the number of fungal taxa/individual were square
root transformed and compared amongst arthropod and bat species from Glebe Mine using a 1-way
ANOVA with a Tukey post-hoc test. The number of times each fungal taxon was isolated was compared
amongst arthropod species with a Kruskal-Wallis test. The number of fungal taxa obtained from the
first plate inoculated was compared to the second plate for N. elegans, M. ovalis, and S. libatrix using a
paired t-test after the data were square root transformed. A Mann-Whitney test was used to compare
the number of fungal taxa obtained per plate for DPYA versus SAB. All statistical analysis were
performed using Minitab (Minitab Inc., State College, PA, USA).

3. Results

Fungi were cultured from 71 of 72 arthropods sampled (counting each plate of
Exechiopsis/Anatella sp. as an individual) and from 114 of 119 (95.8%) field-inoculated plates. This
produced a total of 559 isolates. One N. elegans escaped before the second plate could be completed.
A mean of 6.6 ˘ 3.8 fungal taxa were isolated from each arthropod (Table 1). The mean number of
fungal taxa/individual arthropod was not significantly different across years (F2,71 = 2.24, p = 0.115),
but was significantly higher on Nelima elegans and Scoliopteryx libatrix when compared to Meta ovalis and
Exechiopsis/Anatella sp. (F3,71 = 17.98, p < 0.001, Table 1). The mean number of fungal taxa/individual
arthropod was significantly higher in Glebe Mine when compared to the other three sites (F3,71 = 12.21,
p < 0.001). Within Glebe Mine, the mean number of fungal taxa/individual was significantly higher on
N. elegans when compared to Myotis lucifugus, Meta ovalis, and Exechiopsis/Anatella sp., and significantly
lower on Exechiopsis/Anatella sp. compared to Perimyotis subflavus (F6,48 = 5.10, p = 0.001; Table 1).

During this study, 87 fungal taxa in 64 genera plus 20 sterile fungal morphs were isolated from
four arthropod species (Table 2). Thirty-seven (42.5%) of the 87 fungal taxa were isolated from a
single individual arthropod each. Thirty-one fungal taxa were isolated from Exechiopsis/Anatella sp.
(n = ~46 individuals, 23 plates), 33 from M. ovalis (n = 17 individuals, 34 plates), 46 from S. libatrix
(n = 17 individuals, 34 plates), and 53 from N. elegans (n = 15 individuals; 29 plates). Viable Pd
was cultured from 15.3% of arthropods (n = 72), with 26.7% of N. elegans, 17.7% of M. ovalis, 17.4%
of Exechiopsis/Anatella sp., and 0% of S. libatrix Pd-positive (Table 2). Pd was isolated from 16.0%
of arthropods in 2012 (n = 25), 27.3% in 2013 (n = 22), and 4.2% in 2014 (n = 24; Table 3). These
figures do not show consistent trends with the number of hibernating bats present during sampling
or year-to-year temperature variation (Table 3). We did culture viable Pd from some arthropods in
hibernacula from which bats had been extirpated or near-extirpated in the years prior to sampling.
The most common fungal taxa were Cladosporium spp. (isolated from 52.8% of arthropods; n = 72),
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Penicillium spp. (45.8%), Mortierella spp. (38.9%), Verticillium sp. cf. Gabarnaudia (36.1%), Acremonium
spp. (33.3%), Mucor spp. (31.9%), Cephalotrichum stemonitis (29.2%), and Leuconeurospora polypaeciloides
(29.2%). The number of times each fungal taxon was isolated from arthropods was significantly
different among arthropod species (H3,347 = 12.55, P = 0.006). However, when fungal taxa that occurred
ď3 times were excluded, the difference was not significant (H3,115 = 5.02, P = 0.17). Therefore, common
fungal taxa occurred at similar frequencies on all four arthropod species, while uncommon fungi
differed amongst arthropod species. Some fungi appeared to be associated with specific arthropod
species more often than others, such as Botrytis sp., Fusarium sp., and Phoma sp. on S. libatrix and
Acrodontium spp. on N. elegans (Table 2). The lack of Cladosporium spp. on M. ovalis is also notable.
Visible fungal growth on arthropods was not observed during our sampling period.

Table 1. The mean number (˘ standard deviation) of fungal taxa per individual arthropod (per plate
for Exechiopsis/Anatella sp.) over three years in three mines and one cave in New Brunswick, Canada.

Arthropod & Bat
Species Glebe Mine Dorchester Mine Markhamville

Mine Dallings Cave All sites Range

Meta ovalis 7.0 ˘ 1.9 (8) BC 2.8 ˘ 2.2 (9) ND ND 4.76 ˘ 2.95 (17) * 0–10
Scoliopteryx libatrix 9.7 ˘ 4.3 (6) ABC 8.4 ˘ 2.5 (5) 6.0 ˘ 1.4 (2) 6.5 ˘ 4.2 (4) 8.12 ˘ 3.59 (17) & 2–15

Nelima elegans 13.6 ˘ 3.0 (5) A 8.3 ˘ 3.1 (9) 7 (1) ND 10.00 ˘ 3.89 (15) & 4–18
Exechiopsis/Anatella sp. 5.8 ˘ 1.8 (11) C 3.3 ˘ 1.2 (11) ND ND 4.55 ˘ 1.97 (23) * 1–9

Perimyotis subflavus 10.2 ˘ 2.2 (9) AB ND ND ND ND 7–14
Myotis lucifugus 7.7 ˘ 3.7 (6) BC ND ND ND ND 2–12

Myotis septentrionalis 9.3 ˘ 4.0 (4) ABC ND ND ND ND 6–15
All arthropod species 8.2 ˘ 3.8 (30) 5.2 ˘ 3.4 (34) 6.3 ˘ 1.2 (3) 6.5 ˘ 4.2 (4) 6.61 ˘ 3.78 (72) 0–18

The number of arthropods sampled are in parentheses. Means from Glebe Mine that do not share a letter are
significantly different (p < 0.001). Pooled means from all sites with different symbols (*, &) are significantly
different from each other (p < 0.001). The range is the number of fungal taxa per individual (per plate for
Exechiopsis/Anatella sp.) across all sites. Data from Myotis lucifugus, M. septentrionalis, and Perimyotis subflavus
taken from Vanderwolf, et al. [21,22] are included for comparison. ND = no data.

Table 2. Fungal taxa isolated from the external surface of over-wintering arthropods in caves and
mines in New Brunswick, Canada over three years (2012–2014). Column figures indicate the number
of individuals (plates for Exechiopsis/Anatella sp.) culturing positive for each fungal taxon. Gl = Glebe
Mine, Do = Dorchester Mine, Ma = Markhamville Mine, and Da = Dallings Cave.

Fungal Taxon
Meta ovalis Scoliopteryx libatrix Nelima elegans Exechiopsis/

Anatella sp.

Gl Do Gl Do Ma Da Gl Do Ma Gl Do all

Ascomycota

Acremonium sp. 2 0 3 4 0 1 3 6 0 4 1 24
Acremonium sp. (hyaline) 0 0 0 0 0 0 0 1 0 0 0 1
Acrodontium spp. 0 0 1 0 0 0 4 9 0 0 2 16
Alternaria sp. 0 0 1 0 0 0 0 0 0 0 0 1
Aureobasidium sp. 0 0 0 0 0 0 0 1 0 0 0 1
A. pullulans (De Bary) G. Arnaud ex Cif.,
Ribaldi & Corte 0 0 1 0 0 0 0 0 0 0 0 1

Beauveria bassiana (Bals.-Criv.) Vuill. 0 0 0 0 0 0 0 0 0 0 2 2
Beauveria sp. (penicillate) 0 0 1 0 0 0 0 0 0 0 0 1
Botrytis sp. 0 0 3 3 1 1 0 1 0 0 0 9
Cephalotrichum stemonitis (Pers.) Link 8 0 1 1 0 0 2 0 1 8 0 21
Chaetomidium sp. 0 0 0 0 0 0 0 1 0 0 0 1
Cladosporium sp. 0 0 6 5 2 4 5 4 1 4 7 38
C. cladosporioides complex (Fresen.) G.A.
de Vries 0 0 0 0 0 1 0 0 0 0 0 1

cf. Conioscypha sp. 0 1 0 0 0 0 0 0 0 0 0 1
cf. Cylindrocarpon sp. 0 0 0 1 0 0 0 0 0 0 0 1
Dactylella sp. 1 0 0 0 0 0 0 0 0 0 0 1
Dendryphiella sp. 0 1 0 0 0 0 0 0 0 0 0 1
Exophiala sp. 0 0 1 0 0 1 0 1 0 0 0 3
Fusarium sp. 0 0 2 1 0 2 0 0 0 0 0 5
Fusicladium cf. carpophilum (Thum.) Oudem 1 0 0 0 0 0 0 0 0 0 0 1
Hormonema sp. 0 0 2 0 0 0 1 0 0 0 0 3
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Table 2. Cont.

Fungal Taxon
Meta ovalis Scoliopteryx libatrix Nelima elegans Exechiopsis/

Anatella sp.

Gl Do Gl Do Ma Da Gl Do Ma Gl Do all

Ascomycota

Humicula cf. UAMH 11595 2 1 1 0 2 0 2 0 1 3 1 13
Hyalodendriella sp. 0 0 0 0 0 0 1 0 0 0 0 1
Isaria farinosa (Holmsk.) Fr. 0 0 1 2 0 0 0 0 0 0 0 3
Lecanicillium sp. 0 0 0 0 0 0 0 0 0 0 2 2
L. muscarium (Petch) Zare & W. Gams 0 0 1 0 0 0 0 1 0 0 0 2
Leuconeurospora capsici (J.F.H. Beyma)
Malloch, Sigler & Hambleton 0 0 0 0 0 1 0 0 0 3 1 5

L. cf. pulcherrima (G. Winter) Malloch & Cain 0 0 0 0 0 0 0 1 0 0 0 1
L. polypaeciloides Malloch, Sigler &
Hambleton 4 1 1 0 1 0 4 1 1 7 1 21

Malbranchea sp. 1 0 0 0 0 0 0 0 0 0 0 1
Mammaria sp. 0 0 0 0 0 0 0 0 0 1 0 1
Microascus sp. 1 0 0 0 0 0 0 0 0 0 0 1
M. caviariformis Malloch & Hubart 0 0 0 0 0 0 0 0 0 0 1 1
M. cf. giganteus Malloch 1 0 1 0 0 0 1 0 0 0 0 3
Monodictys sp. 0 0 0 0 0 0 1 0 0 0 0 1
Myceliophthora sp. 1 0 0 0 0 0 1 0 0 0 0 2
Oidiodendron sp. 0 0 0 0 0 0 0 0 0 1 0 1
O. truncatum G.L. Barron 1 1 1 0 0 0 0 2 0 0 0 5
Paecilomyces sp. 0 0 0 2 0 0 1 0 0 0 0 3
P. inflatus (Burnside) J.W. Carmich. 0 0 0 0 0 0 0 3 0 0 0 3
cf. Penicillifer sp. 0 0 0 0 0 0 1 0 0 0 0 1
Penicillium sp. 4 2 3 4 0 2 2 5 0 5 2 29
P. cf. brevicompactum Dierckx 0 0 0 0 1 0 0 0 0 0 0 1
P. cf. decumbens Thom 0 0 0 0 0 0 1 0 0 0 0 1
P. cf. soppii K.M. Zalessky 0 0 0 0 0 1 0 0 0 0 0 1
P. cf. thomii Maire 0 0 2 1 0 0 3 0 0 0 1 7
Phaeotrichum hystricinum Cain & M.E. Barr 1 0 0 0 0 0 1 0 0 1 1 4
Phialemonium sp. 0 0 0 0 0 0 0 1 0 0 0 1
Phoma sp. 0 0 4 3 2 2 2 0 0 0 0 13
Preussia sp. 2 0 0 0 0 0 1 0 0 1 0 4
Pseudogymnoascus destructans (Blehert &
Gargas) Minnis & D.L. Lindner 1 2 0 0 0 0 0 4 0 4 0 11

P. pannorum (Link) Minnis & D.L.
Lindner senso lato 5 1 1 2 0 2 4 0 0 3 2 20

Sarocladium strictum (W. Gams) Summerbell 0 0 1 0 0 0 0 0 0 0 0 1
Scopulariopsis sp. 0 0 0 0 0 1 0 1 0 0 0 2
Simplicillium sp. 0 0 1 2 0 0 1 1 0 0 0 5
Stachybotrys sp. 0 0 0 0 0 0 0 0 0 0 1 1
sterile 1 4 3 2 0 1 2 4 0 1 2 20
Streptomyces sp. 0 0 0 0 0 0 0 0 0 0 1 1
Thelebolus sp. 1 0 0 0 0 0 0 0 0 0 0 1
Thelebolus crustaceus (Fuckel) Kimbr. 0 0 0 0 0 0 1 0 1 0 0 2
Thysanophora sp. 0 0 1 0 0 0 0 0 0 0 0 1
T. penicilliodes (Roum.) W.B. Kendr. 0 2 1 0 0 0 2 4 0 1 1 11
Tolypocladium cf. cylindrosporum W. Gams 0 0 0 0 0 0 1 0 0 0 0 1
T. inflatum W. Gams 1 0 0 0 0 0 0 1 0 0 1 3
Trichoderma sp. 0 0 0 0 0 1 0 1 0 0 0 2
Trichosporiella sp. 0 0 0 0 0 0 1 1 0 1 0 3
Verticillium sp. 0 0 0 2 0 1 1 1 0 0 0 5
Verticillium cf. alboatrum Reinke & Berthold 0 0 1 1 0 0 0 0 0 0 0 2
Verticillium sp. (cf. Gabarnaudia) 4 6 1 1 0 0 2 7 0 4 1 26
Wardomyces sp. 0 0 0 0 0 0 0 0 0 1 0 1
W. cf. columbinus (Demelius) Hennebert 0 0 0 0 0 0 0 0 0 1 0 1
W. humicola Hennebert & G.L. Barron 1 0 0 0 0 0 0 0 0 0 0 1
W. inflatus (Marchal) Hennebert 1 0 0 0 0 0 2 0 0 2 0 5
Zopfiella pleuropora Malloch & Cain 1 0 0 0 0 0 1 0 0 0 0 2
Zythia sp. 0 0 0 1 0 0 0 0 0 0 0 1

Basidiomycota

Asterotremella sp. 0 0 0 0 0 0 3 0 0 1 0 4
Basidiomycete unidentified 0 1 2 0 0 0 1 0 0 0 0 4
Cystofilobasidium sp. 1 0 0 0 0 0 0 0 0 0 0 1
Trichosporon sp. 1 0 1 0 1 0 2 1 0 0 0 6
T. dulcitum (Berkhout) Weijman 1 0 0 0 1 0 0 0 0 0 0 2
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Table 2. Cont.

Fungal Taxon
Meta ovalis Scoliopteryx libatrix Nelima elegans Exechiopsis/

Anatella sp.

Gl Do Gl Do Ma Da Gl Do Ma Gl Do all

Zygomycota

Mortierella sp. 3 1 3 1 0 1 3 8 1 4 3 28
Mucor sp. 4 0 1 3 2 3 2 2 1 4 1 23
Thamnidium elegans Link 0 0 1 0 0 0 1 0 0 0 0 2
Umbelopsis isabellina (Oudem.) W. Gams 0 0 1 0 0 0 1 0 0 0 0 2

The most common fungal taxa isolated from bats in Glebe Mine were Cephalotrichum stemonitis
(isolated from 84.21% of bats, n = 19; data taken from [21,22]), Leuconeurospora polypaeciloides (68.42%),
Baeospora sp. (63.16%), Humicola cf. UAMH 11595 (63.16%), Wardomyces spp. (63.16%), Preussia sp.
(47.37%), Mortierella spp. (42.11%), and Penicillium spp. (36.84%). The most common fungal taxa
isolated from arthropods in Glebe Mine were Penicillium spp. (isolated from 70.00% of arthropods,
n = 30), Cephalotrichum stemonitis (63.33%), Cladosporium spp. (53.33%), Leuconeurospora polypaeciloides
(53.33%), Mortierella spp. (43.33%), Acremonium spp. (40.00%), Mucor spp. (36.67%), and Verticillium sp.
cf. Gabarnaudia (36.67%). Some fungal taxa occurred more often or exclusively on bats, such as
Baeospora sp. (63.2% on bats, n = 19; 0% on arthropods, n = 30), unidentified Basidiomycetes (36.8%,
10%), Humicola cf. UAMH 11595 (63.2%, 26.7%), and Preussia sp. (47.4%, 13.3%). Other fungal taxa
occurred more often or exclusively on arthropods, such as Verticillium sp. cf. Gabarnaudia (36.7% on
arthropods, 0% on bats), Botrytis sp. (10%, 0%), Acrodontium sp. (16.7%, 0%), Phoma sp. (20%, 5.3%),
Acremonium spp. (40.0%, 10.5%), Penicillium spp. (70.0%, 36.8%), Cladosporium spp. (53.3%, 5.3%),
Hormonema sp. (10%, 0%), and Mucor spp. (36.7%, 5.3%).

A total of 65 fungal taxa were isolated from arthropods in Glebe Mine whereas 50 fungal taxa
were cultured from arthropods in Dorchester Mine. The composition of the most common fungal taxa
were similar between the two sites, but Glebe Mine had a greater diversity of fungi that were isolated
on a single occasion compared to Dorchester Mine. In particular, higher numbers of Cephalotrichum
stemonitis, Leuconeurospora polypaeciloides, Wardomyces spp., and Humicola cf. UAMH 11595 were isolated
from Glebe Mine (63.33%, 53.33%, 26.67%, and 26.67% of arthropods, respectively, n = 30) compared to
Dorchester Mine (2.94%, 8.82%, 0%, and 5.88%, n = 34).

DPYA produced 301 isolates (n = 58 plates) while SAB produced 258 isolates (n = 61 plates),
but the number of isolates per plate was not significantly different between the two media types
(W1,118 = 3767, p = 0.125). The first plate inoculated for N. elegans, M. ovalis, and S. libatrix did not have
a significantly higher fungal diversity than the second plate (T1,71 = ´0.89, p = 0.382). The second
plate contributed a mean of 2.08 ˘ 1.83 fungal taxa from M. ovalis which were not detected with the
first plate. Likewise, 4.08 ˘ 2.31 fungal taxa on N. elegans, and 2.42 ˘ 2.19 fungal taxa cultured from
S. libatrix were detected with the second plate but not the first. Pd was isolated from six SAB plates
and five DPYA plates, but tended to appear on the first plate used, regardless of agar type (5 on first
plate, 2 on second plate).
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Table 3. The percentage of arthropods in bat hibernacula in New Brunswick, Canada from which Pseudogymnoascus destructans (Pd) was cultured over three years
(2012–2014).

Bat Hibernacula
2012 2013 2014

Pd yield # of bats Temperature Pd yield # of bats Temperature Pd yield # of bats Temperature

Glebe Mine 30% ( 1
3 M, 3

6 A, 0
3 S) 174 5.83 ˘ 1.48 a (D) 0% ( 0

2 M, 0
2 N) 22 5.98 ˘ 1.94 (D) 7.1% ( 0

2 M, 0
2 N, 1

4 A, 0
2 S) 0

5.33 ˘ 2.09 (D)
0.06 ˘ 1.33 b (E)
´2.67 ˘ 7.66 (O)

Dorchester Mine 0% ( 0
3 M, 0

1 N, 0
7 A, 0

2 S) 1
6.63 ˘ 0.00 c (D)
1.08 ˘ 2.67 c (E)

´0.97 ˘ 7.12 c (O)
54.5% ( 2

4 M, 4
6 N, 0

1 S) 0 6.59 ˘ 0.12 (D)
´2.19 ˘ 6.91 c (O) 0% ( 0

3 M, 0
3 N, 0

5 A, 0
3 S) 2 6.61 ˘ 0.07 (D)

´3.93 ˘ 7.29 c (O)

Markhamville Mine ND 5.33 ˘ 0.52 a (D) 0% ( 0
1 N, 0

2 S) 16 5.28 ˘ 0.37 (D) ND
4.89 ˘ 0.69 (D)

´0.64 ˘ 2.68 (E)
´3.71 ˘ 7.69 (O)

Dallings Cave ND 3.55 ˘ 1.29 d (D) 0% ( 0
4 S) 2 4.26 ˘ 2.07 (D)

´0.12 ˘ 6.03 (O) ND
3.59 ˘ 2.26 (D)
0.84 ˘ 3.20 (E)

´2.96 ˘ 7.79 (O)

Species of arthropods are in parentheses with the number of Pd-positive individuals (plates for dipterans) over total individuals sampled. M = Meta ovalis; N = Nelima elegans;
A = Exechiopsis/Anatella sp.; S = Scoliopteryx libatrix. The number (#) of bats (Myotis lucifugus, M. septentrionalis, and Perimyotis subflavus) present during sampling is indicated, although
bats roosted deeper within sites than arthropods. The mean temperature ˘ SD in ˝C at the entrance (E), deep (D), and just outside (O) of sites is listed. Temperatures were taken Nov 1
to Apr 30 except where indicated. Missing temperature values indicate failed ibuttons. ND = no data. a Nov 30 to Apr 30; b Dec 5 to Apr 30; c Dec 8 to Apr 30; d Dec 16 to Apr 30.
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4. Discussion

Viable Pd was isolated from Nelima elegans, Meta ovalis, and Exechiopsis/Anatella sp., but not
Scoliopteryx libatrix. Nelima elegans appear to acquire a greater diversity of fungal spores when compared
to the other arthropod species sampled. This may be one reason why harvestmen produced the
highest Pd yield. Nelima spp. are known to overwinter in the twilight zone of caves in eastern and
southwestern Canada from October to May. Although this species may form aggregations of up to
tens of thousands [25,28,35], we most commonly observed groups of 2–15. Harvestmen are thought
to aggregate in caves to optimize their immediate microclimate, particularly to maintain exposure
to high humidity [28]. However, aggregation may also promote the acquisition and transmission of
fungi, including Pd. As a mobile species N. elegans may encounter organic matter in caves (a source
of fungal spores; [36]) more frequently than other arthropods. Some harvestmen species have been
observed consuming fungi growing on wood in caves [37]. Acrodontium spp. were particularly
abundant on N. elegans compared to other arthropods sampled during this study, and preliminary ITS
sequencing indicate that at least three Acrodontium species were isolated (Keith Seifert, Agriculture
Canada, per. comm.). Acrodontium spp. have been found in soil, air, and on mites and spiders [38,39],
and some species are considered plant pathogens [40]. Acrodontium sp. have been isolated from soil in
Antarctica [41], indicating that some species in the genus are cold tolerant. Previous studies of fungi on
harvestmen in caves are few: Meyer-Rochow and Liddle [42] observed Metarrhizium anisopliae growing
on dead Megalopsalis tumida in a cave in New Zealand and Holmberg, et al. [28] noted unidentified fungi
growing on dead Leiobunum paessleri in caves in British Columbia, Canada. Machado, et al. [43] reported
that Goniosoma longipes were frequently infected with unidentified fungi in caves in Brazil. Outside
caves a diversity of entomopathogenic fungi have been isolated from a variety of harvestmen species,
including Asplenium trichomanes, Cordyceps gonylepticida, Engyodonthium aranearum, Entomophthora
phalangicida, Hymenostilbe verrucosa, Metarrhizium anisopliae, Nomuraea atypicola, Pandora phalangicida,
and Phyllactinia guttata [42,44–49]. Entomophaga batkoi was described from harvestmen and is known
to cause considerable mortality in European harvestmen, with epizootics observed during late
summer [50,51]. Harvestmen produce exocrine secretions that may act as fungicides [48], which
may enable them to cope with high diversities of fungi.

Although S. libatrix is believed to be largely sedentary during the winter, when this species
occupies hibernacula, S. libatrix nonetheless carried a relatively diverse fungal assemblage. Why Pd
was not cultured from S. libatrix is unclear. Unlike N. elegans, over-wintering S. libatrix do not aggregate
in large numbers, although groups of 2–6 and 2–11 have been observed in caves in Manitoba [52] and
Poland [53]. During the present study, most S. libatrix roosted individually near or on the ceiling with
groups of 2–3 rarely observed. This isolation may decrease the transmission of fungi, including Pd,
when compared to aggregating species such as N. elegans. Additionally, over-wintering S. libatrix rarely
move and do not feed in hibernacula. Combined, these behaviors may limit the number of spores
moths encounter. In caves in Manitoba and Ontario, S. libatrix were not observed moving in or out of
caves, but numbers increased in the autumn and declined in spring [52,54]. Movement of individuals
within caves was limited to a few cm over the winter, with the majority of individuals found within
10m of the cave entrance near the ceiling [52]. In Poland, Kowalski [53] noted greater within-cave
movements (up to 10m) of over-wintering S. libatrix in caves subject to rapid temperature shifts,
and occasionally observed S. libatrix just outside the hibernation site. Of the arthropods examined
during this study, S. libatrix has the greatest potential of moving spores cave-to-cave. Individual
moths can hibernate for two successive winters in the same cave [52]. Scoliopteryx libatrix produces
two generations a year and individuals of the first generation appear in June and fly together with
those which have hibernated [53]. Previous studies of fungi on S. libatrix in caves have focused on
moth cadavers, with unidentified fungi observed growing on cadavers in caves in Poland [53] and
Manitoba, Canada [52]. In caves in the Czech Republic, Engyodontium rectidentatum, Lecanicillium
muscarium, Paecilomyces farinosus (most common), P. fumosoroseus, Simplicillium cf. lamellicola, and 2
sterile morphs were cultured from 30 dead S. libatrix [55]. Aside from Engyodontium, these genera were
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also isolated from live S. libatrix in the current study. Phoma sp., Botrytis sp., and Fusarium sp., which
are generally considered plant pathogens [31], were isolated more frequently from S. libatrix in New
Brunswick compared to the other three arthropod species sampled and may have been transported
into hibernacula on the moths.

Meta ovalis do not aggregate and individuals are generally found 12–14 cm from each other, but can
occasionally be found in close proximity (1–5 cm) [56]. Rector [56] found little movement of M. ovalis
within caves, and no movement between caves. While this may limit the number of fungal spores
spiders encounter, clearly it does not prevent acquisition of Pd spores by M. ovalis. Yoder, et al. [9]
noted that M. ovalis generally appear inactive, but can occasionally be found outside caves. Spiderlings
of a closely related European species, M. menardi, disperse from natal underground sites in spring and
return to the same site in late summer or find new sites via ballooning [57]. Therefore, spiderlings may
be more important than adults in spreading fungi cave-to-cave. As observed during this study, M. ovalis
occurs most commonly in the entrance and twilight zones near or on the ceiling, but may sometimes
be encountered in deeper parts of caves [9,56]. Meta ovalis may acquire spores from other arthropods
caught in spider webs. Spider webbing outside caves is known to trap fungal spores, including species
of Alternaria, Cladosporium, and Fusarium, among other Ascomycota and Basidiomycota [58], with this
potentially contributing to the fungal diversity found on the external surface of spiders. Yoder, et al. [9]
sampled 40 freshly killed M. ovalis in a Kentucky cave and commonly cultured Aspergillus sp., Mucor sp.,
Penicillium sp., and Rhizopus sp., with fewer occurrences of Absidia sp., Beauveria sp., Cladosporium sp.,
Paecilomyces sp., Trichoderma sp., and sterile morphs. The low fungal diversity Yoder, et al. [9] reported
from M. ovalis compared to the present study is likely due to the shorter incubation times followed by
these authors (5–10 days), which would favor the fast-growing fungi they documented.

The overall low fungal diversity we found associated with Exechiopsis/Anatella sp. may be due
to the small body size and short life span of these dipterans compared to the other arthropods and
bats we sampled. Fungus gnat adults live days to weeks, while adult moths, harvestmen, and spiders
survive months to years [53,59,60]. Although fewer plates were inoculated with Exechiopsis/Anatella sp.,
a greater number of individuals were sampled. Fungi associated with fungus gnats in caves have not
been previously studied, but Keates, et al. [61] sampled fungus gnats (Bradysia sp.) in conifer nurseries
in British Columbia and cultured species of Penicillium, Cladosporium, Mucor, Rhizopus, Cephalosporium,
Alternaria, Ulocladium, Fusarium, Botrytis cinerea, and Phoma. Fungi associated with an insect of similar
size to the fungus gnat, the mosquito (Culex pipiens), have been studied in caves. Teernstra-Eeken
and Engel [62] sampled C. pipiens and Heleomyzidae flies in caves in the Netherlands and cultured
Lecanicillium lecanii, Beauveria bassiana, Isaria farinosa, Aspergillus sp., Polycephalomyces formosus, Hirsutella
entomophila, Hirsutella saussurei, Paecilomyces sp., and Entomophthora sp. (most common). These
fungi, largely Entomophthora sp., caused 56%–97% mortality of overwintering C. pipiens, with the
highest mortality in February, just prior to the emergence of C. pipiens from caves [62]. In caves in
Czechoslovakia, over-wintering C. pipiens had 85% mortality due to infection with Entomophthora
destruens [63]. Although we did culture Pd from Exechiopsis/Anatella sp. with a frequency very similar
to that of M. ovalis, the short life-span, small body size, and perhaps limited dispersal ability of
fungus gnats, probably limits the possible role of these dipterans in transporting Pd spores within or
between caves.

Eighty-nine fungal genera have previously been documented from arthropods in caves, most
commonly Beauveria, Aspergillus, Laboulbenia, Penicillium, Rhachomyces, Mucor, Mortierella, Cladosporium,
Paecilomyces, Lecanicillium, Isaria, and Hirsutella [7]. Many of these genera are known entomopathogens
and are targeted by investigators, particularly Laboulbenia and Rhachomyces, suggesting their relative
abundance on arthropods in the cave environment may be overestimated. Entomopathogens, although
present, were not commonly isolated during this study, which was carried out during the winter
months when temperatures are low. Entomopathogens, such as species of Tolypocladium, Paecilomyces,
Beauveria, and Isaria, have optimal growth temperatures of 20–30 ˝C [64]. However, some, such
as Beauveria bassiana, are able to grow at temperatures as low as 5 ˝C, albeit at a slow rate [65].
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Eilenberg, et al. [66] found that the entomophthoralean fungus Entomophthora schizophorae survives the
winter in its host, the adult dipteran Pollenia sp., through slow disease development and transmission
among hosts hibernating in clusters in unheated attics. Overwintering near entrances and in the
twilight zone of caves and mines, where temperatures are relatively low, can reduce metabolism and
hence extend food reserves in harvestmen and other arthropods [28]. In addition, arthropods may
avoid fungal infections where they overwinter close to the entrance of cold, northern hibernacula.
Overwintering arthropods are known to venture deeper into caves [56] where temperatures are higher
than at entrances, but may be more susceptible to fungal infections in these warmer temperatures.
Higher relative humidity, as found in the dark zone of caves compared to the light zone, increases
fungal survival, germination, and sporulation, as well as facilitating penetration of insect cuticles by
entomopathogenic fungi [67,68]. We have previously isolated entomopathogens from bats in these
hibernacula [21,22], confirming their presence in the dark zone at our study sites.

The composition and number of fungal taxa per individual was similar when comparing
arthropods to bats at the same hibernaculum. Other studies have found a higher diversity of fungi
closer to cave entrances compared to the dark zone [69,70]. However, this pattern was not apparent at
our sites when arthropods from the cave entrance were compared to bats hibernating in the dark zone.
Currently there is little information on how individual arthropod or bat species interact with sources
of fungal spores in the environment, however, many of these influences are probably site-specific. For
example, we found that bats hibernating in Glebe Mine harbored greater numbers of basidiomycetes,
particularly Baeospora sp., than arthropods at the same site. This may be because bats roosted deeper
within the mine, where Baeospora sp. and other mushrooms were observed growing on wood, while
arthropods overwintered in the entrance-twilight zone where mushrooms were absent. Several of the
fungal genera that were more common on arthropods than on bats, such as Verticillium sp., Botrytis sp.,
Hormonema sp., and Phoma sp., are often associated with green plants and may have been blown into
the hibernaculum entrance, where arthropods are concentrated, or transported underground from the
surface on the arthropods themselves.

Although arthropods and bats over-winter in different areas of underground hibernacula,
arthropods are in the flight paths of bats arriving and leaving caves and mines. Furthermore, during
autumn swarming, bats may roost or alight at cave entrances. Arthropods may therefore acquire Pd
spores from cave walls where fungal spores have been shed from passing bats. However, the growth of
Pd at cave entrances, whether in the environment or on arthropods themselves, cannot be ruled out at
this time and could contribute to the long-term persistence of Pd in caves in the absence of bats [71]. Pd
can grow at temperatures as low as 0.8 ˝C, albeit more slowly than at its optimum growth temperature
of 12–15 ˝C [72]. The variation in the proportions of Pd-positive arthropods over the course of this
study did not seem to be related to year-to-year temperature variation. The highest yields of Pd did not
occur during the warmest winters. The proportion of Pd-positive arthropods decreased from 2012 to
2014 in Glebe Mine as the over-wintering bat population declined due to WNS-related mortality. This
suggests that bats are a source of Pd spores at hibernacula entrances. However, we did not observe such
a decrease in Dorchester Mine, where the number of Pd-positive arthropods peaked in 2013, despite
the extirpation of over-wintering bats (from a high of 140 M. lucifugus and M. septentrionalis in 2011)
due to WNS mortality. Our sampling of N. elegans, the arthropod species with the highest yield of Pd,
in Dorchester Mine in 2012 and 2014 was limited compared to 2013 (1 in 2012, 6 in 2013, and 2 in 2014),
and this may partly explain the pattern. Results suggest a reservoir of viable Pd spores remained in
the environment, available for transmission to arthropods, for at least a year following extirpation, or
near-extirpation, of the overwintering bat population. Likewise, we recorded Pd-positive arthropods
at Glebe Mine in 2014, when hibernating bats were no longer present. While the data presented
here suggests it is unlikely that arthropods play a major role in the transmission dynamics of Pd, we
demonstrate that arthropods may carry Pd spores and therefore have the potential to transport Pd
within or among hibernacula should they disperse naturally or be moved anthropogenically from
Pd-positive sites. The latter underlines the need for those entering hibernacula to observe accepted
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decontamination procedures and for such procedures to evolve as our understanding of the potential
mechanisms of Pd dispersal improve. Although natural dispersal of arthropods from hibernacula is
unlikely to occur over great distances, it does appear that the movement of Pd spores via arthropods
from specific caves or mines can potentially continue to occur for at least a year after the extirpation of
overwintering bat populations.

5. Conclusions

We isolated 87 fungal taxa in 64 genera from four species of arthropods overwintering in eastern
Canadian bat hibernacula. These sites were occupied, or formerly occupied, by bats infected with the
fungus Pseudogymnoascus destructans, the cause of white-nose syndrome. Viable Pd was cultured from
15.3% of arthropods up to a year after extirpation or near-extirpation of resident bat populations and
most frequently from harvestmen (Nelima elegans). Fungal assemblages on arthropods were similar to
those on bats in the same sites. While it is unlikely that arthropods play a major role in the transmission
dynamics of Pd, we demonstrate that arthropods may carry viable Pd spores and therefore have the
potential to transport Pd, either naturally or anthropogenically, within or among hibernacula. This
underlines the importance for those entering hibernacula to observe decontamination procedures and
for such procedures to evolve as our understanding of potential mechanisms of Pd dispersal improve.
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of selected terrestrial cave arthropods. Subterr. Biol. 2015, 16, 37–46. [CrossRef]

13. Estrada-Bárcenas, D.A.; Palacios-Vargas, J.G.; Estrada-Venegas, E.; Klimov, P.B.; Martínez-Mena, A.;
Taylor, M.L. Biological activity of the mite Sancassania sp. (Acari: Acaridae) from bat guano associated with
the pathogenic fungus Histoplasma capsulatum. Mem. Inst. Oswaldo. Cruz. 2010, 105, 127–131.

14. Stephenson, S.; Slay, M.; Slay, C.; Tuggle, A. Cave crickets (Orthoptera: Rhaphidophoridae) as vectors of
Dictyostelids (Protista: Dictyosteliida). Entomol. News 2007, 118, 292–295. [CrossRef]

15. Boyer-Lefevre, N.H. Les Laboulbéniales des Trechinae cavernicoles pyrénéens. Ann. Spéléo. 1966, 21, 775–794.
16. Enghoff, H.; Santamaria, S. Infectious intimacy and contaminated caves—Three new species of ectoparasitic

fungi (Ascomycota: Laboulbeniales) from blaniulid millipedes (Diplopoda: Julida) and inferences about
their transmittal mechanisms. Org. Divers. Evol. 2015, 15, 249–263. [CrossRef]

17. Langwig, K.E.; Frick, W.F.; Reynolds, R.; Parise, K.L.; Drees, K.P.; Hoyt, J.R.; Cheng, T.L.; Kunz, T.H.;
Foster, J.T.; Kilpatrick, A.M. Host and pathogen ecology drive the seasonal dynamics of a fungal disease,
white-nose syndrome. Proc. R. Soc. B. 2014. [CrossRef] [PubMed]

18. Dickson, G.W. A preliminary study of heterotrophic microorganisms as factors in substrate of troglobitic
invertebrates. NSS. Bull. 1975, 37, 89–93.

19. Malloch, D.; Blackwell, M. Dispersal biology of the ophiostomatoid fungi. In Certatocystis and Ophiostoma.
Taxonomy, Ecology and Pathogenicity; Wingfield, M.J., Seifert, K.A., Webber, J.F., Eds.; APS: Saint Paul,
MN, USA, 1993; pp. 195–206.

20. Agrios, G.M. Plant pathology, 3rd ed.; Academic Press Inc.: San Diego, CA, USA, 1988; pp. 416–422.
21. Vanderwolf, K.J.; McAlpine, D.F.; Malloch, D.; Forbes, G.J. Ectomycota associated with hibernating cave

bats in eastern Canada prior to the emergence of white-nose syndrome. Northeast. Nat. 2013, 20, 115–130.
[CrossRef]

22. Vanderwolf, K.J.; Malloch, D.; McAlpine, D.F. Fungi associated with over-wintering Tricolored bats,
Perimyotis subflavus, in a white-nose syndrome region of Eastern Canada. J. Cave Karst Stud. 2015, 77,
145–151.

23. McAlpine, D.F.; Vanderwolf, K.J.; Forbes, G.J.; Malloch, D. Consumption of bats (Myotis spp.) by raccoons
(Procyon lotor) during an outbreak of white-nose syndrome in New Brunswick: Implications for bat mortality
estimates. Can. Field Nat. 2011, 125, 257–260.

24. Peck, S.B. A review of the cave fauna of Canada, and the composition and ecology of the invertebrate fauna
of caves and mines in Ontario. Can. J. Zool. 1988, 66, 1197–1213. [CrossRef]

25. Moseley, M. Acadian biospeleology: composition and ecology of cave fauna of Nova Scotia and southern
New Brunswick, Canada. Int. J. Spel. 2007, 36, 1–21. [CrossRef]

26. Vanderwolf, K.J.; McAlpine, D.F.; Forbes, G.J.; Malloch, D. Winter bat populations and cave microclimate
prior to and at the onset of white-nose syndrome in New Brunswick. Can. Field Nat. 2012, 126, 125–134.

http://dx.doi.org/10.1016/j.ibmb.2012.01.003
http://www.ncbi.nlm.nih.gov/pubmed/22306723
http://dx.doi.org/10.5038/1827-806X.42.1.9
http://dx.doi.org/10.1603/0013-8746(2004)097[0989:MOATCC]2.0.CO;2
http://dx.doi.org/10.1080/03036758.1984.10421739
http://dx.doi.org/10.3897/subtbiol.16.8609
http://dx.doi.org/10.3157/0013-872X(2007)118[292:CCOAVO]2.0.CO;2
http://dx.doi.org/10.1007/s13127-015-0208-8
http://dx.doi.org/10.1098/rspb.2014.2335
http://www.ncbi.nlm.nih.gov/pubmed/25473016
http://dx.doi.org/10.1656/045.020.0109
http://dx.doi.org/10.1139/z88-176
http://dx.doi.org/10.5038/1827-806X.36.1.1


Insects 2016, 7, 16 14 of 16

27. United States Fish and Wildlife Service. Revised decontamination protocol (June 25, 2012). Available online:
http://www.whitenosesyndrome.org/resource/revised-decontamination-protocol-june-25-2012 (accessed
on 15 December 2015).

28. Holmberg, R.G.; Angerilli, N.P.; LaCasse, L.J. Overwintering aggregations of Leiobunum paessleri in caves and
mines (Arachnida, Opiliones). J. Arachnol. 1984, 12, 195–204.

29. Vockeroth, J.R. Mycetophilidae. In Manual of Nearctic Diptera Volume 1; McAlpine, J.F., Peterson, B.V.,
Shewell, G.E., Teskey, H.J., Vockeroth, J.R., Wood, D.M., Eds.; Biosystematics Research Institute Agriculture
Canada: Ottawa, Canada, 1981; pp. 223–246.

30. Papavizas, G.C.; Davey, C.B. Evaluation of various media and antimicrobial agents for isolation of soil fungi.
Soil. Sci. 1958, 88, 112–117. [CrossRef]

31. Domsch, K.H.; Gams, W.; Anderson, T.H. Compendium of Soil Fungi, 2nd ed.; IHW-Verlag: Regensburg,
Germany, 2007; p. 672.

32. Seifert, K.; Morgan-Jones, G.; Gams, W.; Kendrick, B. The Genera of Hyphomycetes; CBS-KNAW Fungal
Biodiversity Centre: Utrecht, the Netherlands, 2011; p. 997.

33. Khankhet, J.; Vanderwolf, K.J.; McAlpine, D.F.; McBurney, S.; Overy, D.P.; Slavic, D.; Xu, J. Clonal expansion
of the Pseudogymnoascus destructans genotype in North America is accompanied by significant variation in
phenotypic expression. PLoS ONE 2014, 9, e104684. [CrossRef] [PubMed]

34. Foster, J.; Drees, K. University of New Hampshire. Personal Communitcation, 2014.
35. Moseley, M.; Hebda, A. Overwintering Leiobunum elegans (Opiliones: Phalangiidae) in Caves and Mines in

Nova Scotia. Proc. N. S. Inst. Sci. 2001, 41, 216–218.
36. Dickson, G.W.; Kirk, P.W. Distribution of heterotrophic microorganisms in relation to detritivores in Virginia

caves (with supplemental bibliography on cave mycology and microbiology). In the Distributional History
of the Biota of the Southern Appalachians. IV. Algae and Fungi; Parker, B.C., Roane, M.K., Eds.; University of
Virginia Press: Charlottesville, VA, USA, 1976; pp. 205–226.

37. Goodnight, C.J.; Goodnight, M.L. Speciation among cave opilionids of the United States. Am. Midland. Nat.
1960, 64, 34–38. [CrossRef]

38. Balazy, S.; Wisniewski, J.; Kaczmarek, S. Some noteworthy fungi occurring on mites. B. Pol. Acad. Sci. Biol.
1987, 35, 199–224.

39. Kubatova, A.; Cerny, M.; Novakova, A. New records of micromycetes from the Czech Republic. IV.
Acrodontium salmoneum, Chaunopycnis alba, and Cylindrocarpostylus gregarious, and notes on Dactylaria lanosa
and Trichoderma saturnisporum. Czech. Mycol. 2001, 53, 237–255.

40. Hwang, S.C.; Chen, C.L. A new leaf-speckle disease of banana caused by Acrodontium simplex in Taiwan.
Plant. Protect. Bull. 1986, 28, 413–416.

41. Cabello, M.N. Deuteromycotina from Antarctica—New species of hyphomycetes from Danco coast, Antarctic
peninsula. Mycotaxon 1989, 36, 91–94.

42. Meyer-Rochow, V.B.; Liddle, A.R. Structure and function of the eyes of two species of opilionid from New
Zealand glow-worm caves (Megalopsalis tumida: Palpatores, and Hendea myersi cavernicola: Laniatores).
Proc. R. Soc. Lond. B. 1988, 233, 293–319. [CrossRef]

43. Machado, G.; Raimundo, R.L.; Oliveira, P.S. Daily activity schedule, gregariousness, and defensive behaviour
in the Neotropical harvestman Goniosoma longipes (Opiliones: Gonyleptidae). J. Nat. Hist. 2000, 34, 587–596.
[CrossRef]

44. Mains, E.B. Entomogenous species of Akanthomyces, Hymenostilbe and Insecticola in north America. Mycologia
1950, 42, 566–589. [CrossRef]

45. Leatherdale, D. The arthropod hosts of entomogenous fungi in Britain. Entomophaga 1970, 15, 419–435.
[CrossRef]

46. Greenstone, M.H.; Ignoffo, C.M.; Samson, R.A. Susceptibility of spider species to fungus Nomuraea atypicola.
J. Arachnol. 1987, 15, 266–268.

47. Mitov, P.G. Harvestmen (Opiliones, Arachnida)—Carriers of plant and fungus spores. Acta. Zool. Bulg. 1992,
43, 75–77.

48. Cokendolpher, J.C. Pathogens and parasites of Opiliones (Arthropoda: Arachnida). J. Arachnol. 1993, 21,
120–146.

49. Cokendolpher, J.C.; Mitov, P.G. Natural enemies. In Harvestmen: The Biology of Opiliones; Pinto-da-Rocha, R.,
Machado, G., Giribet, G., Eds.; Harvard University Press: Cambridge, MA, USA, 2007; pp. 339–373.

http://dx.doi.org/10.1097/00010694-195988020-00010
http://dx.doi.org/10.1371/journal.pone.0104684
http://www.ncbi.nlm.nih.gov/pubmed/25122221
http://dx.doi.org/10.2307/2422891
http://dx.doi.org/10.1098/rspb.1988.0023
http://dx.doi.org/10.1080/002229300299453
http://dx.doi.org/10.2307/3755572
http://dx.doi.org/10.1007/BF02370311


Insects 2016, 7, 16 15 of 16

50. Balazy, S. A new species of entomophthoraceae (Mycophyta: Entomophthorales) from Poland. J. Invert. Path. 1978,
31, 275–279. [CrossRef]

51. Keller, S. Arthropod-pathogenic Entomophthorales of Switzerland. I. Conidiobolus, Entomophaga, and
Entomophthora. Sydowia 1987, 40, 122–167.

52. McKillop, W.B. Scoliopteryx libatrix (Noctuidae) and Triphosa haesitata (Geometridae) in caves in Manitoba,
Canada. J. Lepid. Soc. 1993, 47, 106–113.

53. Kowalski, W. Ethological and ecological observations on Lepidoptera in their subterranean hibernating
places in the vicinity of Cracow. Zeszyty Naukowe Uniwersytetu Jagiellonskiego. Prace Zoologiczne, Zeszyt
1965, 103, 97–157.

54. Roederk, K.D.; Fenton, M.B. Acoustic responsiveness of Scoliopteryx libatrix L. (Lepidoptera: Noctuidae), a
moth that shares hibernacula with some insectivorous bats. Can. J. Zool. 2011, 51, 681–685. [CrossRef]

55. Kubatova, A.; Dvorak, L. Entomopathogenic fungi associated with insects hibernating in underground shelters.
Czech. Mycol. 2005, 57, 221–237.

56. Rector, M.A. Foraging in the Cave Environment: The Ecology of the Cave Spider Meta ovalis (Araneae:
tetragnathidae). Master’s Thesis, Ohio State University, Columbus, OH, USA, 2009.

57. Smithers, P. The early life history and dispersal of the cave spider Meta menardi (Latreille, 1804) (Araneae:
Tetragnathidae). Bull. Br. Arachnol. Soc. 2005, 13, 213–216.

58. Del Fiol, F.; Solveig, T.; Riccardo, G. Fungal spores and pollen as potential nutritional additives for the cross
spider Araneus diadematus Clerck (Araneae, Araneidae). Boletin Micologico 2007, 22, 47–50.

59. Reed, C.F.; Witt, P.N. Growth rate and longevity in two species of orb-weaving spiders (Araneae: Argiopidae).
Bull. Brit. Arach. Soc. 1972, 2, 111–112.

60. Gnaspini, P. Development. In Harvestmen: The Biology of Opiliones; Pinto-da-Rocha, R., Machado, G.,
Giribet, G., Eds.; Harvard University Press: Cambridge, MA, USA, 2007; pp. 455–472.

61. Keates, S.E.; Sturrock, R.N.; Sutherland, J.R. Populations of adult fungus gnats and shore flies in British
Columbia container nurseries as related to nursery environment, and incidence of fungi on the insects.
New Forest. 1989, 3, 1–9. [CrossRef]

62. Teernstra-Eeken, M.H.; Engel, A. Notes on entomophthorous fungi on Heleomyzidae and Culicidae (Diptera).
J. Invert. Path. 1967, 9, 431–432. [CrossRef]

63. Weiser, J.; Batko, A. A new parasite of Culex pipiens Entomophthora destruens new species Phycomycetes
Entomophthoraceae. Folia. Parasitol. Praha. 1966, 13, 144–149.

64. Roberts, D.W.; Campbell, A.S. Stability of entomopathogenic fungi. Misc. Publ. Entomol. Soc. Am. 1977, 10,
19–76.

65. Fernandes, E.K.; Rangel, D.E.; Moraes, A.M.; Bittencourt, V.R.; Roberts, D.W. Cold activity of Beauveria and
Metarhizium, and thermotolerance of Beauveria. J. Invert. Path. 2008, 98, 69–78. [CrossRef] [PubMed]

66. Eilenberg, J.; Thomsen, L.; Jensen, A.B. A third way for entomophthoralean fungi to survive the winter:
Slow disease transmission between individuals of the hibernating host. Insects 2013, 4, 392–403. [CrossRef]
[PubMed]

67. Rawlins, J.E. Mycophagy in Lepidoptera. In Fungus-Insect Relationships: Perspectives in Ecology and Evolution;
Wheeler, Q., Blackwell, M., Eds.; Columbia University Press: New York, NY, USA, 1984; pp. 382–423.

68. Steinkraus, D.C. Factors affecting transmission of fungal pathogens of aphids. J. Invert. Path. 2006, 92,
125–131. [CrossRef] [PubMed]

69. Mulec, J.; Vaupotic, J.; Walochnik, J. Prokaryotic and eukaryotic airborne micoorganisms as tracers of
microclimatic changes in the underground (Postojna Cave, Slovenia). Environ. Microbiol. 2012, 64, 654–667.

70. Vaughan, M.J.; Nelson, W.; Soderlund, C.; Maier, R.M.; Pryor, B.M. Assessing fungal community structure
from mineral surfaces in Kartchner Caverns using multiplexed 454 pyrosequencing. Environ. Microbiol. 2015,
70, 175–187. [CrossRef] [PubMed]

71. Reynolds, H.T.; Ingersoll, T.; Barton, H.A. Modeling the environmental growth of Pseudogymnoascus
destructans and its impact on the white-nose syndrome epidemic. J. Wildl. Dis. 2015, 51, 318–331. [CrossRef]
[PubMed]

http://dx.doi.org/10.1016/0022-2011(78)90216-1
http://dx.doi.org/10.1139/z73-102
http://dx.doi.org/10.1007/BF00128896
http://dx.doi.org/10.1016/0022-2011(67)90083-3
http://dx.doi.org/10.1016/j.jip.2007.10.011
http://www.ncbi.nlm.nih.gov/pubmed/18096184
http://dx.doi.org/10.3390/insects4030392
http://www.ncbi.nlm.nih.gov/pubmed/26462426
http://dx.doi.org/10.1016/j.jip.2006.03.009
http://www.ncbi.nlm.nih.gov/pubmed/16780867
http://dx.doi.org/10.1007/s00248-014-0560-9
http://www.ncbi.nlm.nih.gov/pubmed/25608778
http://dx.doi.org/10.7589/2014-06-157
http://www.ncbi.nlm.nih.gov/pubmed/25588008


Insects 2016, 7, 16 16 of 16

72. Verant, M.L.; Boyles, J.G.; Waldrep, W., Jr.; Wibbelt, G.; Blehert, D.S. Temperature-dependent growth of
Geomyces destructans, the fungus that causes bat white-nose syndrome. PLoS ONE 2012, 7, e46280. [CrossRef]
[PubMed]

© 2016 by the authors; licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC-BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.1371/journal.pone.0046280
http://www.ncbi.nlm.nih.gov/pubmed/23029462
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/

	
	
	
	
	

	
	
	

