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Abstract: Resveratrol (RVT) is one of the main natural compounds studied worldwide due to its
potential therapeutic use in the treatment of many diseases, including cancer, diabetes, cardiovascular
diseases, neurodegenerative diseases and metabolic disorders. Nevertheless, the mechanism of action
of RVT in all of these conditions is not completely understood, as it can modify not only biochemical
pathways but also epigenetic mechanisms. In this paper, we analyze the biological activities exhibited
by RVT with a focus on the epigenetic mechanisms, especially those related to DNA methyltransferase
(DNMT), histone deacetylase (HDAC) and lysine-specific demethylase-1 (LSD1).
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1. Introduction

Resveratrol (RVT, 3,5,4′-trihydroxystilbene) is a natural polyphenol compound that was first
isolated from the roots of the white hellebore Veratrum grandiflorum O. Loes in 1939 by Michio
Takaoka [1]. Currently, this natural product can be found in a variety of plants, especially grape
species, in response to fungal infections and ultraviolet radiation [2–4]. RVT is a stilbene derivative
that can exist in two isomers, namely cis-(Z) or trans-(E), and the latter can undergo isomerization to
the cis-(Z) form when exposed to ultraviolet irradiation [5]. Both isomers can be found in plants in
the free-form or linked to carbohydrates [6]. This polyphenol gained worldwide attention due to its
association with the “French paradox”, a phenomena that describes the lower mortality rate due to
coronary heart disease in France compared to the rest of Europe and the U.S., even with a diet rich
in saturated fats [7]. The greater consumption of wine in France, which has a high concentration of
RVT, was suggested as a possible explanation for the “French paradox” [8]. In fact, several studies
have reported that RVT exerts a cardioprotective effect [9–11]. Additionally, a number of reviews have
described multiple biological activities of RVT and its potential in the treatment of several diseases,
including cancer [12,13], diabetes [14,15], inflammatory diseases [16], metabolic disorders [17,18],
neurological diseases [19,20] and increasing lifespan [21,22].

Some studies have described the potential intracellular molecular targets of this polyphenol
such as NF-κB, PI3K/Akt signaling, mTOR signaling, MAPK signaling, cyclooxygenases,
phosphodiesterases, estrogen receptors, microRNAs and several protein kinases [23–25]. All of these
targets can modulate several biochemical pathways as they are involved in several important
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cellular processes, including inflammation, cell metabolism, cell cycle regulation, cell signaling and
posttranslational modification [26]. Additionally, a growing number of works associate an involvement
in epigenetic targets with the beneficial effects of RVT. The components of cellular epigenetic pathways
regulate covalent modifications in histone proteins and DNA molecules, which may in turn influence
gene expression and silencing and thereby modify cellular processes such as apoptosis, maintenance
of stem cell pluripotency, X-chromosome inactivation and genomic imprinting, without affecting
the DNA sequence [27]. The main epigenetic modifications are DNA methylation and reversible
histone modifications [28]. In fact, such epigenetic modifications are the important regulators of gene
transcription and have been linked to a large number of human diseases [29,30].

Therefore, this review aims to discuss the mechanisms by which RVT modulates important
epigenetic targets in order to exemplify its function in the regulation of several diseases
and metabolic disorders. Among its epigenetic targets, we will focus on the following
enzymes: DNA methyltransferase (DNMT), histone deacetylase (HDAC) and lysine-specific
demethylase-1 (LSD1) [31,32].

2. DNA Methyltransferase

Mammalian DNA methylation is accomplished by a complex interplay among a family of DNA
methyltransferase enzymes, including DNMT1, DNMT3A, DNMT3B and DNMT3L [33,34]. DNMT1 is
the most abundant and major maintenance methyltransferase that assures faithful propagation of
existing DNA methylation patterns [35]. DNMT3A and DNMT3B are two related proteins that are
encoded by distinct genes and function mainly as de novo methyltransferases that establish DNA
methylation patterns during gametogenesis and early embryogenesis [35,36]. The related member,
DNMT3-like (DNMT3L), is a catalytically-inactive member of the DNMT3 family that functions as a
co-factor for DNMT3A during embryonic development and genomic imprinting in germ cells [37–39].
DNMT2 (also known as tRNA aspartic acid methyltransferase 1; TRDMT1) is of special interest because
this enzyme is an RNA methyltransferase. It has been demonstrated that this enzyme methylates
cytosine-38 in the anticodon loop of aspartic acid tRNA instead of DNA [40,41].

The catalytically-active DNMT1 and DNMT3 enzyme families share common features in their
catalytic C-terminal domain; however, they differ in their N-terminal regulatory regions [42,43].
The C-terminal region comprises 500 amino acids, harbors the catalytic center of the enzyme and is
highly conserved among prokaryotes and eukaryotes. The N-terminal multi-domain comprises 621
amino acids and is essential for discriminating between hemimethylated and unmethylated DNA.
The differences in the N-terminal region of the DNMTs may largely account for their distinct activities
and functions in the DNA methylation process [40,44].

DNA methylation by DNMTs plays an important role in several fundamental cellular processes,
such as embryonic development and differentiation, DNA repair and maintaining genome stability and
chromatin structure [45–47]. An aberrant or abnormal expression of DNMTs is associated with a variety
of human diseases, including cancer [46,48], neurological disorders [49,50], immunological diseases [51]
and genetic disorders [52–56]. Nevertheless, cancers with abnormal DNA methylation patterns are the
most extensively described diseases in the literature [46,47,57,58]. Therefore, DNMTs are interesting
and very promising therapeutic epigenetic targets, wherein specific inhibitors might regulate their
activity and stop or even reverse aberrant cellular processes [43,59]. Several nutritional compounds,
including apigenin, genistein, curcumin, sulforaphane, epigallocatechin gallate (EGCG) and RVT,
have been described as regulators of cellular epigenetic events, such as DNMT activity, in a variety
of cancers [60–63].

Tollefsbol and coworkers reported that 15 µM RVT was able to decrease DNMT enzymatic
activity and mRNA levels of DNMT1, DNMT3A and DNMT3B in HCC1806 breast cancer cells.
Interestingly, significant alterations in DNMT activity were not detected in MCF10A control cells
even after 72 h of the treatment [64]. Subsequently, the same research group expanded their
studies to MDA-MB-157 breast cancer cells, an estrogen receptor-α (ERα)-negative breast cancer
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cell line [65]. ERα-negative breast cancers are clinically more aggressive and normally do not
respond to conventional hormone-directed therapies [66,67]. RVT was able to decrease DNMT
enzymatic activity and alter overall DNA methylation patterns by decreasing 5-methylcytosine levels,
which in turn, led to a significant reduction in DNA methylation. This decrease in methylation through
epigenetic mechanisms led to the reactivation of and an increase in ERα expression, which could
have facilitated conventional hormone-directed therapies, such as tamoxifen [65]. In another study,
Romagnolo and coworkers used MCF-7 breast cancer cells and reported that RVT was able to reduce
DNMT1 activity at the BRCA-1 promoter [68]. The BRCA-1 gene encodes a tumor suppressor protein
involved in the repair of DNA damage, and its downregulation is associated with sporadic breast
cancers [69]. Thus, reduction in methylation at the BRCA-1 gene led to an increase in BRCA-1 protein
expression [68]. Similarly, Ralhan and coworkers demonstrated that RVT reduced DNMT transcript
levels by quantitating mRNA for each of the three DNMTs in MCF-7 and MDA MB 231 human breast
cancer cell lines. Further, Western blot analysis revealed that, compared to untreated cells, DNMT1
protein expression was reduced by 2–3-fold after cells were exposed to 10 µM RVT [70]. In vivo studies
also demonstrated that RVT (25 mg/kg/day) decreases DNMT3b expression in a rodent model of
estrogen-dependent mammary carcinoma. The authors observed a significant reduction in DNMT3b
expression in tumor tissue compared to normal mammary tissue; however, no significant change
in DNMT1 protein expression was observed [71]. In contrast, a study by Stefanska and coworkers
showed an opposite effect of RVT in human breast cancer cell lines MCF10CA1h and MCF10CA1a.
These authors observed an upregulation of DNMT3b activity after an exposure to 15 µM RVT that
led to the hypermethylation of the MAML2 gene and its silencing [72]. MAML2 is a coactivator
of the oncogenic NOTCH signaling pathway, which in turn regulates several processes essential
for tumorigenesis [73,74].

3. Histone Deacetylase

Histones (H3, H4, H2A, H2B and H1) are important proteins involved in all chromatin-mediated
processes including transcription, replication and repair [75,76], and the modulation of the balance
between the acetylated and deacetylated states of histones has a central role in the transcriptional
regulation [77]. HDACs are a class of enzymes that remove acetyl groups from the ε-N-acetyl lysine
amino acid on histone and non-histone proteins. HDACs are divided into five classes: class I comprises
HDAC1, HDAC2, HDAC3 and HDAC8; class IIa comprises HDAC4, HDAC5, HDAC7 and HDAC9;
class IIb comprises HDAC6 and HDAC10; class III comprises the sirtuins SIRT1–SIRT7; and class IV
contains HDAC11. Classes I, IIa, IIb and IV are dependent on divalent metal ions for their catalytic
activity, whereas the sirtuins are NAD+-dependent enzymes and are structurally and biochemically
unrelated to the other HDAC classes [78]. Histone deacetylation is often associated with transcriptional
repression and gene silencing [27]. In vitro and in vivo models have demonstrated that RVT may
modulate HDACs activity and thereby regulate gene expression in cells [79–81]. The following sections
will present the modulatory effects of RVT on HDACs and their influence on various diseases and
metabolic disorders.

3.1. Metabolic Disorders

RVT was described as a protective agent against several metabolic diseases and disorders mainly
through the activation of SIRT1 and thereby regulating a number of important genes involved in
cellular metabolic control. Lagouge and coworkers reported that RVT improved mitochondrial
function in mice, as indicated by increased running time and greater oxygen consumption by
muscle fibers. This beneficial effect was associated with the activation of the protein deacetylase,
SIRT1, which induced peroxisome proliferator-activated receptor-γ coactivator (PGC-1α) activity by
deacetylating multiple lysine sites. PGC-1α is a cofactor that plays an important role in mitochondrial
biogenesis and functions. Importantly, this increase in mitochondrial activity was not observed when
SIRT1 expression was disrupted [82]. In another study, Kemper and collaborators demonstrated that
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activation of SIRT1 by RVT led to a reduction in acetylated farnesoid X receptor (FXR) levels in a mouse
model of metabolic diseases, thereby leading to its activation. FXR plays a critical role in the regulation
of lipid and glucose metabolism, and the disruption of its genes is associated with metabolic diseases,
including diabetes and hypercholesterolemia [83]. RVT was also reported to have an inhibitory effect
against high glucose-induced ‘metabolic memory’ of endothelial senescence. ‘Metabolic memory’ is
the term used when transient hyperglycemia can potentiate persistent diabetic vascular complications.
It was demonstrated, using human umbilical vascular endothelial cells cultured in high glucose
media, that RVT can activate SIRT1 and then modulate its downstream pathways, including p300,
p53 and p21 [84].

The induction of SIRT1 by RVT has also been observed in several studies on diabetes. Yun and
collaborators reported that RVT was able to reduce superoxide production and cellular oxidative
stress in human monocytic (THP-1) cells cultured in hyperglycemic conditions by upregulating
SIRT1. This beneficial effect was not observed when SIRT1 was inhibited using small interfering RNA
(siRNA) [85]. Similarly, Xu and collaborators reported that RVT can activate SIRT1 and protect rat
mesangial cells cultured in high glucose medium from hyperglycemia-induced oxidative damage to
the mitochondria. The levels of reactive oxygen species (ROS) and mitochondrial superoxide were
decreased after a treatment with RVT. Furthermore, these authors observed that RVT-induced ATP
production and preserved mitochondrial DNA content, and SIRT1 blockade led to the loss of these
beneficial effects [86]. In an obese and diabetic mouse model, RVT was able to normalize hyperglycemia
and improve hyperinsulinemia after long-term intracerebroventricular infusion of RVT (79.2 ng/day).
The authors hypothesized that the antidiabetic effect of RVT could be related to SIRT1 expression in
the central nervous system (CNS). Indeed, acetylated lysine 379 levels in p53 in the brain, used as an
SIRT1 activity marker, were reduced in RVT-treated animals, compared to the untreated group [87].
A recent study in Sprague–Dawley rats fed on a high-fructose diet and treated with RVT showed
recovery of hyper-anxiety induced by the metabolic syndrome. These authors suggested that RVT was
able to protect from both metabolic and anxiety disorders by activating SIRT1, 6 and 7, as high levels
of mRNA of these enzymes were observed in the striatum of the animals [88].

RVT also plays an important role in modulating insulin secretion by activating SIRT1. Multiple
studies have shown its beneficial effects in reversing insulin resistance in vivo. Vetterli and
collaborators showed that RVT was able to trigger glucose-stimulated insulin secretion in both INS-1E
cells (insulin secreting beta cell) and human islets. The activation of SIRT1 is thought to be the main
target of RVT, as the overexpression of SIRT1 facilitates RVT effects on insulin secretion and conversely,
SIRT1 inhibition leads to the loss of these benefits. RVT also helps increase the glycolytic flux that
results in increased glucose oxidation, ATP generation and mitochondrial oxygen consumption [89].
In another work, Sun and collaborators demonstrated that RVT at a dose of 2.5 mg/kg/day was
able to increase SIRT1 levels in mice fed a high-fat diet, which led to an improvement in insulin
sensitivity. This enhancement in insulin sensitivity was associated with an increase in the deacetylase
activity of SIRT1, which was required for the repression of the protein tyrosine phosphatase 1B (PTP1B)
transcription at the chromatin level. PTP1B is a negative regulator of the insulin signaling pathway [90].
Similarly, a two-year RVT administration regimen (80 mg/day in the first year and 480 mg/day in
the second year) in rhesus monkeys led to an increase in SIRT1 expression and an improvement in
insulin sensitivity in visceral white adipose tissue. In addition, NF-κB activity and adipocyte size were
also reduced. This beneficial effect was also confirmed in cultured 3T3-L1 adipocytes, wherein SIRT1
protein levels increased and NF-κB phosphorylation decreased [91]. Wu and collaborators also report
that treatment with 10 µMol/L of RVT for 24 h resulted in a significant increase in insulin secretion
from the islets isolated from the rats fed on a high-fat diet. This effect was associated with the activation
of SIRT1 by RVT, after the inhibition or knockdown of SIRT1 suppressed insulin transcription [92].

RVT also plays a role in the attenuation of diabetic nephropathy by activating SIRT1. Long-term
RVT treatment of diabetic Sprague–Dawley rats showed increased mRNA content and protein
expression of SIRT1 in the kidneys. This beneficial effect led to an amelioration of diabetic
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nephropathy and was associated with enhanced autophagy in the kidneys related to the upregulation
of autophagic proteins such as Atg7, Atg5 and LC3. Additionally, SIRT1 activation was responsible for
hypoxia-induced autophagy mediated by hypoxia-inducible factor-1a (Hif1a). Hif1a overexpression
led to the upregulation of the pro-autophagic Bcl2/adenovirus E1 V 19-kDa interacting protein 3
(Bnip3) that plays an important role in the induction of autophagy, which is a process responsible for
removing protein aggregates and damaged or excess organelles to maintain intracellular homeostasis
and cellular integrity [93]. Wen and collaborators have also demonstrated the beneficial effects of
RVT in ameliorating diabetic nephropathy through activation of SIRT1. In a type-1 diabetic rat
model, the activation of SIRT1 by RVT led to the modulation of kidney angiogenesis, mainly by
suppressing vascular endothelial growth factor (VEGF) expression and secretion. It is noteworthy that
SIRT1 knockdown led to the mitigation of RVT’s effects [94]. In another work, Wu and collaborators
demonstrated that RVT was able to increase forkhead transcription factor O1 (FoxO1) activity mediated
by SIRT1 activation in diabetic rat kidneys. The transcription factor FoxO1 plays a crucial role in cell
metabolism, aging and oxidative stress resistance, and its upregulation has been associated with cellular
protection against oxidative stress. Thus, the authors suggested that the improvement in diabetic
nephropathy mediated by RVT may be related to increased expression of FoXO1 [95], if oxidative stress
is implicated in the pathogenesis of diabetic nephropathy [96,97]. Similarly, Huang et al. showed the
beneficial effects of RVT in ameliorating diabetic nephropathy in diabetic rats through the activation of
SIRT1 and a consequent reduction in oxidative stress levels [98].

Many studies suggest that the activation of SIRT1 by RVT is associated with the modulation of
lipid metabolism. Hou and collaborators report that RVT was able to increase AMP-activated protein
kinase (AMPK) activity by activating SIRT1, which in turn led to a reduction in its downstream targets,
such as ACC (acetyl-CoA carboxylase), FAS (fatty acid synthase) expression and lipid accumulation
in human HepG2 hepatocytes exposed to high glucose [99]. Picard and co-workers demonstrated
that the treatment of 3T3-L1 adipocytes with 50 or 100 µM RVT reduced their fat content mainly by
lowering triglycerides and stimulating free fatty acid release. Again, SIRT1 activation has been
suggested to be the main mechanism, as its knockdown led to a suppression of the observed
beneficial effects [100]. RVT was also able to increase oxidized low-density lipoprotein (Ox-LDL)
degradation and clearance through the autophagy-lysosome pathway in human umbilical vein
endothelial cells. This effect was associated with SIRT1 activation that then led to an increase in
cathepsin D protein levels, a lysosomal proteinase that is most important for LDL degradation [101].
Kurano and collaborators reported that HepG2 cells and mice treated with RVT showed increased
levels of intra- and extra-cellular apolipoprotein M (apoM), along with intracellular sphingosine
1-phosphate (S1P) levels. S1P plays an important role in cardiovascular diseases and exerts several
beneficial effects, including anti-apoptosis activity, anti-inflammatory activity, vasorelaxation and
preservation of vascular permeability. The increased levels of S1P were related to apoM upregulation
mediated by SIRT1 activation. The authors suggested that this effect may be partly responsible for
the antiatherosclerotic properties of RVT [102]. In another work, Ajmo and coworkers reported
the beneficial effects of RVT in countering alcoholic fatty liver in mice chronically fed ethanol.
The activation of the SIRT1-AMPK signaling pathway was associated with this effect, which led
to the suppression of the sterol regulatory element binding protein 1 (SREBP-1) and the activation of
the peroxisome proliferator-activated receptor γ coactivator α (PGC-1α), two important components
of free fatty acids’ metabolism in alcoholic liver steatosis [103].

Mitochondrial disorders, such as increased production of ROS, are frequently observed in
diabetes and are involved in the disruption of cellular energy balance, activation of inflammatory
processes and endothelial dysfunction. Ungvari and collaborators reported that RVT attenuates
mitochondrial oxidative stress in coronary arterial endothelial cells exposed to high glucose to mimic
diabetic conditions by reducing mitochondrial ROS production. This effect was also associated
with the activation of SIRT1, and while its knockdown led to the suppression of beneficial effects,
its overexpression mimicked the beneficial effects mediated by RVT [104]. RVT-induced activation of
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SIRT1 results in an increase in the mitochondrial biogenesis. For instance, Csiszar and collaborators
reported that RVT induced mitochondrial biogenesis in cultured human coronary arterial endothelial
cells by enhancing mitochondrial mass and mitochondrial DNA content, overexpressing proteins of
the electron transport chain and inducing mitochondrial biogenesis factors, such as PGC-1α, nuclear
respiratory factor-1 (NRF1) and mitochondrial transcription factor A (mtTFA). The knock-down of
SIRT1 by small interfering RNA suppressed these effects. Additionally, type 2 diabetic mice subjected to
chronic treatment with RVT also showed an increase in the mitochondrial biogenesis in the aorta [105].
In another report, the treatment of C2C12 myotube cells with RVT resulted in a significant increase in
mitochondria mainly due to the greater ROS levels and induction of PGC-1α transcription [106].

Li and collaborators demonstrated that SIRT1 activation by RVT resulted in the suppression of
the STAT3 signaling pathway, leading to the reduced proliferation of HepG2 cells exposed to high
glucose [107]. This beneficial property of RVT may be important in the development of new therapeutic
strategies for the treatment of hepatocellular carcinoma, as the risk of developing this disease is greater
in diabetics than non-diabetics [108]. Forkhead proteins (FOX) are a family of transcription factors that
exert regulatory activity over the expression of genes involved in many cellular processes, including
cell growth, proliferation, differentiation and longevity (RF). Frescas and collaborators reported that the
activation of SIRT1 by RVT resulted in the nuclear translocation of FOXO1 in hepatocytes, promoted
transcription of key genes involved in hepatic glucose production and, indeed, enhanced glucose
release from the cultured hepatoma cells [109]. Conversely, Lin and co-workers demonstrated in rats
that the activation of SIRT1 by RVT resulted in an opposite effect and blocked FOXO3 accumulation
in the nuclei. This blocking effect may be important, as nuclear accumulation of FOXO3 can trigger
downstream proteins that regulate inflammation and cell death [110]. Similarly, Bai and co-workers
reported a reduction in FOXO1 expression in primary pig preadipocytes after RVT-induced SIRT1
activation. This inhibitory effect led to the significant inhibition of preadipocyte proliferation and
differentiation into adipocytes [111].

3.2. Cardioprotection

RVT was found to be correlated with cardiac-specific overexpression of endogenous SIRT1 and its
cardioprotective effects [112]. Doxorubicin (DOX) is an anthracycline antibiotic widely used to treat
cancer with significant toxic side effects to healthy tissues, especially to the heart [113]. RVT plays
an important role in preventing DOX-induced cardiotoxicity and the loss of heart function [114].
RVT administration in Balb/c mice at 15 mg/kg per day for seven weeks attenuated DOX-induced
cardiotoxicity by upregulating SIRT1 [115]. Even in the aged heart, RVT countered the deleterious
effects of DOX by restoring SIRT1 activity [116]. It has also been reported that RVT inhibited ROS and
inhibited inflammation and pro-apoptosis in DOX-treated mice by enhancing SIRT1 and the p38MAPK
pathway [117]. In vitro, RVT prevented DOX-induced cell death by downregulating endoplasmic
reticulum (ER) stress in an SIRT1-dependent manner [118]. RVT treatment also activated SIRT1 and
enhanced repair mechanisms in DOX-poisoned human cardiac progenitor cells (hCPCs). In hCPCs,
the activation of SIRT1 regulates the expression of genes related to stress response, cell death and
senescence by modulating several non-histone substrates such as p53 [119].

The regulation of acetylation/deacetylation of Foxo transcription factors by RVT via SIRT1
remains unresolved and may vary with different cell lines and subfamilies of Foxo [120–122].
It has been demonstrated that RVT plays a role in FoxO1-SIRT1 complex disassembly by decreasing the
expression of FoxO1 in myoblast cells, whereas the SIRT1 inhibitor nicotinamide has been reported to
upregulate FoxO1 [123]. Avogaro and co-workers have demonstrated a cardioprotective role for SIRT1
during ischemia-reperfusion (IR) injury as it increases the expression of FoxO1. They show that the
translocation of FoxO1 protein from the cytoplasm to the nucleus is induced by IR. The cardioprotective
effects of RVT derive from its antiapoptotic and antioxidant effects and due to its positive modulation
of SIRT1 expression [124]. After a long-term treatment, RVT improved cardiac function by repressing
the acetylation of Foxo1 in the senescent mouse heart [125].
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The adverse vascular effects of cigarette smoke were also abrogated by RVT via a SIRT1-dependent
pathway. The NF-κB activity was considerably decreased, and remarkable improvements in endothelial
function were reported upon RVT pretreatment in Wistar rats [126]. The activation of the SIRT1-NF-κB
pathway has also been reported to ameliorate subacute intestinal IR in BALB/c mice. RVT plays a role
in this pathway by initiating protective events such as the regulation of inflammation by reducing
NO production [127]. Evidently, hydrogen peroxide (H2O2) activates a precise intracellular signaling
pathway responsible for NF-κB activation [128]. The overexpression of SIRT3 by RVT protected the
H9c2 embryonic rat heart-derived cell line against H2O2-induced cell death via the NF-κB pathway,
whereas the SIRT inhibitor enhanced cell death [123].

Mitochondria are the main source of intracellular ROS, and cardiovascular risk is related to
excessive mitochondrial ROS (mtROS) [129]. Mn-SOD is an important intracellular anti-oxidative
mechanism that helps balance ROS levels [130,131]. RVT treatment protects cardiomyocytes from
oxidative stress by suppressing ROS production and upregulating mitochondrial genes (e.g., Mn-SOD)
via the SIRT1 pathway. It has also been reported that its inhibitor (nicotinamide) downregulates
Mn-SOD [132]. RVT also attenuated mtROS-mediated oxidative injury in human umbilical vein
endothelial cells (HUVECs) via SIRT3 activation [133]. Xu and coworkers showed that the upregulation
of Mn-SOD occurs via the extracellular-signal related kinase 5 (ERK5)/HDAC5 pathway, which then
reduces mtROS levels in HUVECs [134].

The transcriptional co-activator p300 plays an essential role in cardiac development and also in
cardiac hypertrophy [135]. Long-term RVT supplementation suppressed cardiac p300 upregulation
and improved cardiomyopathy in dystrophin-deficient mdx mice. RVT also downregulates the p300
protein levels by activating SIRT1 [136].

During acute myocardial infarction (MI), stromal cell-derived factor (SDF)-1 and cardiac p53 levels
are increased, and SDF-1 is known to recruit stem cells to the ischemic area [137]. RVT supplementation
decreased the activity of p53 by deacetylation and increased SDF-1 levels at the injury site. In addition,
a greater extent of the myocardium was found in the scar tissue four weeks after the acute MI in the
RVT group, compared to the controls [138].

Severe hemorrhage triggers whole body hypoxia and induces oxidative injury upon
reoxygenation [139]. The genomic studies have identified C-myc as one of the genes that are
altered after a trauma-hemorrhage (T-H) event. C-myc was reported to be increased and linked
to the downregulation of SIRT1 following such types of injury [140]. The data showed an inverse
association between C-myc and SIRT1 expression [141]. Thus, RVT treatment activated SIRT1 and
inhibited C-myc expression, leading to the deacetylation and inactivation of this gene as negative
feedback [142]. The expression of pyruvate dehydrogenase kinase (PDK)-1 increased after a T-H event
in male Sprague–Dawley rats. These high PDK-1 levels triggered a switch in cellular energy use from
mitochondria-based to glycolysis. The administration of RVT increased SIRT1 activity and restored the
glycolytic-mitochondrial energy pathway after a T-H event [143].

Adventitious fibroblasts have been reported to be involved in many cardiovascular
events, including atherosclerotic plaques [144]. Activated adventitial fibroblasts can convert
into myofibroblasts, synthesize collagen and enhance extracellular matrix remodeling and
restructuring [145]. Cheng and coworkers have demonstrated an anti-atherosclerotic effect of RVT as it
inhibits adventitial fibroblasts and the induction of cell apoptosis [146].

The structure and architecture of the heart undergo changes during cardiac fibrosis mediated by
the cytokine, transforming growth factor (TGF-β), which has a potent collagen-producing function in
cardiac fibroblasts [147]. Such profibrotic effects lead to increased TGF-β levels in the extracellular
matrix [148]. Simultaneously, Smad proteins are activated by this cytokine and contribute to collagen
deposition. Bu and coworkers showed that an RVT treatment leads to the activation of SIRT3 and
the inhibition of the TGF-β/Smad3 pathway in mouse hearts. Specifically, it led to the inhibition of
fibroblast to myoblast transformation and improving cardiac fibrosis and cardiac function [149].
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3.3. Cancer

The potential antitumorigenic activity of RVT by affecting the HDAC pathway has been
demonstrated in a number of tumor models, both in vitro and in vivo [150]. In prostate cancer,
a phosphatase and tensin homolog (PTEN), a tumor suppressor, is deleted on chromosome 10 or
inactivated by the negative regulator metastasis-associated protein 1 (MTA1)/HDACs. RVT targets
the MTA1/HDAC complex by abrogating its negative epigenetic effect and may reactivate the tumor
suppressor gene PTEN [151]. The downregulation of MTA1 by RVT disrupts the MTA1/HDAC
complex, activating the proapoptotic genes Bax and p21 and triggering apoptosis in prostate cancer
cell lines (PCa) [152]. In addition, it was reported that MTA1 downregulation by RVT is mediated
through p53 acetylation in PCa cells [153]. Kumar and coworkers have reported that SIRT1 mediates
the inhibition of phosphorylated ribosomal protein S6 kinase (pS6K) after RVT treatment in human
prostate cancer cell lines. RVT also inhibited cell growth as it induced apoptosis through the inhibition
of SIRT1-mediated S6K phosphorylation [154].

In colon cancer (CC), SIRT1 is downregulated and NF-κB increases, whereas RVT administration
reverses this process [155]. The overexpression of SIRT1 showed an antiproliferative effect in CC
cell lines [156]. In colorectal cancer (CRC) cell lines, RVT inhibited cell proliferation, invasion and
metastasis by modulating cell cycle regulatory genes, enhancing apoptosis via upregulation of p53
and by inhibiting anti-apoptotic genes. Similar to CC, NF-κB was down-regulated in CRC cell lines
after RVT treatment. This inhibition of NF-κB nuclear translocation was reversed when SIRT1 mRNA
levels were suppressed, thus suggesting that RVT acts in an SIRT1-dependent mode [157]. Moreover,
RVT downregulated SIRT1 and SIRT2 levels in human dermal fibroblasts, inducing premature
senescence, which is associated with DNA damage [158].

Cozzi and co-workers demonstrated the potential use of RVT as a radioprotector in human
lymphocytes. Their data suggested that RVT radiosensitizes non-proliferating human cells by
modulating the acetylation status of histones (i.e., HDAC inhibition) [159]. In Hodgkin lymphoma
cells, RVT enhanced the apoptosis by SIRT1 inhibition and p53/FOXO3a hyperacetylation. After RVT
treatment, the levels of acetyl-p53 and acetyl-FOXO3a were increased, implying that deacetylase
inhibition is a key factor in apoptosis of lymphoma cells due to RVT treatment [160].

The human T-cell leukemia virus type 1 (HTLV-1) can cause T-cell leukemia, and there are
few therapeutic options available for these patients [161]. HTVL-1 is responsible for encoding
the Tax oncoprotein, which activates numerous cellular promoters [162]. The suppression of Tax
activation by HTVL is carried out by SIRT1 deacetylase. The administration of RVT activated SIRT1 in
HTLV-1-transformed T cells, which inhibited HTVL-1 proviral transcription and Tax expression [163].

RVT treatment in hepatoma cell lines suggested dose-dependent antiproliferative effects.
In HepG2 cells, an HDAC inhibition assay revealed that this effect occurs because of the specific
inhibition of certain HDAC families and hyperacetylation of the histone proteins [164]. Lindgren and
coworkers also revealed potential antiproliferative effects of RVT. Their group carried out a study to
evaluate the effect of RVT on growth and apoptosis promotion in osteoblastoma cell lines. After RVT
treatment, the SIRT1 protein was overexpressed in osteosarcoma cells compared to normal osteoblasts.
Additionally, RVT induced apoptosis in a dose-dependent manner and had minimal effects on normal
osteoblasts [165]. RVT can also attenuate androgen receptor-mediated proliferation on breast cancer
cells by activating SIRT1 [166].

3.4. Neuroprotection

Alzheimer’s disease (AD) is a neurodegenerative disorder characterized by progressive memory
deficit, cognitive impairment and personality changes. Typically, AD is manifested as extracellular
deposits of amyloid-β (Aβ) in the form of senile plaques in the brain. Aβ also deposits in the cerebral
blood vessels and intracellular inclusions of hyperphosphorylated tau in the form of neurofibrillary
tangles (NFT) [167,168]. It is hypothesized that the pathogenic engagement of microglia with Aβ
involves the activation of NF-κB. The RelA/p65 in AD brains is greater in neurons and astrocytes
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than that surrounding amyloid plaques, demonstrating a role for NFkB in AD pathogenesis [169].
A complete transcriptional activity of RelA/p65 requires acetylation of Lys310, a known target of SIRT1
deacetylase [170]. Chen and co-workers were able to demonstrate the ability of RVT to protect mixed
cortical cultures against Aβ toxicity as it inhibits microglial NF-κB signaling by activating SIRT1 [171].

In a different perspective, researchers have studied a possible role for the ROCK protein in
mediating the protective effects of RVT in AD. ROCK is a serine/threonine protein kinase with
two different diastereomers: ROCK1 and ROCK2. ROCK1 is known for partly inhibiting the
non-amyloidogenic α-secretase processing of the amyloid precursor protein (APP), which is suggested
to be partly modulated by SIRT1 overexpression [172,173]. Based on these data, the ability of RVT
to increase cell viability and to inhibit cell apoptosis against Aβ25–35 toxicity has been demonstrated.
Furthermore, it has been demonstrated that Aβ25–35 could decrease the SIRT1 expression and
increase the ROCK1 expression, which is reversed by RVT treatment. Nicotinamide and Y27632,
SIRT1 and ROCK1 inhibitors, respectively, were used to demonstrate the relation between SIRT1
and ROCK1 expression, and the results demonstrated that ROCK1 is a downstream molecule.
Taken together, this study demonstrated the SIRT1-ROCK1 pathway to be partially responsible for
RVT neuroprotection [174].

Akt, a serine/threonine kinase, plays a role in regulating neuronal cell size and survival,
accelerating axonal regeneration and promoting axon elongation and branching [175–178]. Akt is also
a downstream target of SIRT1 and can be modulated by this enzyme through deacetylation [179,180].
Based on this, Zhang et al. studied the role of the SIRT1-Akt pathway in RVT-mediated neuroprotection
in Alzheimer disease. The results of their work demonstrated that RVT can increase the neuron viability
and prevent neuron apoptosis when exposed to Aβ25–35. These cells showed a reduced expression of
SIRT1 and Akt due to the Aβ25–35 treatment, which was reversed by RVT treatment. Nicotinamide
was also able to partially mitigate RVT-mediated neuroprotection, suggesting that RVT could protect
cortical neurons from Aβ25–35-induced damage, at least partly via the SIRT1-Akt1 pathway [181].

Parkinson’s disease (PD) is another common neurodegenerative disorder that is characterized by
dopaminergic cell death in the substantia nigra. The earlier studies have demonstrated that neurotoxic
chemicals are responsible for sporadic cases of PD [182,183]. These neurotoxins induce oxidative
stress by elevating ROS concentrations, which are already relatively high in the dopaminergic neurons
due to dopamine metabolism and auto-oxidation [184]. Methionine sulfoxide reductase A (MsrA)
belongs to a catalytic antioxidant system, and its overexpression reduces the dopaminergic cell death
and protein aggregation caused by the PD-related neurotoxins [185,186]. In a study that assessed the
involvement of MsrA, SIRT1 and RVT in PD, Wu and collaborators demonstrated that phytoalexin was
able to enhance the resistance of human neuroblastoma SH-SY5Y cells to 1-methyl-4-phenylpyridinium
ion (MPP+)-induced neurotoxicity and that it upregulates MsrA expression. Nicotinamide, an SIRT1
inhibitor, was able to counter this increase in MsrA expression, suggesting that SIRT1 is involved in
this process [187].

Another important aspect pertains to the sustained activation of the glia (macroglia and microglia)
in the CNS, which is believed to contribute to progressive dopaminergic (DA) neurodegeneration
in PD via neuroinflammation [188]. Following an injury or infection, the activated microglia release
various proinflammatory and other neurotoxic factors, the majority of which are deemed to contribute
to neuronal injury. Ye and co-workers studied the role of SIRT1 in the neuroinflammatory process
associated with PD. The results of their study revealed that RVT increases SIRT1 content in PC12 cells
and suppresses the LPS-induced increase of IL-6 and TNF-α. In addition, sirtinol was able to abolish
this RVT effect, demonstrating the involvement of SIRT1 in regulating proinflammatory cytokine
release after microglial activation [189].

Axonal degeneration is common in many neurodegenerative diseases and is particularly
important in the development of amyotrophic lateral sclerosis, Charcot-Marie-Tooth disease,
spinal muscular atrophy and diabetic neuropathy [190]. Calliari and collaborators, using a Wallerian
degeneration model, studied the role of SIRT1 and SIRT2 in the modulation of the axonal degeneration,
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when cells were treated with RVT. In the first case, it was demonstrated that RVT delayed axonal
degeneration, but this was lost by the addition of suramin, an SIRT1 inhibitor. Moreover, RVT was
able to dissociate DBC1 (Deleted in Breast Cancer-1, an endogenous SIRT1 inhibitor) from the SIRT1
catalytic site in neurons, which then increased enzyme activity [191]. On the other hand, Suzuki and
coworkers proved that RVT decreases the resistance of Wlds neurons to axonal degeneration induced
by colchicine and that it also decreases the level of tubulin acetylation. The deacetylation of tubulins
has been suggested to be involved in this process due to the SIRT2 activation, and resistance to the
axonal degeneration was restored when SIRT2 was silenced [192].

Another important neurodegenerative disease, amyotrophic lateral sclerosis (ALS),
is characterized by motoneurons’ (MN) death, which results in the progressive muscle atrophy and
paralysis [193]. An interesting finding in ALS was the identification of mutations in the gene encoding
SOD1 (superoxide dismutase 1), which were observed in 20% of inherited ALS cases [194]. In a study
using transgenic mice that harbored the G93A human SOD1 mutation, Mancuso and collaborators
showed the ability of RVT in delaying the onset of symptoms and in improving impaired locomotion
associated with spinal motoneuron degeneration. Moreover, the RVT treatment also increased the
expression and activity of SIRT1 in motoneurons, suggesting a possible mechanism of action for RVT
in easing the symptoms of ALS [195].

With the aim of studying the role of SIRT1 in ALS, Wang and collaborators used the motor
neuron-like cells with the hSOD1 G93A mutant vector (VSC-4.1-hSOD1G93A) for their experiments
and observed both low expression of SIRT1 and lower ATP levels. RVT treatment was able to increase
the viability of VSC-4.1-hSOD1G93A cells, SIRT1 expression and ATP levels. Nicotinamide, an SIRT1
inhibitor, was able to reduce these effects, suggesting that SIRT1 is involved in ALS [196].

Pérez-Pinzón and co-workers studied the efficacy of ischemia pre-conditioning (IPC) and RVT
treatment against cerebral ischemia. In two different reports, they were able to demonstrate that
RVT could mimic neuroprotection achieved with IPC and that both were able to induce tolerance
against brain injury and increase SIRT1 activity. Sirtinol, an SIRT1 inhibitor, was able to abolish the
neuroprotective effects of RVT and IPC, suggesting an important role for SIRT1. In a more recent report,
they studied the involvement of UCP2 (mitochondrial uncoupling protein 2) in neuroprotection and
showed that RVT treatment downregulates UCP2, which is important for neuroprotection, and they
concluded that this protein protects against lethal ischemia, at least partly by increasing mitochondrial
ATP production [197,198].

Further, Shin and collaborators established that RVT treatment significantly reduced total infarct
volume in mice after ischemic stroke. They also demonstrated that RVT was able to increase SIRT1
expression and that this was correlated with PGC1α levels, a regulator of mitochondrial biogenesis and
oxidative stress, suggesting that this process underlies the anti-oxidative neuroprotection associated
with RVT in the ischemic brain [199].

Neuropathic pain symptoms can be related to alterations in the expression of genes associated
with pain and modifications in the primary afferent or spinal cord neurons. Abnormal histone
acetylation is one of the characteristic gene modifications and is believed to be one of the transcription
factor-mediated epigenetic mechanisms that underlie neuropathic pain [200,201]. With an aim to study
the role of SIRT1 and RVT in neuropathic pain, Shao and co-workers performed an in vivo study
in a mouse model of chronic constriction injury (CCI). They observed that CCI surgery decreased
SIRT1 expression, activity and the NAD/NAM ratio. RVT (90 mM) treatment was able to delay
the development of neuropathic pain induced by CCI and increased SIRT1 activity. The treatment
with 6-chloro-2,3,4,9-tetrahydro-1H-carbazole-1-carboxamide (EX527), an SIRT1 inhibitor, blocked the
anti-nociceptive effect of RVT. The results established a possible role of SIRT1 in neuropathic pain and
suggested that increasing its activity could be a promising approach to treat neuropathic pain [202].

Regarding neuronal death, it was assessed the ability of RVT and SIRT1 to increase neuronal cell
viability upon induction of apoptosis. Seo and collaborators used PrP (106–126), a synthetic human
prion peptide, to induce cell death in the human neuroblastoma cell line SH-SY5Y. PrP, besides reducing
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cell viability, also inactivated SIRT1. RVT treatment significantly inhibited PrP (106–126)-mediated
neuronal cell death and increased SIRT1 activity and expression. Sirtinol, as expected, blocked an
RVT-mediated increase in SIRT1 protein activity and increased PrP (106–126)-induced cell death [203].
Guida and co-workers assessed the behavior and expression of the REST gene (repressor element 1
(RE-1)-silencing transcription factor) in RVT-treated cells. REST is known to be involved in neuronal
death in cortical neurons. These authors observed that RVT reduced REST mRNA and protein
expression in a dose-dependent manner. In order to evaluate the role of SIRT1 in RVT-induced
changes in REST expression, EX527 was used, and it leads to an increase in REST gene expression
and blocked the effects of RVT. Polychlorinated biphenyl-95 (PCB-95) was used to induce neuronal
death in SH-SY5Y cells, which could be reversed by RVT treatment and also by decreasing REST
gene expression [204].

Proinflammatory changes may induce cognitive deficits in rodents and the injections of LPS into
the CA1 region of the hippocampus cause learning and memory deficits in mice [205,206]. Thus, the role
of RVT on LPS-induced dysfunction and cognitive memory loss in mice was analyzed. An LPS
treatment decreased SIRT1 protein, but the RVT treatment was able to reverse it and lessen the memory
deficit. A specific SIRT1 inhibitor abolished the neuroprotective effects of RVT, suggesting that the
mechanism of action involved activation of SIRT1 [207].

Morphine is a powerful analgesic used for treating severe pain, but induces tolerance when
used in the long term. Recent studies have suggested that the expression of genes related to pain is
involved in the generation and maintenance of neuropathic pain and morphine tolerance [208,209].
A study determining the effects of RVT treatment in rats exhibiting morphine tolerance showed
that RVT was able to reverse a morphine-dependent increase in pro-inflammatory cytokines and
increased the analgesic effects of morphine in tolerant rats. Moreover, the authors also suggested that
morphine tolerance was associated with a significant time-dependent increase in HDAC-1 protein
levels, which was reversed by RVT [210].

Proximal spinal muscular atrophy (SMA) is a neuromuscular disorder caused by the degeneration
of alpha motor neurons and is characterized by a mutation in the survival motor neuron gene (SMN1);
however, all patients retain a nearly identical copy of SMN2 [211,212]. With the aim of developing a
strategy to increase SMN2 expression, Dayangac-Erden and co-workers studied the ability of RVT to
inhibit HDAC activity and change SMN2 expression. The results revealed that (E)-resveratrol inhibited
HDAC activity in a dose-dependent manner and that it was able to increase SMN2 mRNA and protein
levels in 3813 cell lines. Therefore, the authors concluded that HDAC inhibition may be a possible
strategy for treating proximal spinal muscular atrophy [213].

3.5. Inflammation

The control of inflammatory processes by sirtuins is still being studied, and its mechanism is not
completely known; however, it is associated with histone changes and transcription factors such as
NF-κB and AP1 [214]. The existing evidence suggests that during chronic inflammation, NAD+ and
SIRT levels, as well as SIRT expression are drastically reduced, which may lead to an increase in NF-κB
RelA/p65 activity, thus increasing the expression of pro-inflammatory cytokines [215].

Osteoarthritis and rheumatoid arthritis are both joint disorders characterized by excessive
production of inflammatory mediators synthesized by local synovial fibroblasts and chondrocytes [216].
To demonstrate the role of SIRT1 in inflammation related to osteoarthritis, Moon and collaborators
used human articular chondrocyte cell culture and TNF-α-induced inflammation. RVT treatment was
able to prevent COX-2 and MMP mRNA expression in a dose-dependent manner and was also able
to inhibit COX-2 protein expression. RVT also was able to induce the expression of SIRT1 in these
cells. Further, the anti-inflammatory effect of SIRT1 could be related to NF-κB activity as RVT was able
to decrease acetylation of NF-κB-p65 [217]. Similar results regarding COX-2 and SIRT1 expression
have been reported in a study conducted by Yang and co-workers, who used bradykinin to induce
inflammation in human rheumatoid arthritis synovial fibroblasts (RASFs). In addition, RVT treatment
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can also decrease prostaglandin 2 production and reduce the activity and acetylation of the transcription
factors NF-κB and AP-1, which regulate the production of pro-inflammatory cytokines [218].

Inflammatory bowel diseases (IBD), such as ulcerative colitis and Crohn’s disease, are chronic
relapsing inflammatory conditions of the gastrointestinal tract that result in tissue destruction and
mucosal injury in the colon [219]. Sharma and collaborators evaluated the effects of RVT in IBD in
an in vivo study using the dextran sulfate sodium (DSS)-induced colitis model. The treatment with
RVT was able to reduce tissue levels of TNF-α, IFN-γ and IL-17, obtained by biopsy. An increase
in SIRT1 mRNA expression was also observed. In addition, an increase in the tissue inhibitor of
metalloproteinase (TIMP)-3 mRNA and a decrease in TNF-a converting enzyme (TACE) mRNA
was observed [220].

Knobloch and co-workers evaluated the effects of RVT and corticosteroids (dexamethasone)
on human airway smooth muscle cells (HASMCs) after exposure to (lipoteichoic acid) LTA. It is known
that these cells play a role in airway inflammation in chronic obstructive pulmonary disease
(COPD) and release cytokines and chemokines in the presence of bacterial pathogen associated
molecular patterns (PAMPs), leading to exacerbation of the disease and irreversibly accelerate
disease progression [221,222]. The results of this study showed that both RVT and dexamethasone
were able to reduce monocyte chemotactic protein (MCP-1/CCL2) and interleukin-6 (IL-6) levels
in a concentration-dependent manner, but RVT was more efficient in exerting the same effect.
Both compounds also reduced the levels of granulocyte-macrophage colony-stimulating factor
(GM-CSF) released from HASMCs after an exposure to LTA [223].

Pan and co-workers studied the molecular basis of the anti-inflammatory effect of RVT on human
umbilical vein endothelial cells (HUVEC) after TNF-α-induced damage. TNF-α decreased the cell
viability and induced the expression of CD40. RVT was able to reverse this decrease in cell viability
and reduce CD40 expression. It has also been observed that TNF-α inhibits the production of SIRT1,
whereas the treatment with RVT increased SIRT1 expression. To assess whether the RVT-induced
reduction in CD40 expression is linked to its ability to increase SIRT1 expression, the authors used
knocked-out SIRT1 and used an SIRT1 inhibitor, both of which led to the suppression of the beneficial
effects of RVT. It was also observed that the RVT treatment was able to suppress NF-κB activity [224].

Sepsis, an inflammatory response to a severe infection, is mediated by several types of immune
cells and involves the production of pro-inflammatory cytokines. In normal conditions, a moderate
production of cytokines facilitates limiting infections and tissue damage. As the infection terminates,
the inflammatory response also ends, and the organism returns to homeostasis. The production of
high levels of TNF-α is considered important for the development of sepsis [225–227]. To assess
whether RVT may have some benefits in sepsis, Chen and coworkers used an in vitro model with
normal and LPS-tolerant THP-1 cells to induce an inflammatory response. The results showed that
pre-conditioning with RVT was able to decrease TNF-α levels by activating SIRT1 in normal and
LPS-tolerant human monocytic cells (THP-1), which then led to the repression of TNF-α transcription
through deacetylation of H4K16 in the TNF-α promoter. In addition, it was also observed that RVT
does not increase the levels of the SIRT1 protein in tolerant cells, but only in normal cells. According
to these authors, this effect indicates that, in tolerant cells, SIRT1 levels reached their maximum,
and any influence of RVT remained insignificant [228].

An exposure to ionizing radiations can induce an increase in ROS and IL-1β levels, but the
mechanism(s) involved remains unclear. NLRP3 is the most-studied inflammasome and can be
activated by pathogens, damage to molecular patterns or environmental conditions. When activated,
this inflammasome is capable of inducing the conversion of pro-IL-1β to its activated form.
Although the mechanism by which NLRP3 is activated is not completely understood, it is known
to require NF-κB activation [229,230]. To understand if the radiation-induced pro-inflammatory
activity is related to the activation of the NLRP3 inflammasome and a subsequent increase in IL-1β,
Fu and co-workers evaluated the effects of radiation on mesenchymal stem cell (MSCs) cultures.
After an exposure to radiation, MSCs showed elevated levels of IL-1β, and the RVT treatment resulted
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in a concentration-dependent decrease in the expression of IL-1β and NLRP3, as well as an increase
in the SIRT1 protein expression. To confirm the participation of SIRT1 in these events, the same
experiments were repeated using a known SIRT1 inhibitor, namely nicotinamide. As expected,
the pre-treatment with NAM decreased the levels of SIRT1 and increased the levels of NLRP3 and
IL-1β. Similar results were obtained with SIRT1 knockdowns [231].

Another study evaluated if RVT treatment can diminish the effects of ionizing radiation in vivo
after radiotherapy-induced premature ovarian failure (POF). These authors also analyzed certain
inflammatory aspects by immunohistochemistry and real-time PCR. Radiation exposure led to elevated
levels of IL-6 and IL-8 (pro-inflammatory) mRNAs and decreased levels of IL-10 (anti-inflammatory)
mRNA. Immunohistochemistry showed an increase in NF-κB-p65. The use of RVT led to a decrease in
the levels of pro-inflammatory interleukins, but an increase in IL-10 levels, reduction in NF-κB-p65
levels in analyzed tissues and an increase in SIRT1 mRNA [232].

3.6. Lifespan

In a study on lifespan changes due to small molecule activators of sirtuins, Howitz and
collaborators demonstrated that RVT was able to increase the lifespan of Saccharomyces cerevisiae by up
to 70%, and cell survival in human osteosarcoma (U2OS) and human embryonic kidney (HEK 293)
cells. The authors also report that RVT increased the rate of deacetylation of SIRT1 by two-fold and
decreased the acetylation of the p53 gene, an SIRT1 target, suggesting that SIRT1 activation could be a
possible mechanism that increases lifespan upon RVT treatment. Moreover, the Sir-2 protein family is
known to extend yeast lifespan by stabilizing repetitive DNA [233–236], which reach toxic levels in
old cells and cause cell death. RVT was also able to reduce the frequency of rDNA by about 60% in an
SIR2-dependent manner [237].

With the aim of studying lifespan in multicellular animals, Wood and collaborators used
Caenorhabditis elegans and Drosophila melanogaster as experimental models. They were able to
demonstrate that RVT increased deacetylation up to 2.5-fold for Sir-2.1 of C. elegans and 2.4-fold
for Sir-2 of D. melanogaster. Moreover, the lifespan of the worms was extended by 14% while that
of D. melanogaster increased by 29%. These results indicate that the effects of RVT on lifespan are
dependent on Sir-2, and RVT did not change the fecundity of the animals [238]. In another study on
C. elegans lifespan, Viswanathan and co-workers also demonstrated that RVT can extend lifespan in
a dose-dependent manner that is completely dependent on Sir-2.1. In addition, these authors also
discovered that this effect was independent of daf-16, an insulin/IGF pathway transcription factor
that has been shown to regulate nematode aging. Additionally, polyphenols have also been shown
to extend C. elegans lifespan by inhibiting Sir-2.1-mediated repression of ER stress genes, which are
determinants of lifespan [239].

Recently, it has been demonstrated that autophagy is responsible for increasing longevity through
a cytoprotective mechanism that allows cells to mobilize their energy reserves and to recycle damaged
organelles [240–243]. Specifically, Morselli and co-workers have studied the role of RVT and SIRT1 in
autophagy and lifespan. Their results revealed that RVT and caloric restriction stimulate autophagy
through SIRT1 activation both in human cells and C. elegans and that SIRT1 knockout nullified this
effect, which implicates a role for SIRT1 and RVT in autophagy and lifespan expansion [244].

In addition, RVT has also been demonstrated to extend lifespan of more complex organisms such
as Nothobranchius guentheri, the annual fish. The phytoalexin was able to prolong fish lifespan and
retarded the expression of aging-related biomarkers [245]. On the other hand, the ability of RVT to
extend lifespan in mice is not well stablished. While studies have demonstrated that RVT is not able to
extend lifespan in healthy mice [246,247], supplementation of metabolically-compromised mammals
has demonstrated to be successful [248].
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4. Lysine-Specific Demethylase-1

Lysine-specific demethylase-1 (LSD1), an enzyme that regulates histone methylation, belongs to
the superfamily of the flavin adenine dinucleotide (FAD)-dependent amine oxidases [249]. The catalytic
function of LSD1 involves the removal of mono- or di-methyl groups from methylated proteins,
specifically histone 3, lysine 4 and 9 (H3K4 and H3K9) [250,251]. The demethylation of H3K4 results
in the repression of gene expression [251], while demethylation in H3K9 leads to activation of gene
expression [252,253]. The epigenetic reprogramming modulated by LSD1 plays an important role in a
number of normal physiological processes, including cell growth, differentiation and metabolism [254].
Nevertheless, earlier studies have related the overexpression of LSD1 with a variety of diseases,
including cancers, neurodegenerative diseases and hematological disorders [255–259]. In view of this
promising epigenetic target, Yang and coworkers assessed the effects of several natural polyphenols
against LSD1, including RVT, curcumin, quercetin and luteolin. Interestingly, RVT was able to
inhibit LSD1 activity in a dose-dependent manner with an IC50 of 15 µM using an in vitro system
of recombinant LSD1 enzyme and a short peptide of methylated p53 as the substrate. Furthermore,
these authors also performed a study using purified bulky histones as substrates, and RVT could
inhibit LSD1 activity at the histone lysine 4 site [260].

5. Conclusions

RVT is a natural polyphenol with promising therapeutic applications in a variety of diseases,
including cancer, diabetes, cardiovascular diseases, neurodegenerative diseases and metabolic
disorders. Both in vitro and in vivo data demonstrate the potential effects of this polyphenol in treating
and preventing many of these diseases. Specifically, RVT affects epigenetic mechanisms, which include
enzymes such as DNA methyltransferase (DNMT), HDAC and lysine-specific demethylase-1 (LSD1).
The known effects of RVT on these enzymes, specifically against HDAC, are well established and are
responsible for several of the observed beneficial effects.
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27. Farghali, H.; Kutinová, C.N.; Lekić, N. Resveratrol and related compounds as antioxidants with an allosteric
mechanism of action in epigenetic drug targets. Physiol. Res. 2013, 62, 1–13. [PubMed]

28. Martin, S.L.; Hardy, T.M.; Tollefsbol, T.O. Medicinal chemistry of the epigenetic diet and caloric restriction.
Curr. Med. Chem. 2013, 20, 4050–4059. [CrossRef] [PubMed]

29. Kurdistani, S.K. Histone modifications as markers of cancer prognosis: A cellular view. Br. J. Cancer 2007, 97,
1–5. [CrossRef] [PubMed]

30. Bergman, Y.; Cedar, H. DNA methylation dynamics in health and disease. Nat. Struct. Mol. Biol. 2014, 21,
274–281.

31. Popovic, R.; Licht, J.D. Emerging epigenetic targets and therapies in cancer medicine. Cancer Discov. 2012, 2,
405–413. [CrossRef] [PubMed]

32. Pande, V. Understanding the Complexity of Epigenetic Target Space. J. Med. Chem. 2016, 59, 1299–1307.
[CrossRef] [PubMed]

33. Robertson, K.D. DNA methylation, methyltransferases, and cancer. Oncogene 2001, 20, 3139–3155. [CrossRef]
[PubMed]

http://dx.doi.org/10.1530/eje.0.1380619
http://www.ncbi.nlm.nih.gov/pubmed/9678525
http://dx.doi.org/10.1111/j.1749-6632.2010.05843.x
http://www.ncbi.nlm.nih.gov/pubmed/21261638
http://dx.doi.org/10.1111/j.1749-6632.2010.05854.x
http://www.ncbi.nlm.nih.gov/pubmed/21261637
http://dx.doi.org/10.3390/nu8050250
http://www.ncbi.nlm.nih.gov/pubmed/27144581
http://dx.doi.org/10.3390/nu8110628
http://www.ncbi.nlm.nih.gov/pubmed/27834913
http://dx.doi.org/10.5582/ddt.2015.01007
http://www.ncbi.nlm.nih.gov/pubmed/25788047
http://dx.doi.org/10.1111/j.1749-6632.2010.05844.x
http://www.ncbi.nlm.nih.gov/pubmed/21261639
http://dx.doi.org/10.1900/RDS.2013.10.236
http://www.ncbi.nlm.nih.gov/pubmed/24841877
http://dx.doi.org/10.2174/1871530315666150316120316
http://www.ncbi.nlm.nih.gov/pubmed/25772176
http://dx.doi.org/10.1016/j.bbadis.2014.11.012
http://www.ncbi.nlm.nih.gov/pubmed/25446988
http://dx.doi.org/10.1097/JES.0b013e3182141f80
http://www.ncbi.nlm.nih.gov/pubmed/21383627
http://dx.doi.org/10.1016/j.bbadis.2014.09.011
http://www.ncbi.nlm.nih.gov/pubmed/25281824
http://dx.doi.org/10.1155/2015/392169
http://www.ncbi.nlm.nih.gov/pubmed/26180587
http://dx.doi.org/10.1111/j.1749-6632.2010.05850.x
http://www.ncbi.nlm.nih.gov/pubmed/21261652
http://dx.doi.org/10.1016/j.bbadis.2015.01.012
http://www.ncbi.nlm.nih.gov/pubmed/25640851
http://dx.doi.org/10.1016/j.bbadis.2014.10.005
http://www.ncbi.nlm.nih.gov/pubmed/25315298
http://dx.doi.org/10.1021/jf301479v
http://www.ncbi.nlm.nih.gov/pubmed/22571175
http://dx.doi.org/10.1111/nyas.12819
http://www.ncbi.nlm.nih.gov/pubmed/26190093
http://dx.doi.org/10.1111/nyas.12796
http://www.ncbi.nlm.nih.gov/pubmed/26099829
http://www.ncbi.nlm.nih.gov/pubmed/23173686
http://dx.doi.org/10.2174/09298673113209990189
http://www.ncbi.nlm.nih.gov/pubmed/23895687
http://dx.doi.org/10.1038/sj.bjc.6603844
http://www.ncbi.nlm.nih.gov/pubmed/17592497
http://dx.doi.org/10.1158/2159-8290.CD-12-0076
http://www.ncbi.nlm.nih.gov/pubmed/22588878
http://dx.doi.org/10.1021/acs.jmedchem.5b01507
http://www.ncbi.nlm.nih.gov/pubmed/26796965
http://dx.doi.org/10.1038/sj.onc.1204341
http://www.ncbi.nlm.nih.gov/pubmed/11420731


Nutrients 2017, 9, 1201 16 of 27

34. Okano, M.; Xie, S.; Li, E. Cloning and characterization of a family of novel mammalian DNA (cytosine-5)
methyltransferases. Nat. Genet. 1998, 19, 219–220. [PubMed]

35. Chen, T.; Li, E. Establishment and maintenance of DNA methylation patterns in mammals. Curr. Top.
Microbiol. Immunol. 2006, 301, 179–201. [PubMed]

36. Yang, L.; Rau, R.; Goodell, M.A. DNMT3A in haematological malignancies. Nat. Rev. Cancer 2015, 15,
152–165. [CrossRef] [PubMed]

37. Bourc’his, D.; Xu, G.-L.; Lin, C.-S.; Bollman, B.; Bestor, T.H. Dnmt3L and the establishment of maternal
genomic imprints. Science 2001, 294, 2536–2539. [CrossRef] [PubMed]

38. Jia, D.; Jurkowska, R.Z.; Zhang, X.; Jeltsch, A.; Cheng, X. Structure of Dnmt3a bound to Dnmt3L suggests a
model for de novo DNA methylation. Nature 2007, 449, 248–251. [CrossRef] [PubMed]

39. Hata, K.; Okano, M.; Lei, H.; Li, E. Dnmt3L cooperates with the Dnmt3 family of de novo DNA
methyltransferases to establish maternal imprints in mice. Development 2002, 129, 1983–1993. [PubMed]

40. Subramaniam, D.; Thombre, R.; Dhar, A.; Anant, S. DNA methyltransferases: A novel target for prevention
and therapy. Front. Oncol. 2014, 4, 1–13. [CrossRef] [PubMed]

41. Goll, M.G.; Kirpekar, F.; Maggert, K.A.; Yoder, J.A.; Hsieh, C.-L.; Zhang, X.; Golic, K.G.; Jacobsen, S.E.;
Bestor, T.H. Methylation of tRNAAsp by the DNA methyltransferase homolog Dnmt2. Science 2006, 311,
395–398. [CrossRef] [PubMed]

42. Jurkowska, R.Z.; Jurkowski, T.P.; Jeltsch, A. Structure and function of mammalian DNA methyltransferases.
Chembiochem 2010, 12, 206–222. [CrossRef] [PubMed]

43. Zwergel, C.; Valente, S.; Mai, A. DNA Methyltransferases inhibitors from natural sources. Curr. Top.
Med. Chem. 2016, 16, 680–696. [CrossRef] [PubMed]

44. Hamidi, T.; Singh, A.K.; Chen, T. Genetic alterations of DNA methylation machinery in human diseases.
Epigenomics 2015, 7, 247–265. [CrossRef] [PubMed]

45. Eden, A.; Gaudet, F.; Waghmare, A.; Jaenisch, R. Chromosomal instability and tumors promoted by DNA
hypomethylation. Science 2003, 300, 455. [CrossRef] [PubMed]

46. Gaudet, F.; Hodgson, G.; Eden, A.; Jackson-Grusby, L.; Dausman, J.; Gray, J.W.; Leonhardt, H.; Jaenisch, R.
Induction of tumors in mice by genomic hypomethylation. Science 2003, 300, 489–492. [CrossRef] [PubMed]

47. Chen, T.; Hevi, S.; Gay, F.; Tsujimoto, N.; He, T.; Zhang, B.; Ueda, Y.; Li, E. Complete inactivation of DNMT1
leads to mitotic catastrophe in human cancer cells. Nat. Genet. 2007, 39, 391–396. [CrossRef] [PubMed]

48. Herman, J.G.; Baylin, S.B. Gene silencing in cancer in association with promoter hypermethylation. N. Engl.
J. Med. 2003, 349, 2042–2054. [CrossRef] [PubMed]

49. Fuso, A.; Nicolia, V.; Cavallaro, R.A.; Scarpa, S. DNA methylase and demethylase activities are modulated
by one-carbon metabolism in Alzheimer’s disease models. J. Nutr. Biochem. 2011, 22, 242–251. [CrossRef]
[PubMed]

50. Higuchi, F.; Uchida, S.; Yamagata, H.; Otsuki, K.; Hobara, T.; Abe, N.; Shibata, T.; Watanabe, Y.
State-dependent changes in the expression of DNA methyltransferases in mood disorder patients.
J. Psychiatr. Res. 2011, 45, 1295–1300. [CrossRef] [PubMed]

51. López-Pedrera, C.; Pérez-Sánchez, C.; Ramos-Casals, M.; Santos-Gonzalez, M.; Rodriguez-Ariza, A.;
Cuadrado, M.J. Cardiovascular risk in systemic autoimmune diseases: Epigenetic mechanisms of immune
regulatory functions. Clin. Dev. Immunol. 2012, 2012, 974648. [CrossRef] [PubMed]

52. Sacconi, S.; Camaño, P.; de Greef, J.C.; Lemmers, R.J.L.F.; Salviati, L.; Boileau, P.; de Munain Arregui, A.L.;
van der Maarel, S.M.; Desnuelle, C. Patients with a phenotype consistent with facioscapulohumeral muscular
dystrophy display genetic and epigenetic heterogeneity. J. Med. Genet. 2012, 49, 41–46. [CrossRef] [PubMed]

53. Statland, J.M.; Tawil, R. Facioscapulohumeral muscular dystrophy: Molecular pathological advances and
future directions. Curr. Opin. Neurol. 2011, 24, 423–428. [CrossRef] [PubMed]

54. Nimmo, E.R.; Prendergast, J.G.; Aldhous, M.C.; Kennedy, N.A.; Henderson, P.; Drummond, H.E.;
Ramsahoye, B.H.; Wilson, D.C.; Semple, C.A.; Satsangi, J. Genome-wide methylation profiling in Crohn’s
disease identifies altered epigenetic regulation of key host defense mechanisms including the Th17 pathway.
Inflamm. Bowel Dis. 2012, 18, 889–899. [CrossRef] [PubMed]

55. Bressler, J.; Shimmin, L.C.; Boerwinkle, E.; Hixson, J.E. Global DNA methylation and risk of subclinical
atherosclerosis in young adults: The Pathobiological Determinants of Atherosclerosis in Youth (PDAY) study.
Atherosclerosis 2011, 219, 958–962. [CrossRef] [PubMed]

http://www.ncbi.nlm.nih.gov/pubmed/9662389
http://www.ncbi.nlm.nih.gov/pubmed/16570848
http://dx.doi.org/10.1038/nrc3895
http://www.ncbi.nlm.nih.gov/pubmed/25693834
http://dx.doi.org/10.1126/science.1065848
http://www.ncbi.nlm.nih.gov/pubmed/11719692
http://dx.doi.org/10.1038/nature06146
http://www.ncbi.nlm.nih.gov/pubmed/17713477
http://www.ncbi.nlm.nih.gov/pubmed/11934864
http://dx.doi.org/10.3389/fonc.2014.00080
http://www.ncbi.nlm.nih.gov/pubmed/24822169
http://dx.doi.org/10.1126/science.1120976
http://www.ncbi.nlm.nih.gov/pubmed/16424344
http://dx.doi.org/10.1002/cbic.201000195
http://www.ncbi.nlm.nih.gov/pubmed/21243710
http://dx.doi.org/10.2174/1568026615666150825141505
http://www.ncbi.nlm.nih.gov/pubmed/26303417
http://dx.doi.org/10.2217/epi.14.80
http://www.ncbi.nlm.nih.gov/pubmed/25942534
http://dx.doi.org/10.1126/science.1083557
http://www.ncbi.nlm.nih.gov/pubmed/12702868
http://dx.doi.org/10.1126/science.1083558
http://www.ncbi.nlm.nih.gov/pubmed/12702876
http://dx.doi.org/10.1038/ng1982
http://www.ncbi.nlm.nih.gov/pubmed/17322882
http://dx.doi.org/10.1056/NEJMra023075
http://www.ncbi.nlm.nih.gov/pubmed/14627790
http://dx.doi.org/10.1016/j.jnutbio.2010.01.010
http://www.ncbi.nlm.nih.gov/pubmed/20573497
http://dx.doi.org/10.1016/j.jpsychires.2011.04.008
http://www.ncbi.nlm.nih.gov/pubmed/21592522
http://dx.doi.org/10.1155/2012/974648
http://www.ncbi.nlm.nih.gov/pubmed/21941583
http://dx.doi.org/10.1136/jmedgenet-2011-100101
http://www.ncbi.nlm.nih.gov/pubmed/21984748
http://dx.doi.org/10.1097/WCO.0b013e32834959af
http://www.ncbi.nlm.nih.gov/pubmed/21734574
http://dx.doi.org/10.1002/ibd.21912
http://www.ncbi.nlm.nih.gov/pubmed/22021194
http://dx.doi.org/10.1016/j.atherosclerosis.2011.09.040
http://www.ncbi.nlm.nih.gov/pubmed/22015179


Nutrients 2017, 9, 1201 17 of 27

56. Coppedè, F.; Bosco, P.; Tannorella, P.; Romano, C.; Antonucci, I.; Stuppia, L.; Romano, C.; Migliore, L.
DNMT3B promoter polymorphisms and maternal risk of birth of a child with Down syndrome. Hum. Reprod.
2013, 28, 545–550. [CrossRef] [PubMed]

57. Baylin, S.B. DNA methylation and gene silencing in cancer. Nat. Rev. Clin. Oncol. 2005, 2, S1–S11. [CrossRef]
[PubMed]

58. Ehrlich, M. DNA methylation in cancer: Too much, but also too little. Oncogene 2002, 21, 5400–5413.
[CrossRef] [PubMed]

59. Chik, F.; Szyf, M. Effects of specific DNMT gene depletion on cancer cell transformation and breast cancer
cell invasion; toward selective DNMT inhibitors. Carcinogenesis 2011, 32, 224–232. [CrossRef] [PubMed]

60. Hardy, T.M.; Tollefsbol, T.O. Epigenetic diet: Impact on the epigenome and cancer. Epigenomics 2011, 3,
503–518. [CrossRef] [PubMed]

61. Khan, S.I.; Aumsuwan, P.; Khan, I.A.; Walker, L.A.; Dasmahapatra, A.K. Epigenetic events associated with
breast cancer and their prevention by dietary components targeting the epigenome. Chem. Res. Toxicol. 2012,
25, 61–73. [CrossRef] [PubMed]

62. Gerhauser, C. Cancer chemoprevention and nutriepigenetics: State of the art and future challenges.
Top. Curr. Chem. 2013, 329, 73–132. [PubMed]

63. Huang, Z.; Huang, Q.; Ji, L.; Wang, Y.; Qi, X.; Liu, L.; Liu, Z.; Lu, L. Epigenetic regulation of active Chinese
herbal components for cancer prevention and treatment: A follow-up review. Pharmacol. Res. 2016, 114, 1–12.
[CrossRef] [PubMed]

64. Kala, R.; Shah, H.N.; Martin, S.L.; Tollefsbol, T.O. Epigenetic-based combinatorial resveratrol and
pterostilbene alters DNA damage response by affecting SIRT1 and DNMT enzyme expression, including
SIRT1-dependent γ-H2AX and telomerase regulation in triple-negative breast cancer. BMC Cancer 2015, 15,
1–18. [CrossRef] [PubMed]

65. Kala, R.; Tollefsbol, T.O. A novel combinatorial epigenetic therapy using resveratrol and pterostilbene for
restoring estrogen receptor-α (ERα) expression in ERα-Negative breast cancer cells. PLoS ONE 2016, 11,
e0155057. [CrossRef] [PubMed]

66. Saxena, N.K.; Sharma, D. Epigenetic reactivation of estrogen receptor: Promising tools for restoring response
to endocrine therapy. Mol. Cell. Pharmacol. 2010, 2, 191–202. [PubMed]

67. Ni, M.; Chen, Y.; Lim, E.; Wimberly, H.; Bailey, S.T.; Imai, Y.; Rimm, D.L.; Liu, X.S.; Brown, M. Targeting
androgen receptor in estrogen receptor-negative breast cancer. Cancer Cell 2011, 20, 119–131. [CrossRef]
[PubMed]

68. Papoutsis, A.J.; Lamore, S.D.; Wondrak, G.T.; Selmin, O.I.; Romagnolo, D.F. Resveratrol prevents epigenetic
silencing of BRCA-1 by the aromatic hydrocarbon receptor in human breast cancer cells. J. Nutr. 2010, 140,
1607–1614. [CrossRef] [PubMed]

69. Jin, W.; Chen, L.; Chen, Y.; Xu, S.; Di, G.; Yin, W.; Wu, J.; Shao, Z. UHRF1 is associated with epigenetic
silencing of BRCA1 in sporadic breast cancer. Breast Cancer Res. Treat. 2010, 123, 359–373. [CrossRef]
[PubMed]

70. Mirza, S.; Sharma, G.; Parshad, R.; Gupta, S.D.; Pandya, P.; Ralhan, R. Expression of DNA methyltransferases
in breast cancer patients and to analyze the effect of natural compounds on DNA methyltransferases and
associated proteins. J. Breast Cancer 2013, 16, 23–31. [CrossRef] [PubMed]

71. Qin, W.; Zhang, K.; Clarke, K.; Weiland, T.; Sauter, E.R. Methylation and miRNA effects of resveratrol on
mammary tumors vs. normal tissue. Nutr. Cancer 2014, 66, 270–277. [CrossRef] [PubMed]

72. Lubecka, K.; Kurzava, L.; Flower, K.; Buvala, H.; Zhang, H.; Teegarden, D.; Camarillo, I.; Suderman, M.;
Kuang, S.; Andrisani, O.; et al. Stilbenoids remodel the DNA methylation patterns in breast cancer cells
and inhibit oncogenic NOTCH signaling through epigenetic regulation of MAML2 transcriptional activity.
Carcinogenesis 2016, 37, 656–668. [CrossRef] [PubMed]

73. Lin, S.-E.; Oyama, T.; Nagase, T.; Harigaya, K.; Kitagawa, M. Identification of new human mastermind
proteins defines a family that consists of positive regulators for notch signaling. J. Biol. Chem. 2002, 277,
50612–50620. [CrossRef] [PubMed]

74. Grabher, C.; von Boehmer, H.; Look, A.T. Notch 1 activation in the molecular pathogenesis of T-cell acute
lymphoblastic leukaemia. Nat. Rev. Cancer 2006, 6, 347–359. [CrossRef] [PubMed]

75. Strahl, B.D.; Allis, C.D. The language of covalent histone modifications. Nature 2000, 403, 41–45. [CrossRef]
[PubMed]

http://dx.doi.org/10.1093/humrep/des376
http://www.ncbi.nlm.nih.gov/pubmed/23081874
http://dx.doi.org/10.1038/ncponc0352
http://www.ncbi.nlm.nih.gov/pubmed/16341235
http://dx.doi.org/10.1038/sj.onc.1205651
http://www.ncbi.nlm.nih.gov/pubmed/12154403
http://dx.doi.org/10.1093/carcin/bgq221
http://www.ncbi.nlm.nih.gov/pubmed/20980350
http://dx.doi.org/10.2217/epi.11.71
http://www.ncbi.nlm.nih.gov/pubmed/22022340
http://dx.doi.org/10.1021/tx200378c
http://www.ncbi.nlm.nih.gov/pubmed/21992498
http://www.ncbi.nlm.nih.gov/pubmed/22955508
http://dx.doi.org/10.1016/j.phrs.2016.09.023
http://www.ncbi.nlm.nih.gov/pubmed/27697644
http://dx.doi.org/10.1186/s12885-015-1693-z
http://www.ncbi.nlm.nih.gov/pubmed/26459286
http://dx.doi.org/10.1371/journal.pone.0155057
http://www.ncbi.nlm.nih.gov/pubmed/27159275
http://www.ncbi.nlm.nih.gov/pubmed/21499573
http://dx.doi.org/10.1016/j.ccr.2011.05.026
http://www.ncbi.nlm.nih.gov/pubmed/21741601
http://dx.doi.org/10.3945/jn.110.123422
http://www.ncbi.nlm.nih.gov/pubmed/20631324
http://dx.doi.org/10.1007/s10549-009-0652-2
http://www.ncbi.nlm.nih.gov/pubmed/19943104
http://dx.doi.org/10.4048/jbc.2013.16.1.23
http://www.ncbi.nlm.nih.gov/pubmed/23593078
http://dx.doi.org/10.1080/01635581.2014.868910
http://www.ncbi.nlm.nih.gov/pubmed/24447120
http://dx.doi.org/10.1093/carcin/bgw048
http://www.ncbi.nlm.nih.gov/pubmed/27207652
http://dx.doi.org/10.1074/jbc.M209529200
http://www.ncbi.nlm.nih.gov/pubmed/12386158
http://dx.doi.org/10.1038/nrc1880
http://www.ncbi.nlm.nih.gov/pubmed/16612405
http://dx.doi.org/10.1038/47412
http://www.ncbi.nlm.nih.gov/pubmed/10638745


Nutrients 2017, 9, 1201 18 of 27

76. Bannister, A.J.; Kouzarides, T. Regulation of chromatin by histone modifications. Cell Res. 2011, 21, 381–395.
[CrossRef] [PubMed]

77. Teiten, M.-H.; Dicato, M.; Diederich, M. Curcumin as a regulator of epigenetic events. Mol. Nutr. Food Res.
2013, 57, 1619–1629. [CrossRef] [PubMed]

78. Arrowsmith, C.H.; Bountra, C.; Fish, P.V.; Lee, K.; Schapira, M. Epigenetic protein families: A new frontier
for drug discovery. Nat. Rev. Drug Discov. 2012, 11, 384–400. [CrossRef] [PubMed]

79. Alcaín, F.J.; Villalba, J.M. Sirtuin activators. Expert Opin. Ther. Pat. 2009, 19, 403–414. [CrossRef] [PubMed]
80. Villalba, J.M.; Alcaín, F.J. Sirtuin activators and inhibitors. BioFactors 2012, 38, 349–359. [CrossRef] [PubMed]
81. Elliott, P.J.; Jirousek, M. Sirtuins: Novel targets for metabolic disease. Curr. Opin. Investig. Drugs 2008, 9,

371–378. [PubMed]
82. Lagouge, M.; Argmann, C.; Gerhart-Hines, Z.; Meziane, H.; Lerin, C.; Daussin, F.; Messadeq, N.; Milne, J.;

Lambert, P.; Elliott, P.; et al. Resveratrol improves mitochondrial function and protects against metabolic
disease by activating SIRT1 and PGC-1α. Cell 2006, 127, 1109–1122. [CrossRef] [PubMed]

83. Kemper, J.K.; Xiao, Z.; Ponugoti, B.; Miao, J.; Fang, S.; Kanamaluru, D.; Tsang, S.; Wu, S.; Chiang, C.;
Veenstra, T.D. FXR acetylation is normally dynamically regulated by p300 and SIRT1 but constitutively
elevated in metabolic disease states. Cell Metab. 2009, 10, 392–404. [CrossRef] [PubMed]

84. Zhang, E.; Guo, Q.; Gao, H.; Xu, R.; Teng, S.; Wu, Y. Metformin and resveratrol inhibited high glucose-induced
metabolic memory of endothelial senescence through SIRT1/p300/p53/p21 pathway. PLoS ONE 2015, 10,
e0143814. [CrossRef] [PubMed]

85. Yun, J.-M.; Chien, A.; Jialal, I.; Devaraj, S. Resveratrol upregulates SIRT1 and inhibits cellular oxidative stress
in the diabetic milieu: Mechanistic insights. J. Nutr. Biochem. 2012, 23, 699–705. [CrossRef] [PubMed]

86. Xu, Y.; Nie, L.; Yin, Y.G.; Tang, J.L.; Zhou, J.Y.; Li, D.D.; Zhou, S.W. Resveratrol protects against
hyperglycemia-induced oxidative damage to mitochondria by activating SIRT1 in rat mesangial cells.
Toxicol. Appl. Pharmacol. 2012, 259, 395–401. [CrossRef] [PubMed]

87. Ramadori, G.; Gautron, L.; Fujikawa, T.; Vianna, C.R.; Elmquist, J.K.; Coppari, R. Central administration of
resveratrol improves diet-induced diabetes. Endocrinology 2009, 150, 5326–5333. [CrossRef] [PubMed]

88. Reddy, B.R.; Maitra, S.; Jhelum, P.; Kumar, K.P.; Bagul, P.K.; Kaur, G.; Banerjee, S.K.; Kumar, A.; Chakravarty, S.
Sirtuin 1 and 7 mediate resveratrol-induced recovery from hyper-anxiety in high-fructose-fed prediabetic
rats. J. Biosci. 2016, 41, 407–417. [CrossRef] [PubMed]

89. Vetterli, L.; Brun, T.; Giovannoni, L.; Bosco, D.; Maechler, P. Resveratrol potentiates glucose-stimulated
insulin secretion in INS-1E β-cells and human islets through a SIRT1-dependent mechanism. J. Biol. Chem.
2011, 286, 6049–6060. [CrossRef] [PubMed]

90. Sun, C.; Zhang, F.; Ge, X.; Yan, T.; Chen, X.; Shi, X.; Zhai, Q. SIRT1 improves insulin sensitivity under
insulin-resistant conditions by repressing PTP1B. Cell Metab. 2007, 6, 307–319. [CrossRef] [PubMed]

91. Jimenez-Gomez, Y.; Mattison, J.A.; Pearson, K.J.; Martin-Montalvo, A.; Palacios, H.H.; Sossong, A.M.;
Ward, T.M.; Younts, C.M.; Lewis, K.; Allard, J.S.; et al. Resveratrol improves adipose insulin signaling
and reduces the inflammatory response in adipose tissue of rhesus monkeys on high-fat, high-sugar diet.
Cell Metab. 2013, 18, 533–545. [CrossRef] [PubMed]

92. Wu, L.; Zhou, L.; Lu, Y.; Zhang, J.; Jian, F.; Liu, Y.; Li, F.; Li, W.; Wang, X.; Li, G. Activation of SIRT1 protects
pancreatic β-cells against palmitate-induced dysfunction. Biochim. Biophys. Acta 2012, 1822, 1815–1825.
[CrossRef] [PubMed]

93. Ma, L.; Fu, R.; Duan, Z.; Lu, J.; Gao, J.; Tian, L.; Lv, Z.; Chen, Z.; Han, J.; Jia, L.; et al. Sirt1 is
essential for resveratrol enhancement of hypoxia-induced autophagy in the type 2 diabetic nephropathy rat.
Pathol. Res. Pract. 2016, 212, 310–318. [CrossRef] [PubMed]

94. Wen, D.; Huang, X.; Zhang, M.; Zhang, L.; Chen, J.; Gu, Y.; Hao, C.M. Resveratrol attenuates diabetic
nephropathy via modulating angiogenesis. PLoS ONE 2013, 8, e82336. [CrossRef] [PubMed]

95. Wu, L.; Zhang, Y.; Ma, X.; Zhang, N.; Qin, G. The effect of resveratrol on FoxO1 expression in kidneys of
diabetic nephropathy rats. Mol. Biol. Rep. 2012, 39, 9085–9093. [CrossRef] [PubMed]

96. Forbes, J.M.; Coughlan, M.T.; Cooper, M.E. Oxidative stress as a major culprit in kidney disease in diabetes.
Diabetes 2008, 57, 1446–1454. [CrossRef] [PubMed]

97. Wagener, F.; Dekker, D.; Berden, J.; Scharstuhl, A.; van der Vlag, J. The role of reactive oxygen species in
apoptosis of the diabetic kidney. Apoptosis 2009, 14, 1451–1458. [CrossRef] [PubMed]

http://dx.doi.org/10.1038/cr.2011.22
http://www.ncbi.nlm.nih.gov/pubmed/21321607
http://dx.doi.org/10.1002/mnfr.201300201
http://www.ncbi.nlm.nih.gov/pubmed/23754571
http://dx.doi.org/10.1038/nrd3674
http://www.ncbi.nlm.nih.gov/pubmed/22498752
http://dx.doi.org/10.1517/13543770902762893
http://www.ncbi.nlm.nih.gov/pubmed/19441923
http://dx.doi.org/10.1002/biof.1032
http://www.ncbi.nlm.nih.gov/pubmed/22730114
http://www.ncbi.nlm.nih.gov/pubmed/18393104
http://dx.doi.org/10.1016/j.cell.2006.11.013
http://www.ncbi.nlm.nih.gov/pubmed/17112576
http://dx.doi.org/10.1016/j.cmet.2009.09.009
http://www.ncbi.nlm.nih.gov/pubmed/19883617
http://dx.doi.org/10.1371/journal.pone.0143814
http://www.ncbi.nlm.nih.gov/pubmed/26629991
http://dx.doi.org/10.1016/j.jnutbio.2011.03.012
http://www.ncbi.nlm.nih.gov/pubmed/21813271
http://dx.doi.org/10.1016/j.taap.2011.09.028
http://www.ncbi.nlm.nih.gov/pubmed/22015446
http://dx.doi.org/10.1210/en.2009-0528
http://www.ncbi.nlm.nih.gov/pubmed/19819963
http://dx.doi.org/10.1007/s12038-016-9627-8
http://www.ncbi.nlm.nih.gov/pubmed/27581932
http://dx.doi.org/10.1074/jbc.M110.176842
http://www.ncbi.nlm.nih.gov/pubmed/21163946
http://dx.doi.org/10.1016/j.cmet.2007.08.014
http://www.ncbi.nlm.nih.gov/pubmed/17908559
http://dx.doi.org/10.1016/j.cmet.2013.09.004
http://www.ncbi.nlm.nih.gov/pubmed/24093677
http://dx.doi.org/10.1016/j.bbadis.2012.08.009
http://www.ncbi.nlm.nih.gov/pubmed/22968147
http://dx.doi.org/10.1016/j.prp.2016.02.001
http://www.ncbi.nlm.nih.gov/pubmed/26872534
http://dx.doi.org/10.1371/journal.pone.0082336
http://www.ncbi.nlm.nih.gov/pubmed/24312656
http://dx.doi.org/10.1007/s11033-012-1780-z
http://www.ncbi.nlm.nih.gov/pubmed/22733486
http://dx.doi.org/10.2337/db08-0057
http://www.ncbi.nlm.nih.gov/pubmed/18511445
http://dx.doi.org/10.1007/s10495-009-0359-1
http://www.ncbi.nlm.nih.gov/pubmed/19466552


Nutrients 2017, 9, 1201 19 of 27

98. Huang, K.; Huang, J.; Xie, X.; Wang, S.; Chen, C.; Shen, X. Free radical biology and medicine SIRT1
resists advanced glycation end products-induced expressions of fi bronectin and TGF-β 1 by activating
the Nrf2/ARE pathway in glomerular mesangial cells. Free Radic. Biol. Med. 2013, 65, 528–540. [CrossRef]
[PubMed]

99. Hou, X.; Xu, S.; Maitland-Toolan, K.A.; Sato, K.; Jiang, B.; Ido, Y.; Lan, F.; Walsh, K.; Wierzbicki, M.;
Verbeuren, T.J.; et al. SIRT1 regulates hepatocyte lipid metabolism through activating AMP-activated protein
kinase. J. Biol. Chem. 2008, 283, 20015–20026. [CrossRef] [PubMed]

100. Picard, F.; Kurtev, M.; Chung, N.; Topark-ngarm, A.; De Oliveira, R.M.; Leid, M.; Mcburney, M.W.;
Guarente, L. SIRT1 promotes fat mobilization in white adipocytes by repressing PPAR-γ. Nature 2004,
429, 771–776. [CrossRef] [PubMed]

101. Zhang, Y.; Cao, X.; Zhu, W.; Liu, Z.; Liu, H.; Zhou, Y.; Cao, Y.; Liu, C.; Xie, Y. Resveratrol enhances autophagic
flux and promotes Ox-LDL degradation in HUVECs via upregulation of SIRT1. Oxid. Med. Cell. Longev.
2016, 2016, 7589813. [CrossRef] [PubMed]

102. Kurano, M.; Hara, M.; Nojiri, T.; Ikeda, H.; Tsukamoto, K.; Yatomi, Y. Resveratrol exerts a biphasic effect on
apolipoprotein M. Br. J. Pharmacol. 2016, 173, 222–233. [CrossRef] [PubMed]

103. Ajmo, J.M.; Liang, X.; Rogers, C.Q.; Pennock, B.; You, M. Resveratrol alleviates alcoholic fatty liver in mice.
Am. J. Physiol. 2008, 295, G833–G842. [CrossRef] [PubMed]

104. Ungvari, Z.; Labinskyy, N.; Mukhopadhyay, P.; Pinto, J.T.; Bagi, Z.; Ballabh, P.; Zhang, C.; Pacher, P.; Csiszar, A.
Resveratrol attenuates mitochondrial oxidative stress in coronary arterial endothelial cells. Am. J. Physiol.
2009, 297, 1876–1881. [CrossRef] [PubMed]

105. Csiszar, A.; Labinskyy, N.; Pinto, J.T.; Ballabh, P.; Zhang, H.; Losonczy, G.; Pearson, K.; De Cabo, R.; Pacher, P.;
Zhang, C.; et al. Resveratrol induces mitochondrial biogenesis in endothelial cells. Am. J. Physiol. 2009, 297,
H13–H20. [CrossRef] [PubMed]

106. Menzies, K.J.; Singh, K.; Saleem, A.; Hood, D.A. Sirtuin 1-mediated effects of exercise and resveratrol on
mitochondrial biogenesis. J. Biol. Chem. 2013, 288, 6968–6979. [CrossRef] [PubMed]

107. Li, Y.; Zhu, W.; Li, J.; Liu, M.; Wei, M. Resveratrol suppresses the STAT3 signaling pathway and inhibits
proliferation of high glucose-exposed HepG2 cells partly through SIRT1. Oncol. Rep. 2013, 30, 2820–2828.
[CrossRef] [PubMed]

108. El-Serag, H.B.; Hampel, H.; Javadi, F. The association between diabetes and hepatocellular carcinoma:
A systematic review of epidemiologic evidence. Clin. Gastroenterol. Hepatol. 2006, 4, 369–380. [CrossRef]
[PubMed]

109. Frescas, D.; Valenti, L.; Accili, D. Nuclear trapping of the forkhead transcription factor FoxO1 via
sirt-dependent deacetylation promotes expression of glucogenetic genes. J. Biol. Chem. 2005, 280,
20589–20595. [CrossRef] [PubMed]

110. Lin, C.H.; Lin, C.C.; Ting, W.J.; Pai, P.Y.; Kuo, C.H.; Ho, T.J.; Kuo, W.W.; Chang, C.H.; Huang, C.Y.; Lin, W.T.
Resveratrol enhanced FOXO3 phosphorylation via synergetic activation of SIRT1 and PI3K/Akt signaling to
improve the effects of exercise in elderly rat hearts. Age 2014, 36, 9705. [CrossRef] [PubMed]

111. Bai, L.; Pang, W.J.; Yang, Y.J.; Yang, G.S. Modulation of Sirt1 by resveratrol and nicotinamide alters
proliferation and differentiation of pig preadipocytes. Mol. Cell. Biochem. 2008, 307, 129–140. [CrossRef]
[PubMed]

112. Yang, Y.; Duan, W.; Yue, L.; Jin, Z.; Yan, J.; Yu, S.; Yi, D. Role of silent information regulator 1 in myocardial
ischemia. Circulation 2013, 128, 2232–2240. [CrossRef] [PubMed]

113. Brookins Danz, E.D.; Skramsted, J.; Henry, N.; Bennett, J.A.; Keller, R.S. Resveratrol prevents doxorubicin
cardiotoxicity through mitochondrial stabilization and the Sirt1 pathway. Free Radic. Biol. Med. 2009, 46,
1589–1597. [CrossRef] [PubMed]

114. Rezk, Y.A.; Balulad, S.S.; Keller, R.S.; Bennett, J.A. Use of Resveratrol to improve the effectiveness of cisplatin
and doxorubicin: Study in human gynecologic cancer cell lines and in rodent heart. Am. J. Obs. Gynecol.
2006, 194, 23–26. [CrossRef] [PubMed]

115. Zhang, C.; Feng, Y.; Qu, S.; Wei, X.; Zhu, H.; Luo, Q.; Liu, M.; Chen, G.; Xiao, X. Resveratrol attenuates
doxorubicin-induced cardiomyocyte apoptosis in mice through SIRT1-mediated deacetylation of p53.
Cardiovasc. Res. 2011, 90, 538–545. [CrossRef] [PubMed]

http://dx.doi.org/10.1016/j.freeradbiomed.2013.07.029
http://www.ncbi.nlm.nih.gov/pubmed/23891678
http://dx.doi.org/10.1074/jbc.M802187200
http://www.ncbi.nlm.nih.gov/pubmed/18482975
http://dx.doi.org/10.1038/nature02583
http://www.ncbi.nlm.nih.gov/pubmed/15175761
http://dx.doi.org/10.1155/2016/7589813
http://www.ncbi.nlm.nih.gov/pubmed/27069532
http://dx.doi.org/10.1111/bph.13360
http://www.ncbi.nlm.nih.gov/pubmed/26445217
http://dx.doi.org/10.1152/ajpgi.90358.2008
http://www.ncbi.nlm.nih.gov/pubmed/18755807
http://dx.doi.org/10.1152/ajpheart.00375.2009
http://www.ncbi.nlm.nih.gov/pubmed/19749157
http://dx.doi.org/10.1152/ajpheart.00368.2009
http://www.ncbi.nlm.nih.gov/pubmed/19429820
http://dx.doi.org/10.1074/jbc.M112.431155
http://www.ncbi.nlm.nih.gov/pubmed/23329826
http://dx.doi.org/10.3892/or.2013.2748
http://www.ncbi.nlm.nih.gov/pubmed/24064760
http://dx.doi.org/10.1016/j.cgh.2005.12.007
http://www.ncbi.nlm.nih.gov/pubmed/16527702
http://dx.doi.org/10.1074/jbc.M412357200
http://www.ncbi.nlm.nih.gov/pubmed/15788402
http://dx.doi.org/10.1007/s11357-014-9705-5
http://www.ncbi.nlm.nih.gov/pubmed/25158994
http://dx.doi.org/10.1007/s11010-007-9592-5
http://www.ncbi.nlm.nih.gov/pubmed/17851734
http://dx.doi.org/10.1161/CIRCULATIONAHA.113.002480
http://www.ncbi.nlm.nih.gov/pubmed/24218438
http://dx.doi.org/10.1016/j.freeradbiomed.2009.03.011
http://www.ncbi.nlm.nih.gov/pubmed/19303434
http://dx.doi.org/10.1016/j.ajog.2005.11.030
http://www.ncbi.nlm.nih.gov/pubmed/16647892
http://dx.doi.org/10.1093/cvr/cvr022
http://www.ncbi.nlm.nih.gov/pubmed/21278141


Nutrients 2017, 9, 1201 20 of 27

116. Sin, T.K.; Tam, B.T.; Yung, B.Y.; Yip, S.P.; Chan, L.W.; Wong, C.S.; Ying, M.; Rudd, J.A.; Siu, P.M. Resveratrol
protects against doxorubicin-induced cardiotoxicity in aged hearts through the SIRT1-USP7 axis. J. Physiol.
2015, 593, 1887–1899. [CrossRef] [PubMed]

117. Ruan, Y.; Dong, C.; Patel, J.; Duan, C.; Wang, X.; Wu, X.; Cao, Y.; Pu, L.; Lua, D.; Shen, T.; et al. SIRT1
suppresses doxorubicin-induced cardiotoxicity by regulating the oxidative stress and p38MAPK pathways.
Cell. Physiol. Biochem. 2015, 35, 1116–1124. [CrossRef] [PubMed]

118. Lou, Y.U.; Wang, Z.; Xu, Y.I.; Zhou, P.; Cao, J.; Li, Y.; Chen, Y.; Sun, J.; Fu, L.U. Resveratrol prevents
doxorubicin-induced cardiotoxicity in H9c2 cells through the inhibition of endoplasmic reticulum stress and
the activation of the SIRT1 pathway. Int. J. Mol. Med. 2015, 36, 873–880. [CrossRef] [PubMed]

119. De Angelis, A.; Piegari, E.; Cappetta, D.; Russo, R.; Esposito, G.; Pia, L.; Angelica, F.; Ferraiolo, V.; Frati, C.;
Fagnoni, F.; et al. SIRT1 activation rescues doxorubicin-induced loss of functional competence of human
cardiac progenitor cells. Int. J. Cardiol. 2015, 189, 30–44. [CrossRef] [PubMed]

120. Hariharan, N.; Maejima, Y.; Nakae, J.; Paik, J.; DePinho, R.A.; Sadoshima, J. Deacetylation of FoxO by SIRT1
plays an essential role in mediating starvation-induced autophagy in cardiac myocytes Nirmala. Circ. Res.
2011, 107, 1470–1482. [CrossRef] [PubMed]

121. Brunet, A.; Sweeney, L.B.; Sturgill, J.F.; Katrin, F.; Greer, P.L.; Lin, Y.; Tran, H.; Ross, S.E.; Mostoslavsky, R.;
Cohen, H.Y.; et al. Stress-dependent regulation of FOXO transcription factors by the SIRT1 deacetylase.
Science 2011, 303, 2011–2015. [CrossRef] [PubMed]

122. Giannakou, M.E.; Partridge, L. Getting connected: Actin-based cell-to-cell channels in plants and animals.
Trends Cell Biol. 2004, 14, 404–408.

123. Chen, C.; Yu, W.; Fu, Y.; Wang, X.; Li, J.; Wang, W. Biochemical and Biophysical Research Communications
Resveratrol protects cardiomyocytes from hypoxia-induced apoptosis through the SIRT1–FoxO1 pathway.
Biochem. Biophys. Res. Commun. 2009, 378, 389–393. [CrossRef] [PubMed]

124. Cattelan, A.; Ceolotto, G.; Bova, S.; Albiero, M.; Kuppusamy, M.; De Martin, S.; Semplicini, A.;
Fadini, G.P.; de Kreutzenberg, S.V.; Avogaro, A. NAD+-dependent SIRT1 deactivation has a key role on
ischemia-reperfusion-induced apoptosis. Vasc. Pharmacol. 2015, 70, 35–44. [CrossRef] [PubMed]

125. Sin, T.K.; Yu, A.P.; Yung, B.Y.; Yip, S.P.; Chan, L.W.; Wong, C.S.; Ying, M.; Rudd, J.A.; Siu, P.M. Modulating
effect of SIRT1 activation induced by resveratrol on Foxo1-associated apoptotic signalling in senescent heart.
J. Physiol. 2014, 592, 2535–2548. [CrossRef] [PubMed]

126. Csiszar, A.; Labinskyy, N.; Podlutsky, A.; Kaminski, P.M.; Wolin, M.S.; Zhang, C.; Mukhopadhyay, P.;
Pacher, P.; Hu, F.; de Cabo, R.; et al. Vasoprotective effects of resveratrol and SIRT1: Attenuation of cigarette
smoke-induced oxidative stress and proinflammatory phenotypic alterations. Am. J. Physiol. 2008, 294,
H2721–H2735. [CrossRef] [PubMed]

127. Dong, W.; Li, F.; Pan, Z.; Liu, S.; Yu, H.; Wang, X.; Bi, S.; Zhang, W. Resveratrol ameliorates subacute intestinal
ischemia-reperfusion injury. J. Surg. Res. 2013, 185, 182–189. [CrossRef] [PubMed]

128. Jang, J.H.; Surh, Y.J. Protective effects of resveratrol on hydrogen peroxide-induced apoptosis in rat
pheochromocytoma (PC12) cells. Mutat. Res. 2001, 496, 181–190. [CrossRef]

129. Dromparis, P.; Michelakis, E.D. Mitochondria in vascular health and disease. Annu. Rev. Physiol. 2013, 75,
95–126. [CrossRef] [PubMed]

130. Khan, R.S.; Fonseca-Kelly, Z.; Callinan, C.; Zuo, L.; Sachdeva, M.M.; Shindler, K.S. SIRT1 activating
compounds reduce oxidative stress and prevent cell death in neuronal cells. Front. Cell. Neurosci. 2012, 6,
1–13. [CrossRef] [PubMed]

131. Sun, J.; Folk, D.; Bradley, T.J.; Tower, J. Induced overexpression of mitochondrial Mn-superoxide dismutase
extends the life span of adult Drosophila melanogaster. Genetics 2002, 161, 661–672. [PubMed]

132. Li, Y.G.; Zhu, W.; Tao, J.P.; Xin, P.; Liu, M.Y.; Li, J.B.; Wei, M. Resveratrol protects cardiomyocytes from
oxidative stress through SIRT1 and mitochondrial biogenesis signaling pathways. Biochem. Biophys.
Res. Commun. 2013, 438, 270–276. [CrossRef] [PubMed]

133. Zhou, X.; Chen, M.; Zeng, X.; Yang, J.; Deng, H.; Yi, L.; Mi, M. Resveratrol regulates mitochondrial
reactive oxygen species homeostasis through Sirt3 signaling pathway in human vascular endothelial cells.
Cell Death Dis. 2014, 5, 1–13. [CrossRef] [PubMed]

134. Gan, W.; Dang, Y.; Han, X.; Ling, S.; Duan, J.; Liu, J.; Xu, J.W. ERK5/HDAC5-mediated, resveratrol-,
and pterostilbene-induced expression of MnSOD in human endothelial cells. Mol. Nutr. Food Res. 2016, 60,
266–277. [CrossRef] [PubMed]

http://dx.doi.org/10.1113/jphysiol.2014.270101
http://www.ncbi.nlm.nih.gov/pubmed/25665036
http://dx.doi.org/10.1159/000373937
http://www.ncbi.nlm.nih.gov/pubmed/25766524
http://dx.doi.org/10.3892/ijmm.2015.2291
http://www.ncbi.nlm.nih.gov/pubmed/26202177
http://dx.doi.org/10.1016/j.ijcard.2015.03.438
http://www.ncbi.nlm.nih.gov/pubmed/25889431
http://dx.doi.org/10.1161/CIRCRESAHA.110.227371
http://www.ncbi.nlm.nih.gov/pubmed/20947830
http://dx.doi.org/10.1126/science.1094637
http://www.ncbi.nlm.nih.gov/pubmed/14976264
http://dx.doi.org/10.1016/j.bbrc.2008.11.110
http://www.ncbi.nlm.nih.gov/pubmed/19059213
http://dx.doi.org/10.1016/j.vph.2015.02.004
http://www.ncbi.nlm.nih.gov/pubmed/25863291
http://dx.doi.org/10.1113/jphysiol.2014.271387
http://www.ncbi.nlm.nih.gov/pubmed/24639483
http://dx.doi.org/10.1152/ajpheart.00235.2008
http://www.ncbi.nlm.nih.gov/pubmed/18424637
http://dx.doi.org/10.1016/j.jss.2013.05.013
http://www.ncbi.nlm.nih.gov/pubmed/23735732
http://dx.doi.org/10.1016/S1383-5718(01)00233-9
http://dx.doi.org/10.1146/annurev-physiol-030212-183804
http://www.ncbi.nlm.nih.gov/pubmed/23157555
http://dx.doi.org/10.3389/fncel.2012.00063
http://www.ncbi.nlm.nih.gov/pubmed/23293585
http://www.ncbi.nlm.nih.gov/pubmed/12072463
http://dx.doi.org/10.1016/j.bbrc.2013.07.042
http://www.ncbi.nlm.nih.gov/pubmed/23891692
http://dx.doi.org/10.1038/cddis.2014.530
http://www.ncbi.nlm.nih.gov/pubmed/25522270
http://dx.doi.org/10.1002/mnfr.201500466
http://www.ncbi.nlm.nih.gov/pubmed/26443543


Nutrients 2017, 9, 1201 21 of 27

135. Backs, J.; Olson, E.N. Control of cardiac growth by histone acetylation/deacetylation. Circ. Res. 2006, 98,
15–24. [CrossRef] [PubMed]

136. Kuno, A.; Hori, Y.S.; Hosoda, R.; Tanno, M.; Miura, T.; Shimamoto, K.; Horio, Y. Resveratrol improves
cardiomyopathy in dystrophin-deficient mice through SIRT1 protein-mediated modulation of p300 protein.
J. Biol. Chem. 2013, 288, 5963–5972. [CrossRef] [PubMed]

137. Penn, M.S.; Pastore, J.; Miller, T.; Aras, R. SDF-1 in myocardial repair. Gene Ther. 2012, 19, 583–587. [CrossRef]
[PubMed]

138. Wang, H.; Tatsuo, S.; Wang, S.-D.; Qian, Z.; Hou, J.-H.; Wang, J.; Chen, J.; Qian, H.-Y.; Yang, Y.-J. Resveratrol
upregulates cardiac SDF-1 in mice with acute myocardial infarction through the deacetylation of cardiac p53.
PLoS ONE 2015, 10, e0128978.

139. Rushing, G.D.; Britt, L.D. Reperfusion injury after hemorrhage. Ann. Surg. 2008, 247, 929–937. [CrossRef]
[PubMed]

140. Jian, B.; Yang, S.; Chen, D.; Zou, L.; Chatham, J.C.; Chaudry, I.; Raju, R. Aging influences cardiac
mitochondrial gene expression and cardiovascular function following hemorrhage injury. Mol. Med. 2011,
17, 542. [CrossRef] [PubMed]

141. Jian, B.; Yang, S.; Chen, D.; Chaudry, I.; Raju, R. Influence of aging and hemorrhage injury on SIRT1
expression: Possible role of MYC-Sirt1 regulation in mitochondrial function. Biochim. Biophys. Acta 2008, 6,
2166–2171. [CrossRef] [PubMed]

142. Jian, B.; Yang, S.; Chaudry, I.H.; Raju, R. Resveratrol improves cardiac contractility following
trauma-hemorrhage by modulating SIRT1. Mol. Med. 2012, 18, 209. [CrossRef] [PubMed]

143. Jian, B.; Yang, S.; Chaudry, I.H.; Raju, R. Resveratrol restores Sirtuin 1 (SIRT1) activity and pyruvate
dehydrogenase Kinase 1 (PDK1) expression after hemorrhagic injury in a rat model. Mol. Med. 2014, 20,
10–16. [CrossRef] [PubMed]

144. Haurani, M.J.; Pagano, P.J. Adventitial fibroblast reactive oxygen species as autacrine and paracrine mediators
of remodeling: Bellwether for vascular disease? Cardiovasc. Res. 2007, 75, 679–689. [CrossRef] [PubMed]

145. Shen, W.L.; Gao, P.J.; Che, Z.Q.; Ji, K.D.; Yin, M.; Yan, C.; Berk, B.C.; Zhu, D.L. NAD(P)H oxidase-derived
reactive oxygen species regulate angiotensin-II induced adventitial fibroblast phenotypic differentiation.
Biochem. Biophys. Res. Commun. 2006, 339, 337–343. [CrossRef] [PubMed]

146. Ling, L.; Gu, S.; Cheng, Y. Resveratrol inhibits adventitial fibroblast proliferation and induces cell apoptosis
through the SIRT1 pathway. Mol. Med. Rep. 2017, 15, 567–572. [CrossRef] [PubMed]

147. Khan, R.; Sheppard, R. Fibrosis in heart disease: Understanding the role of transforming growth factor-β1 in
cardiomyopathy, valvular disease and arrhythmia. Immunology 2006, 118, 10–24. [CrossRef] [PubMed]

148. Burstein, B.; Nattel, S. Atrial fibrosis: Mechanisms and clinical relevance in atrial fibrillation. J. Am.
Coll. Cardiol. 2008, 51, 802–809. [CrossRef] [PubMed]

149. Chen, T.; Li, J.; Liu, J.; Li, N.; Wang, S.; Liu, H.; Zeng, M.; Zhang, Y.; Bu, P. Activation of SIRT3 by resveratrol
ameliorates cardiac fibrosis and improves cardiac function via the TGF-β/Smad3 pathway. Am. J. Physiol.
2015, 308, H424–H434. [CrossRef] [PubMed]

150. Pervaiz, S. Resveratrol: From grapevines to mammalian biology. FASEB J. 2003, 17, 1975–1985. [CrossRef]
[PubMed]

151. Dhar, S.; Kumar, A.; Li, K.; Tzivion, G.; Levenson, A.S. Resveratrol regulates PTEN/Akt pathway through
inhibition of MTA1/HDAC unit of the NuRD complex in prostate cancer. Biochim. Biophys. Acta 2015, 1853,
265–275. [CrossRef] [PubMed]

152. Kumar, A.; Dhar, S.; Rimando, A.M.; Lage, J.M.; Lewin, J.R.; Zhang, X.; Levenson, A.S. Epigenetic potential
of resveratrol and analogs in preclinical models of prostate cancer. Ann. N. Y. Acad. Sci. 2015, 1348, 1–9.
[CrossRef] [PubMed]

153. Kai, L.; Samuel, S.K.; Levenson, A.S. Resveratrol enhances p53 acetylation and apoptosis in prostate cancer
by inhibiting MTA1/NuRD complex. Int. J. Cancer 2010, 126, 1538–1548. [CrossRef] [PubMed]

154. Li, G.; Rivas, P.; Bedolla, R.; Thapa, D.; Reddick, R.L.; Ghosh, R.; Kumar, A.P. Dietary Resveratrol prevents
development of high-grade prostatic intraepithelial neoplastic lesions: Involvement of SIRT1/S6K axis.
Cancer Prev. Res. 2013, 6, 27–39. [CrossRef] [PubMed]

http://dx.doi.org/10.1161/01.RES.0000197782.21444.8f
http://www.ncbi.nlm.nih.gov/pubmed/16397154
http://dx.doi.org/10.1074/jbc.M112.392050
http://www.ncbi.nlm.nih.gov/pubmed/23297412
http://dx.doi.org/10.1038/gt.2012.32
http://www.ncbi.nlm.nih.gov/pubmed/22673496
http://dx.doi.org/10.1097/SLA.0b013e31816757f7
http://www.ncbi.nlm.nih.gov/pubmed/18520219
http://dx.doi.org/10.2119/molmed.2010.00195
http://www.ncbi.nlm.nih.gov/pubmed/21193900
http://dx.doi.org/10.1016/j.bbadis.2011.04.010
http://www.ncbi.nlm.nih.gov/pubmed/21554952
http://dx.doi.org/10.2119/molmed.2011.00365
http://www.ncbi.nlm.nih.gov/pubmed/22113495
http://dx.doi.org/10.2119/molmed.2013.00077
http://www.ncbi.nlm.nih.gov/pubmed/24395567
http://dx.doi.org/10.1016/j.cardiores.2007.06.016
http://www.ncbi.nlm.nih.gov/pubmed/17689510
http://dx.doi.org/10.1016/j.bbrc.2005.10.207
http://www.ncbi.nlm.nih.gov/pubmed/16298339
http://dx.doi.org/10.3892/mmr.2016.6098
http://www.ncbi.nlm.nih.gov/pubmed/28101569
http://dx.doi.org/10.1111/j.1365-2567.2006.02336.x
http://www.ncbi.nlm.nih.gov/pubmed/16630019
http://dx.doi.org/10.1016/j.jacc.2007.09.064
http://www.ncbi.nlm.nih.gov/pubmed/18294563
http://dx.doi.org/10.1152/ajpheart.00454.2014
http://www.ncbi.nlm.nih.gov/pubmed/25527776
http://dx.doi.org/10.1096/fj.03-0168rev
http://www.ncbi.nlm.nih.gov/pubmed/14597667
http://dx.doi.org/10.1016/j.bbamcr.2014.11.004
http://www.ncbi.nlm.nih.gov/pubmed/25447541
http://dx.doi.org/10.1111/nyas.12817
http://www.ncbi.nlm.nih.gov/pubmed/26214308
http://dx.doi.org/10.1002/ijc.24928
http://www.ncbi.nlm.nih.gov/pubmed/19810103
http://dx.doi.org/10.1158/1940-6207.CAPR-12-0349
http://www.ncbi.nlm.nih.gov/pubmed/23248098


Nutrients 2017, 9, 1201 22 of 27

155. Singh, U.P.; Singh, N.P.; Singh, B.; Hofseth, L.J.; Price, R.L.; Nagarkatti, M.; Nagarkatti, P.S. Resveratrol
(trans-3,5,4-J-trihydroxystilbene) induces silent mating type information regulation-1 and down-regulates
nuclear transcription factor-b activation to abrogate dextran sulfate sodium-induced colitis. J. Pharmacol.
Exp. Ther. 2010, 332, 829–839. [CrossRef] [PubMed]

156. Firestein, R.; Blander, G.; Michan, S.; Oberdoerffer, P.; Ogino, S.; Campbell, J.; Bhimavarapu, A.; Luikenhuis, S.;
de Cabo, R.; Fuchs, C.; et al. The SIRT1 deacetylase suppresses intestinal tumorigenesis and colon cancer
growth. PLoS ONE 2008, 3, e2020. [CrossRef] [PubMed]

157. Buhrmann, C.; Shayan, P.; Popper, B.; Goel, A.; Shakibaei, M. SIRT1 is required for resveratrol-mediated
chemopreventive effects in colorectal cancer cells. Nutrients 2016, 8, 145. [CrossRef] [PubMed]

158. Kilic Eren, M.; Kilincli, A.; Eren, Ö. Resveratrol Induced premature senescence is associated with DNA
damage mediated SIRT1 and SIRT2 down-regulation. PLoS ONE 2015, 10, e0124837. [CrossRef] [PubMed]

159. Basso, E.; Regazzo, G.; Fiore, M.; Palma, V.; Traversi, G.; Testa, A.; Degrassi, F.; Cozzi, R. Resveratrol affects
DNA damage induced by ionizing radiation in human lymphocytes in vitro. Mutat. Res. 2016, 806, 40–46.
[CrossRef] [PubMed]

160. Frazzi, R.; Valli, R.; Tamagnini, I.; Casali, B.; Latruffe, N.; Merli, F. Resveratrol-mediated apoptosis of hodgkin
lymphoma cells involves SIRT1 inhibition and FOXO3a hyperacetylation. Int. J. Cancer 2013, 132, 1013–1021.
[CrossRef] [PubMed]

161. Matsuoka, M.; Jeang, K.-T. Human T-cell leukemia virus type 1 (HTLV-1) and leukemic transformation:
Viral infectivity, Tax, HBZ and therapy. Oncogene 2011, 30, 1379–1389. [CrossRef] [PubMed]

162. Kashanchi, F.; Brady, J.N. Transcriptional and post-transcriptional gene regulation of HTLV-1. Oncogene 2005,
24, 5938–5951. [CrossRef] [PubMed]

163. Tang, H.M.; Gao, W.W.; Chan, C.P.; Cheng, Y.; Deng, J.J.; Yuen, K.S.; Iha, H.; Jin, D.Y. SIRT1 suppresses
human T-cell leukemia virus type 1 transcription. J. Virol. 2015, 89, 8623–8631. [CrossRef] [PubMed]

164. Venturelli, S.; Berger, A.; Böcker, A.; Busch, C.; Weiland, T.; Noor, S.; Leischner, C.; Schleicher, S.; Mayer, M.;
Weiss, T.S.; et al. Resveratrol as a Pan-HDAC inhibitor alters the acetylation status of jistone proteins in
human-derived hepatoblastoma cells. PLoS ONE 2013, 8, e73097. [CrossRef]

165. Li, Y.; Bäckesjö, C.M.; Haldosén, L.A.; Lindgren, U. Resveratrol inhibits proliferation and promotes apoptosis
of osteosarcoma cells. Eur. J. Pharmacol. 2009, 609, 13–18. [CrossRef] [PubMed]

166. Zhang, W.; Luo, J.; Yang, F.; Wang, Y.; Yin, Y.; Strom, A.; Gustafsson, J.Å.; Guan, X. BRCA1 inhibits
AR-mediated proliferation of breast cancer cells through the activation of SIRT1. Sci. Rep. 2016, 6, 22034.
[CrossRef] [PubMed]

167. Querfurth, H.W.; Laferla, F.M. Alzheimer’s disease. N. Engl. J. Med. 2010, 329–344. [CrossRef] [PubMed]
168. Chopra, K.; Misra, S.; Kuhad, A. Neurobiological aspects of Alzheimer ’s disease. Expert Opin. Ther. Targets

2011, 15, 535–555. [CrossRef] [PubMed]
169. Kaltschmidt, B.; Martin, U.; Volk, B.; Baueuerle, P.A.; Kaltschmidt, C. Transcription factor NF-κβ is activated

in primary neurons by amyloid β peptides and in neurons surrounding early plaques from patients with
Alzheimer disease. Proc. Natl. Acad. Sci. USA 1997, 94, 2642–2647. [CrossRef] [PubMed]

170. Yeung, F.; Hoberg, J.E.; Ramsey, C.S.; Keller, M.D.; Jones, D.R.; Frye, R.A.; Mayo, M.W. Modulation of
NF-κβ-dependent transcription and cell survival by the SIRT1 deacetylase. EMBO J. 2004, 23, 2369–2380.
[CrossRef] [PubMed]

171. Chen, J.; Zhou, Y.; Mueller-steiner, S.; Chen, L.; Kwon, H.; Yi, S.; Mucke, L.; Gan, L. SIRT1 protects against
microglia-dependent amyloid-beta toxicity through inhibiting NF-kappaB signaling. J. Biol. Chem. 2005, 280,
40364–40374. [CrossRef] [PubMed]

172. Tang, B.L. Alzheimer’s disease: Channeling APP to non-amyloidogenic processing. Biochem. Biophys.
Res. Commun. 2005, 331, 375–378. [CrossRef] [PubMed]

173. Qin, W.; Yang, T.; Ho, L.; Zhao, Z.; Wang, J.; Chen, L.; Zhao, W.; Thiyagarajan, M.; Macgrogan, D.;
Rodgers, J.T.; et al. Neuronal SIRT1 activation as a novel mechanism underlying the prevention of alzheimer
disease amyloid neuropathology by calorie restriction. J. Biol. Chem. 2006, 281, 21745–21754. [CrossRef]
[PubMed]

174. Feng, X.; Liang, N.; Zhu, D.; Gao, Q.; Peng, L.; Dong, H.; Yue, Q.; Liu, H.; Bao, L.; Zhang, J.; et al. Resveratrol
Inhibits β-Amyloid-Induced neuronal apoptosis through regulation of SIRT1-ROCK1 signaling pathway.
PLoS ONE 2013, 8, e59888. [CrossRef] [PubMed]

http://dx.doi.org/10.1124/jpet.109.160838
http://www.ncbi.nlm.nih.gov/pubmed/19940103
http://dx.doi.org/10.1371/journal.pone.0002020
http://www.ncbi.nlm.nih.gov/pubmed/18414679
http://dx.doi.org/10.3390/nu8030145
http://www.ncbi.nlm.nih.gov/pubmed/26959057
http://dx.doi.org/10.1371/journal.pone.0124837
http://www.ncbi.nlm.nih.gov/pubmed/25924011
http://dx.doi.org/10.1016/j.mrgentox.2016.07.005
http://www.ncbi.nlm.nih.gov/pubmed/27476334
http://dx.doi.org/10.1002/ijc.27748
http://www.ncbi.nlm.nih.gov/pubmed/22833338
http://dx.doi.org/10.1038/onc.2010.537
http://www.ncbi.nlm.nih.gov/pubmed/21119600
http://dx.doi.org/10.1038/sj.onc.1208973
http://www.ncbi.nlm.nih.gov/pubmed/16155601
http://dx.doi.org/10.1128/JVI.01229-15
http://www.ncbi.nlm.nih.gov/pubmed/26063426
http://dx.doi.org/10.1371/annotation/5b9a8614-1009-40ca-b90b-db817fe445c9
http://dx.doi.org/10.1016/j.ejphar.2009.03.004
http://www.ncbi.nlm.nih.gov/pubmed/19285066
http://dx.doi.org/10.1038/srep22034
http://www.ncbi.nlm.nih.gov/pubmed/26902145
http://dx.doi.org/10.1056/NEJMra0909142
http://www.ncbi.nlm.nih.gov/pubmed/20107219
http://dx.doi.org/10.1517/14728222.2011.557363
http://www.ncbi.nlm.nih.gov/pubmed/21314231
http://dx.doi.org/10.1073/pnas.94.6.2642
http://www.ncbi.nlm.nih.gov/pubmed/9122249
http://dx.doi.org/10.1038/sj.emboj.7600244
http://www.ncbi.nlm.nih.gov/pubmed/15152190
http://dx.doi.org/10.1074/jbc.M509329200
http://www.ncbi.nlm.nih.gov/pubmed/16183991
http://dx.doi.org/10.1016/j.bbrc.2005.03.074
http://www.ncbi.nlm.nih.gov/pubmed/15850769
http://dx.doi.org/10.1074/jbc.M602909200
http://www.ncbi.nlm.nih.gov/pubmed/16751189
http://dx.doi.org/10.1371/journal.pone.0059888
http://www.ncbi.nlm.nih.gov/pubmed/23555824


Nutrients 2017, 9, 1201 23 of 27

175. Markus, A.; Zhong, J.; Snider, W.D.; Road, M.F.; Hill, C.; Carolina, N. Raf and akt mediate distinct aspects of
sensory axon growth. Neuron 2002, 35, 65–76. [CrossRef]

176. Freyberg, Z.; Ferrando, S.J.; Javitch, J.A. Roles of the Akt/GSK-3 and Wnt signaling pathways in
schizophrenia and antipsychotic drug action. Am. J. Psychiatry 2010, 167, 388–396. [CrossRef] [PubMed]

177. Franke, T.F. Akt-interacting proteins: Attractive opposites. Focus on “Carboxy-terminal modulator
protein induces Akt phosphorylation and activation, thereby enhancing antiapoptotic, glycogen synthetic,
and glucose uptake pathways”. Am. J. Physiol. 2007, 293, 1768–1770. [CrossRef] [PubMed]

178. Namikawa, K.; Honma, M.; Abe, K.; Takeda, M.; Mansur, K.; Obata, T.; Miwa, A.; Okado, H.; Kiyama, H.
Akt/Protein Kinase B prevents injury-induced motoneuron death and accelerates axonal regeneration.
J. Neurosci. 2000, 20, 2875–2886. [PubMed]

179. Park, Y.; Kim, Y.; Jung, Y.; Lee, S.; Lee, Y.; Bang, J.; Kim, E. Porphyromonas gingivalis lipopolysaccharide
regulates interleukin (IL)-17 and IL-23 expression via SIRT1 modulation in human periodontal ligament
cells. Cytokine 2012, 60, 284–293. [CrossRef] [PubMed]

180. Li, X.; Chen, C.; Tu, Y.; Sun, H.; Zhao, M.; Cheng, S.; Qu, Y.; Zhang, S. SIRT1 promotes axonogenesis by
deacetylation of Akt and inactivation of GSK3. Mol. Neurobiol. 2013, 48, 490–499. [CrossRef] [PubMed]

181. Zhang, J.; Feng, X.; Wu, J.; Xu, H.; Li, G.; Zhu, D.; Yue, Q.; Liu, H.; Zhang, Y.; Sun, D.; et al. Neuroprotective
effects of resveratrol on damages of mouse cortical neurons induced by β-amyloid through activation of
SIRT1/Akt1 pathway. Biofactors 2013, 40, 258–267. [CrossRef] [PubMed]

182. Sun, F.; Kanthasamy, A.; Anantharam, V.; Kanthasamy, A.G. Environmental neurotoxic chemicals-induced
ubiquitin proteasome system dysfunction in the pathogenesis and progression of Parkinson’s disease.
Pharmacol. Ther. 2007, 114, 327–344. [CrossRef] [PubMed]

183. Paris, I.; Lozano, J.; Perez-Pastene, C.; Muñoz, P.; Segura-Aguilar, J. Molecular and neurochemical
mechanisms in PD pathogenesis. Neurotox. Res. 2009, 16, 271–279. [CrossRef] [PubMed]

184. Graham, D.G. Oxidative pathways for catecholamines in the genesis of neuromelanin and cytotoxic quinones.
Mol. Pharmacol. 1978, 14, 633–643. [PubMed]

185. Liu, F.; Hindupur, J.; Nguyen, J.L.; Ruf, K.J.; Zhu, J.; Schieler, J.L.; Bonham, C.C.; Wood, K.V.; Davisson, V.J.;
Rochet, J.-C. Methionine sulfoxide reductase A protects dopaminergic cells from Parkinson’s disease-related
insults. Free Radic. Biol. Med. 2008, 45, 242–255. [CrossRef] [PubMed]

186. Oien, D.B.; Osterhaus, G.L.; Latif, S.A.; Pinkston, J.W.; Fulks, J.; Johnson, M.; Fowler, S.C.; Moskovitz, J. The
MsrA knockout mouse exhibits abnormal behavior and brain dopamine levels. Free Radic. Biol. Med. 2008,
45, 193–200. [CrossRef] [PubMed]

187. Wu, P.; Xie, N.; Zhang, J.; Guan, X.; Zhou, J.; Long, L.; Li, Y.; Xiong, Q.; Zeng, J.; Wang, F.; et al. Resveratrol
preconditioning increases methionine sulfoxide reductases A expression and enhances resistance of human
neuroblastoma cells to neurotoxins. J. Nutr. Biochem. 2013, 24, 1070–1077. [CrossRef] [PubMed]

188. Tufekci, K.U.; Meuwissen, R.; Genc, S.; Genc, K. Inflammation in parkinson’s disease. Adv. Protein Chem.
Struct. Biol. 2012, 88, 69–132. [PubMed]

189. Ye, J.; Liu, Z.; Wei, J.; Lu, L.; Huang, Y.; Luo, L.; Xie, H. Protective effect of SIRT1 on toxicity of
microglial-derived factors induced by LPS to PC12 cells via the p53-caspase-3-dependent apoptotic pathway.
Neurosci. Lett. 2013, 553, 72–77. [CrossRef] [PubMed]

190. Adalbert, R.; Coleman, M.P. Review: Axon pathology in age-related neurodegenerative disorders.
Neuropathol. Appl. Neurobiol. 2013, 39, 90–108. [CrossRef] [PubMed]

191. Calliari, A.; Bobba, N.; Escande, C.; Chini, E.N. Resveratrol delays Wallerian degeneration in a NAD+ and
DBC1 dependent manner. Exp. Neurol. 2014, 251, 91–100. [CrossRef] [PubMed]

192. Suzuki, K.; Koike, T. Resveratrol abolishes resistance to axonal degeneration in slow wallerian degeneration
(WldS) mice: Activation of SIRT2, an NAD-dependent tubulin deacetylase. Biochem. Biophys. Res. Commun.
2007, 359, 665–671. [CrossRef] [PubMed]

193. Wijesekera, L.C.; Leigh, P.N. Amyotrophic lateral sclerosis. Orphanet J. Rare Dis. 2009, 4, 3. [CrossRef]
[PubMed]

194. Rosen, D.R.; Siddique, T.; Patterson, D.; Figlewicz, D.A.; Sapp, P.; Hentati, A.; Donaldson, D.; Goto, J.;
O’Regan, J.P.; Deng, H.-X.; et al. Mutations in Cu/Zn superoxide dismutase gene are associated with familial
amyotrophic lateral sclerosis. Nature 1993, 362, 59–62. [CrossRef] [PubMed]

http://dx.doi.org/10.1016/S0896-6273(02)00752-3
http://dx.doi.org/10.1176/appi.ajp.2009.08121873
http://www.ncbi.nlm.nih.gov/pubmed/19917593
http://dx.doi.org/10.1152/ajpcell.00451.2007
http://www.ncbi.nlm.nih.gov/pubmed/17913839
http://www.ncbi.nlm.nih.gov/pubmed/10751440
http://dx.doi.org/10.1016/j.cyto.2012.05.021
http://www.ncbi.nlm.nih.gov/pubmed/22683003
http://dx.doi.org/10.1007/s12035-013-8437-3
http://www.ncbi.nlm.nih.gov/pubmed/23475611
http://dx.doi.org/10.1002/biof.1149
http://www.ncbi.nlm.nih.gov/pubmed/24132831
http://dx.doi.org/10.1016/j.pharmthera.2007.04.001
http://www.ncbi.nlm.nih.gov/pubmed/17521740
http://dx.doi.org/10.1007/s12640-009-9059-4
http://www.ncbi.nlm.nih.gov/pubmed/19526278
http://www.ncbi.nlm.nih.gov/pubmed/98706
http://dx.doi.org/10.1016/j.freeradbiomed.2008.03.022
http://www.ncbi.nlm.nih.gov/pubmed/18456002
http://dx.doi.org/10.1016/j.freeradbiomed.2008.04.003
http://www.ncbi.nlm.nih.gov/pubmed/18466776
http://dx.doi.org/10.1016/j.jnutbio.2012.08.005
http://www.ncbi.nlm.nih.gov/pubmed/23022493
http://www.ncbi.nlm.nih.gov/pubmed/22814707
http://dx.doi.org/10.1016/j.neulet.2013.08.020
http://www.ncbi.nlm.nih.gov/pubmed/23973301
http://dx.doi.org/10.1111/j.1365-2990.2012.01308.x
http://www.ncbi.nlm.nih.gov/pubmed/23046254
http://dx.doi.org/10.1016/j.expneurol.2013.11.013
http://www.ncbi.nlm.nih.gov/pubmed/24252177
http://dx.doi.org/10.1016/j.bbrc.2007.05.164
http://www.ncbi.nlm.nih.gov/pubmed/17560549
http://dx.doi.org/10.1186/1750-1172-4-3
http://www.ncbi.nlm.nih.gov/pubmed/19192301
http://dx.doi.org/10.1038/362059a0
http://www.ncbi.nlm.nih.gov/pubmed/8446170


Nutrients 2017, 9, 1201 24 of 27

195. Mancuso, R.; Valle, J.; Modol, L.; Martinez, A.; Granado-serrano, A.B.; Ramirez-núñez, O.; Pallás, M.;
Portero-Otin, M.; Osta, R.; Navarro, X. Resveratrol improves motoneuron function and extends survival in
SOD1 G93A ALS mice. Neurotherapeutics 2014, 11, 419–432. [PubMed]

196. Wang, J.; Zhang, Y.; Tang, L.; Zhang, N.; Fan, D. Protective effects of resveratrol through the up-regulation of
SIRT1 expression in the mutant hSOD1-G93A-bearing motor neuron-like cell culture model of amyotrophic
lateral sclerosis. Neurosci. Lett. 2011, 503, 250–255. [CrossRef] [PubMed]

197. Della Morte, D.; DAve, K.R.; DeFazio, A.; Bao, Y.C.; Raval, A.P.; Perez-pinzon, M.A. Resveratrol pretreatment
protects rat brain from cerebral ischemic damage via a SIRT1–UCP2 pathway. Neuroscience 2009, 159,
993–1002. [CrossRef] [PubMed]

198. Raval, A.P.; Dave, K.R.; Pe, M.A. Resveratrol mimics ischemic preconditioning in the brain. J. Cereb. Blood
Flow Metab. 2006, 1141–1147. [CrossRef] [PubMed]

199. Shin, J.A.; Kim, H.; Lee, K.; Park, E. Acute resveratrol treatment modulates multiple signaling pathways in
the ischemic brain. Neurochem. Res. 2012, 37, 2686–2696. [CrossRef] [PubMed]

200. Uchida, H.; Matsushita, Y.; Ueda, H. Epigenetic regulation of BDNF expression in the primary sensory
neurons after peripheral nerve injury: Implications in the development of neuropathic pain. Neuroscience
2013, 240, 147–154. [CrossRef] [PubMed]

201. Kiguchi, N.; Kobayashi, Y.; Maeda, T.; Fukazawa, Y.; Tohya, K.; Kimura, M.; Kishioka, S. Epigenetic
augmentation of the macrophage inflammatory protein 2/C-X-C Chemokine receptor type 2 axis through
histone H3 acetylation in injured peripheral nerves elicits neuropathic pain. J. Pharmacol. Exp. Ther. 2012,
340, 577–587. [CrossRef] [PubMed]

202. Shao, H.; Xue, Q.; Zhang, F.; Luo, Y.; Zhu, H.; Zhang, X.; Zhang, H.; Ding, W.; Yu, B. Spinal SIRT1 activation
attenuates neuropathic pain in mice. PLoS ONE 2014, 9, e100938. [CrossRef] [PubMed]

203. Seo, J.; Moon, M.; Jeong, J.; Seol, J.; Lee, Y.; Park, B.-H.; Park, S.-Y. SIRT1, a histone deacetylase, regulates
prion protein-induced neuronal cell death. Neurobiol. Aging 2012, 33, 1110–1120. [CrossRef] [PubMed]

204. Guida, N.; Laudati, G.; Anzilotti, S.; Secondo, A.; Montuori, P.; Di, G.; Canzoniero, L.M.T.; Formisano, L.
Resveratrol via sirtuin-1 downregulates RE1-silencing transcription factor (REST) expression preventing
PCB-95-induced neuronal cell death. Toxicol. Appl. Pharmacol. 2015, 288, 387–398. [CrossRef] [PubMed]

205. Czerniawski, J.; Guzowski, J.F. Acute neuroinflammation impairs context discrimination memory and
disrupts pattern separation processes in hippocampus. J. Neurosci. 2014, 34, 12470–12480. [CrossRef]
[PubMed]

206. Tanaka, S.; Kondo, H.; Kanda, K.; Ashino, T.; Nakamachi, T.; Sekikawa, K.; Iwakura, Y.; Shioda, S.;
Numazawa, S.; Yoshida, T. Involvement of interleukin-1 in lipopolysaccaride-induced microglial activation
and learning and memory deficits. J. Neurosci. Res. 2011, 89, 506–514. [CrossRef] [PubMed]

207. Chen, Y.; Zhang, L.; Shi, D.; Song, X.; Shen, Y.; Zheng, M. Resveratrol attenuates subacute systemic
inflammation-induced spatial memory impairment via inhibition of astrocyte activation and enhancement
of synaptophysin expression in the hippocampus. Ann. Clin. Lab. Sci. 2017, 47, 17–24. [PubMed]

208. Griffin, R.S.; Costigan, M.; Brenner, G.J.; Him Eddie Ma, C.; Scholz, J.; Moss, A.; Allchorne, A.J.; Stahl, G.L.;
Woolf, C.J. Complement Induction in spinal cord microglia results in anaphylatoxin C5a-Mediated pain
hypersensitivity. J. Neurosci. 2007, 27, 8699–8708. [CrossRef] [PubMed]

209. Tsai, R.Y.; Shen, C.H.; Feng, Y.P.; Chien, C.C.; Lee, S.O.; Tsai, W.Y.; Lin, Y.S.; Wong, C.S. Ultra-low-dose
naloxone enhances the antinociceptive effect of morphine in PTX-treated rats: Regulation on global histone
methylation. Acta Anaesthesiol. Taiwanica 2012, 50, 106–111. [CrossRef] [PubMed]

210. Tsai, R.Y.; Wang, J.C.; Chou, K.Y.; Wong, C.S.; Cherng, C.H. Resveratrol reverses morphine-induced
neuroinflammation in morphine-tolerant rats by reversal HDAC1 expression. J. Formos. Med. Assoc.
2016, 115, 445–454. [CrossRef] [PubMed]

211. Lefebvre, S.; Burrglen, L.; Reboullet, S.; Clermont, O.; Burlet, P.; Viollet, L.; Benichou, B.; Cruaud, C.;
Millasseau, P.; Zeviani, M.; et al. Identification and characterization of a spinal muscular atrophy-determining
gene. Cell 1995, 80, 155–165. [CrossRef]

212. Erdem, H.; Pehlivan, S.; Topaloglu, H.; Ozgüç, M. Deletion analysis in Turkish patients with spinal muscular
atrophy. Brain Dev. 1999, 21, 86–89. [CrossRef]

213. Dayangaç-Erden, D.; Bora, G.; Ayhan, P.; Kocaefe, C.; Dalkara, S.; Yelekçi, K.; Demir, A.S.; Erdem-Yurter, H.
Histone deacetylase inhibition activity and molecular docking of (e)-resveratrol: Its therapeutic potential in
spinal muscular atrophy. Chem. Biol. Drug Des. 2009, 73, 355–364. [CrossRef] [PubMed]

http://www.ncbi.nlm.nih.gov/pubmed/24414863
http://dx.doi.org/10.1016/j.neulet.2011.08.047
http://www.ncbi.nlm.nih.gov/pubmed/21896316
http://dx.doi.org/10.1016/j.neuroscience.2009.01.017
http://www.ncbi.nlm.nih.gov/pubmed/19356683
http://dx.doi.org/10.1038/sj.jcbfm.9600262
http://www.ncbi.nlm.nih.gov/pubmed/16395277
http://dx.doi.org/10.1007/s11064-012-0858-2
http://www.ncbi.nlm.nih.gov/pubmed/22878646
http://dx.doi.org/10.1016/j.neuroscience.2013.02.053
http://www.ncbi.nlm.nih.gov/pubmed/23466809
http://dx.doi.org/10.1124/jpet.111.187724
http://www.ncbi.nlm.nih.gov/pubmed/22135382
http://dx.doi.org/10.1371/journal.pone.0100938
http://www.ncbi.nlm.nih.gov/pubmed/24959710
http://dx.doi.org/10.1016/j.neurobiolaging.2010.09.019
http://www.ncbi.nlm.nih.gov/pubmed/21074897
http://dx.doi.org/10.1016/j.taap.2015.08.010
http://www.ncbi.nlm.nih.gov/pubmed/26307266
http://dx.doi.org/10.1523/JNEUROSCI.0542-14.2014
http://www.ncbi.nlm.nih.gov/pubmed/25209285
http://dx.doi.org/10.1002/jnr.22582
http://www.ncbi.nlm.nih.gov/pubmed/21290410
http://www.ncbi.nlm.nih.gov/pubmed/28249911
http://dx.doi.org/10.1523/JNEUROSCI.2018-07.2007
http://www.ncbi.nlm.nih.gov/pubmed/17687047
http://dx.doi.org/10.1016/j.aat.2012.08.003
http://www.ncbi.nlm.nih.gov/pubmed/23026169
http://dx.doi.org/10.1016/j.jfma.2015.05.010
http://www.ncbi.nlm.nih.gov/pubmed/26078221
http://dx.doi.org/10.1016/0092-8674(95)90460-3
http://dx.doi.org/10.1016/S0387-7604(98)00063-1
http://dx.doi.org/10.1111/j.1747-0285.2009.00781.x
http://www.ncbi.nlm.nih.gov/pubmed/19207472


Nutrients 2017, 9, 1201 25 of 27

214. Xie, J.; Zhang, X.; Zhang, L. Negative regulation of inflammation by SIRT1. Pharmacol. Res. 2013, 67, 60–67.
[CrossRef] [PubMed]

215. Vachharajani, V.T.; Liu, T.; Wang, X.; Hoth, J.J.; Yoza, B.K.; McCall, C.E. Sirtuins link inflammation and
metabolism. J. Immunol. Res. 2016, 2016, 8167273. [CrossRef] [PubMed]

216. Goldring, M.B.; Marcu, K.B. Cartilage homeostasis in health and rheumatic diseases. Arthritis Res. Ther. 2009,
11, 224. [CrossRef] [PubMed]

217. Moon, M.H.; Jeong, J.K.; Lee, Y.J.; Seol, J.W.; Jackson, C.J.; Park, S.Y. SIRT1, a class III histone deacetylase,
regulates TNF-a-induced inflammation in human chondrocytes. Osteoarthr. Cartil. 2013, 21, 470–480.
[CrossRef] [PubMed]

218. Yang, C.; Chen, Y.; Chi, P.; Lin, C.; Hsiao, L. Resveratrol inhibits BK-induced COX-2 transcription
by suppressing acetylation of AP-1 and NF-κB in human rheumatoid arthritis synovial fibroblasts.
Biochem. Pharmacol. 2017, 132, 77–91. [CrossRef] [PubMed]

219. Podolsky, D.K. Inflammatory bowel disease. N. Engl. J. Med. 2002, 347, 417–429. [CrossRef] [PubMed]
220. Sharma, M.; Mohapatra, J.; Wagh, A.; Patel, H.M.; Pandey, D.; Kadam, S.; Argade, A.; Deshpande, S.S.;

Shah, G.B.; Chatterjee, A.; et al. Involvement of TACE in colon inflammation: A novel mechanism of
regulation via SIRT-1 activation. Cytokine 2014, 66, 30–39. [CrossRef] [PubMed]

221. Barnes, P.J. The cytokine network in asthma and chronic obstructive pulmonary disease. J. Clin. Investig.
2008, 118, 3546–3556. [CrossRef] [PubMed]

222. Koziol-White, C.J.; Panettieri, R.A. Airway smooth muscle and immunomodulation in acute exacerbations
of airway disease. Immunol. Rev. 2011, 242, 178–185. [CrossRef] [PubMed]

223. Knobloch, J.; Wahl, C.; Feldmann, M.; Jungck, D.; Strauch, J.; Stoelben, E.; Koch, A. Resveratrol attenuates
the release of inflammatory cytokines from human bronchial smooth muscle cells exposed to lipoteichoic
acid in chronic obstructive pulmonary disease. Basic Clin. Pharmacol. Toxicol. 2014, 114, 202–209. [CrossRef]
[PubMed]

224. Pan, W.; Yu, H.; Huang, S.; Zhu, P. Resveratrol protects against TNF-α-induced injury in human umbilical
endothelial cells through promoting sirtuin-1-induced repression of NF-κB and p38 MAPK. PLoS ONE 2016,
11, e0147034. [CrossRef] [PubMed]

225. Stearns-Kurosawa, D.J.; Osuchowski, M.F.; Valentine, C.; Kurosawa, S.; Remick, D.G. The pathogenesis of
sepsis. Annu. Rev. Pathol. 2011, 6, 19–48. [CrossRef] [PubMed]

226. Cai, B.; Deitch, E.A.; Ulloa, L. Novel insights for systemic inflammation in sepsis and hemorrhage.
Mediat. Inflamm. 2010, 2010, 642462. [CrossRef] [PubMed]

227. Russell, J.A.; Boyd, J.; Nakada, T.; Thair, S.; Walley, K.R. Molecular mechanisms of sepsis. Contrib. Microbiol.
2011, 17, 48–85. [PubMed]

228. Chen, G.D.; Yu, W.D.; Chen, X.P. SirT1 activator represses the transcription of TNF-α in THP-1 cells of a
sepsis model via deacetylation of H4K16. Mol. Med. Rep. 2016, 14, 5544–5550. [CrossRef] [PubMed]

229. Haneklaus, M.; O’Neill, L.A.J.; Coll, R.C. Modulatory mechanisms controlling the NLRP3 inflammasome in
inflammation: Recent developments. Curr. Opin. Immunol. 2013, 25, 40–45. [CrossRef] [PubMed]

230. Bauernfeind, F.G.; Horvath, G.; Stutz, A.; Alnemri, E.S.; MacDonald, K.; Speert, D.; Fernandes-Alnemri, T.;
Wu, J.; Monks, B.G.; Fitzgerald, K.A.; et al. Cutting edge: NF-κB activating pattern recognition and cytokine
receptors license NLRP3 inflammasome activation by regulating NLRP3 expression. J. Immunol. 2009, 183,
787–791. [CrossRef] [PubMed]

231. Fu, Y.; Wang, Y.; Du, L.; Xu, C.; Cao, J.; Fan, T.; Liu, J.; Su, X.; Fan, S.; Liu, Q.; et al. Resveratrol inhibits
ionising irradiation-induced inflammation in MSCs by activating Sirt1 and limiting NLRP-3 inflammasome
activation. Int. J. Mol. Sci. 2013, 14, 14105–14118. [CrossRef] [PubMed]

232. Said, R.S.; El-Demerdash, E.; Nada, A.S.; Kamal, M.M. Resveratrol inhibits inflammatory signaling implicated
in ionizing radiation-induced premature ovarian failure through antagonistic crosstalk between silencing
information regulator 1 (SIRT1) and poly(ADP-ribose) polymerase 1 (PARP-1). Biochem. Pharmacol. 2016, 103,
140–150. [CrossRef] [PubMed]

233. Defossez, P.A.; Prusty, R.; Kaeberlein, M.; Lin, S.J.; Ferrigno, P.; Silver, P.A.; Keil, R.L.; Guarente, L. Elimination
of replication block protein Fob1 extends the life span of yeast mother cells. Mol. Cell 1999, 3, 447–455.
[CrossRef]

234. Sinclair, D.A.; Guarente, L. Extrachromosomal rDNA circles—A cause of aging in yeast. Cell 1997, 91,
1033–1042. [CrossRef]

http://dx.doi.org/10.1016/j.phrs.2012.10.010
http://www.ncbi.nlm.nih.gov/pubmed/23098819
http://dx.doi.org/10.1155/2016/8167273
http://www.ncbi.nlm.nih.gov/pubmed/26904696
http://dx.doi.org/10.1186/ar2592
http://www.ncbi.nlm.nih.gov/pubmed/19519926
http://dx.doi.org/10.1016/j.joca.2012.11.017
http://www.ncbi.nlm.nih.gov/pubmed/23257246
http://dx.doi.org/10.1016/j.bcp.2017.03.003
http://www.ncbi.nlm.nih.gov/pubmed/28288820
http://dx.doi.org/10.1056/NEJMra020831
http://www.ncbi.nlm.nih.gov/pubmed/12167685
http://dx.doi.org/10.1016/j.cyto.2013.12.010
http://www.ncbi.nlm.nih.gov/pubmed/24548422
http://dx.doi.org/10.1172/JCI36130
http://www.ncbi.nlm.nih.gov/pubmed/18982161
http://dx.doi.org/10.1111/j.1600-065X.2011.01022.x
http://www.ncbi.nlm.nih.gov/pubmed/21682745
http://dx.doi.org/10.1111/bcpt.12129
http://www.ncbi.nlm.nih.gov/pubmed/23981542
http://dx.doi.org/10.1371/journal.pone.0147034
http://www.ncbi.nlm.nih.gov/pubmed/26799794
http://dx.doi.org/10.1146/annurev-pathol-011110-130327
http://www.ncbi.nlm.nih.gov/pubmed/20887193
http://dx.doi.org/10.1155/2010/642462
http://www.ncbi.nlm.nih.gov/pubmed/20628562
http://www.ncbi.nlm.nih.gov/pubmed/21659747
http://dx.doi.org/10.3892/mmr.2016.5942
http://www.ncbi.nlm.nih.gov/pubmed/27878240
http://dx.doi.org/10.1016/j.coi.2012.12.004
http://www.ncbi.nlm.nih.gov/pubmed/23305783
http://dx.doi.org/10.4049/jimmunol.0901363
http://www.ncbi.nlm.nih.gov/pubmed/19570822
http://dx.doi.org/10.3390/ijms140714105
http://www.ncbi.nlm.nih.gov/pubmed/23880858
http://dx.doi.org/10.1016/j.bcp.2016.01.019
http://www.ncbi.nlm.nih.gov/pubmed/26827941
http://dx.doi.org/10.1016/S1097-2765(00)80472-4
http://dx.doi.org/10.1016/S0092-8674(00)80493-6


Nutrients 2017, 9, 1201 26 of 27

235. Sinclair, D.A. Paradigms and pitfalls of yeast longevity research. Mech. Ageing Dev. 2002, 123, 857–867.
[CrossRef]

236. Lin, S.J.; Defossez, P.A.; Guarente, L. Requirement of NAD and SIR2 for life-span extension by calorie
restriction in Saccharomyces cerevisiae. Science 2000, 289, 2126–2128. [CrossRef] [PubMed]

237. Howitz, K.; Bitterman, J.; Cohen, H.; Lamming, D.W.; Lavu, S.; Wood, J.G.; Zipkin, R.E.; Chung, P.;
Kisielewski, A.; Zhang, L.-L.; et al. Small molecule activators of sirtuins extend Saccharomyces cerevisiae
lifespan. Nature 2003, 425, 191–196. [CrossRef] [PubMed]

238. Wood, J.G.; Rogina, B.; Lavu, S.; Howitz, K.; Helfand, S.L.; Tatar, M.; Sinclair, D. Sirtuin activators mimic
caloric restriction and delay ageing in metazoans. Nature 2004, 430, 686–689. [CrossRef] [PubMed]

239. Viswanathan, M.; Kim, S.K.; Berdichevsky, A.; Guarente, L. A role for SIR-2.1 regulation of ER stress response
genes in determining C. elegans life span. Dev. Cell 2005, 9, 605–615. [CrossRef] [PubMed]

240. Boya, P.; González-Polo, R.A.; Casares, N.; Perfettini, J.L.; Dessen, P.; Larochette, N.; Métivier, D.; Meley, D.;
Souquere, S.; Yoshimori, T.; et al. Inhibition of macroautophagy triggers apoptosis. Mol. Cell. Biol. 2005, 25,
1025–1040. [CrossRef] [PubMed]

241. Degenhardt, K.; Mathew, R.; Beaudoin, B.; Bray, K.; Anderson, D.; Chen, G.; Mukherjee, C.; Shi, Y.; Fan, Y.;
Nelson, D.A.; et al. Autophagy promotes tumor cell survival and restricts necrosis, inflammation and
tumorigenesis. Cancer 2010, 10, 51–64. [CrossRef] [PubMed]

242. Iwata, A.; Riley, B.E.; Johnston, J.A.; Kopito, R.R. HDAC6 and microtubules are required for autophagic
degradation of aggregated Huntingtin. J. Biol. Chem. 2005, 280, 40282–40292. [CrossRef] [PubMed]

243. Apel, A.; Herr, I.; Schwarz, H.; Rodemann, H.P.; Mayer, A. Blocked autophagy sensitizes resistant carcinoma
cells to radiation therapy. Cancer Res. 2008, 68, 1485–1494. [CrossRef] [PubMed]

244. Morselli, E.; Maiuri, M.C.; Markaki, M.; Megalou, E.; Pasparaki, A.; Palikaras, K.; Criollo, A.; Galluzzi, L.;
Malik, S.A.; Vitale, I.; et al. Caloric restriction and resveratrol promote longevity through the
Sirtuin-1-dependent induction of autophagy. Cell Death Dis. 2010, 1, e10. [CrossRef] [PubMed]

245. Yu, X.; Li, G. Effects of resveratrol on longevity, cognitive ability and aging-related histological markers in
the annual fish Nothobranchius guentheri. Exp. Gerontol. 2012, 47, 940–949. [CrossRef] [PubMed]

246. Miller, R.A.; Harrison, D.E.; Astle, C.M.; Baur, J.A.; Boyd, A.R.; De Cabo, R.; Fernandez, E.; Flurkey, K.;
Javors, M.A.; Nelson, J.F.; et al. Rapamycin, but not resveratrol or simvastatin, extends life span of genetically
heterogeneous mice. J. Gerontol. A 2011, 66, 191–201. [CrossRef] [PubMed]

247. Strong, R.; Miller, R.A.; Astle, C.M.; Baur, J.A.; De Cabo, R.; Fernandez, E.; Guo, W.; Javors, M.; Kirkland, J.L.;
Nelson, J.; et al. Evaluation of resveratrol, green tea extract, curcumin, oxaloacetic acid, and medium-chain
triglyceride oil on life span of genetically heterogeneous mice. J. Gerontol. A 2013, 68, 6–16. [CrossRef]
[PubMed]

248. Baur, J.A.; Pearson, K.J.; Price, N.L.; Jamieson, H.A.; Lerin, C.; Kalra, A.; Prabhu, V.V.; Allard, J.S.;
Lopez-Lluch, G.; Lewis, K.; et al. Resveratrol improves health and survival of mice on a high-calorie
diet. Nature 2006, 444, 337–342. [CrossRef] [PubMed]

249. Rudolph, T.; Beuch, S.; Reuter, G. Lysine-specific histone demethylase LSD1 and the dynamic control of
chromatin. Biol. Chem. 2013, 394, 1019–1028. [CrossRef] [PubMed]

250. Amente, S.; Lania, L.; Majello, B. The histone LSD1 demethylase in stemness and cancer transcription
programs. Biochim. Biophys. Acta 2013, 1829, 981–986. [CrossRef] [PubMed]

251. Shi, Y.; Lan, F.; Matson, C.; Mulligan, P.; Whetstine, J.R.; Cole, P.A.; Casero, R.A.; Shi, Y. Histone demethylation
mediated by the nuclear amine oxidase homolog LSD1. Cell 2004, 119, 941–953. [CrossRef] [PubMed]

252. Garcia-Bassets, I.; Kwon, Y.-S.; Telese, F.; Prefontaine, G.G.; Hutt, K.R.; Cheng, C.S.; Ju, B.-G.; Ohgi, K.A.;
Wang, J.; Escoubet-Lozach, L.; et al. Histone methylation-dependent mechanisms impose ligand dependency
for gene activation by nuclear receptors. Cell 2007, 128, 505–518. [CrossRef] [PubMed]

253. Metzger, E.; Wissmann, M.; Yin, N.; Müller, J.M.; Schneider, R.; Peters, A.H.F.M.; Günther, T.; Buettner, R.;
Schüle, R. LSD1 demethylates repressive histone marks to promote androgen-receptor-dependent
transcription. Nature 2005, 437, 436–439. [CrossRef] [PubMed]

254. Pedersen, M.T.; Helin, K. Histone demethylases in development and disease. Trends Cell Biol. 2010, 20,
662–671. [CrossRef] [PubMed]

255. Wu, Y.; Zhou, B.P. Epigenetic regulation of LSD1 during mammary carcinogenesis. Mol. Cell. Oncol. 2014, 1,
e963426. [CrossRef] [PubMed]

http://dx.doi.org/10.1016/S0047-6374(02)00023-4
http://dx.doi.org/10.1126/science.289.5487.2126
http://www.ncbi.nlm.nih.gov/pubmed/11000115
http://dx.doi.org/10.1038/nature01960
http://www.ncbi.nlm.nih.gov/pubmed/12939617
http://dx.doi.org/10.1038/nature02789
http://www.ncbi.nlm.nih.gov/pubmed/15254550
http://dx.doi.org/10.1016/j.devcel.2005.09.017
http://www.ncbi.nlm.nih.gov/pubmed/16256736
http://dx.doi.org/10.1128/MCB.25.3.1025-1040.2005
http://www.ncbi.nlm.nih.gov/pubmed/15657430
http://dx.doi.org/10.1016/j.ccr.2006.06.001
http://www.ncbi.nlm.nih.gov/pubmed/16843265
http://dx.doi.org/10.1074/jbc.M508786200
http://www.ncbi.nlm.nih.gov/pubmed/16192271
http://dx.doi.org/10.1158/0008-5472.CAN-07-0562
http://www.ncbi.nlm.nih.gov/pubmed/18316613
http://dx.doi.org/10.1038/cddis.2009.8
http://www.ncbi.nlm.nih.gov/pubmed/21364612
http://dx.doi.org/10.1016/j.exger.2012.08.009
http://www.ncbi.nlm.nih.gov/pubmed/22960591
http://dx.doi.org/10.1093/gerona/glq178
http://www.ncbi.nlm.nih.gov/pubmed/20974732
http://dx.doi.org/10.1093/gerona/gls070
http://www.ncbi.nlm.nih.gov/pubmed/22451473
http://dx.doi.org/10.1038/nature05354
http://www.ncbi.nlm.nih.gov/pubmed/17086191
http://dx.doi.org/10.1515/hsz-2013-0119
http://www.ncbi.nlm.nih.gov/pubmed/23612539
http://dx.doi.org/10.1016/j.bbagrm.2013.05.002
http://www.ncbi.nlm.nih.gov/pubmed/23684752
http://dx.doi.org/10.1016/j.cell.2004.12.012
http://www.ncbi.nlm.nih.gov/pubmed/15620353
http://dx.doi.org/10.1016/j.cell.2006.12.038
http://www.ncbi.nlm.nih.gov/pubmed/17289570
http://dx.doi.org/10.1038/nature04020
http://www.ncbi.nlm.nih.gov/pubmed/16079795
http://dx.doi.org/10.1016/j.tcb.2010.08.011
http://www.ncbi.nlm.nih.gov/pubmed/20863703
http://dx.doi.org/10.4161/21624011.2014.963426
http://www.ncbi.nlm.nih.gov/pubmed/27308339


Nutrients 2017, 9, 1201 27 of 27

256. Maes, T.; Mascaró, C.; Ortega, A.; Lunardi, S.; Ciceri, F.; Somervaille, T.C.P.; Buesa, C. KDM1 histone lysine
demethylases as targets for treatments of oncological and neurodegenerative disease. Epigenomics 2015, 7,
609–626. [CrossRef] [PubMed]

257. Hino, S.; Kohrogi, K.; Nakao, M. Histone demethylase LSD1 controls the phenotypic plasticity of cancer
cells. Cancer Sci. 2016, 107, 1187–1192. [CrossRef] [PubMed]

258. Shi, L.; Cui, S.; Engel, J.D.; Tanabe, O. Lysine-specific demethylase 1 is a therapeutic target for fetal
hemoglobin induction. Nat. Med. 2013, 19, 291–294. [CrossRef] [PubMed]

259. Przespolewski, A.; Wang, E.S. Inhibitors of LSD1 as a potential therapy for acute myeloid leukemia.
Expert Opin. Investig. Drugs 2016, 25, 771–780. [CrossRef] [PubMed]

260. Abdulla, A.; Zhao, X.; Yang, F. Natural polyphenols inhibit lysine-specific demethylase-1 In Vitro. J. Biochem.
Pharmacol. Res. 2013, 1, 56–63. [PubMed]

© 2017 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.2217/epi.15.9
http://www.ncbi.nlm.nih.gov/pubmed/26111032
http://dx.doi.org/10.1111/cas.13004
http://www.ncbi.nlm.nih.gov/pubmed/27375009
http://dx.doi.org/10.1038/nm.3101
http://www.ncbi.nlm.nih.gov/pubmed/23416702
http://dx.doi.org/10.1080/13543784.2016.1175432
http://www.ncbi.nlm.nih.gov/pubmed/27077938
http://www.ncbi.nlm.nih.gov/pubmed/23662249
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	DNA Methyltransferase 
	Histone Deacetylase 
	Metabolic Disorders 
	Cardioprotection 
	Cancer 
	Neuroprotection 
	Inflammation 
	Lifespan 

	Lysine-Specific Demethylase-1 
	Conclusions 

