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Abstract
Monobodies are binding scaffold proteins originating from a human fibronectin domain III

(Fn3) scaffold that can be easily engineered with specificity and affinity. Human EphA2

(hEphA2) is an early detection marker protein for various tumors including lung, breast, and

colon cancer. In this study, we isolated two hEphA2-specific monobodies (E1 and E10) by

screening a yeast surface display library. They showed the same amino acid sequence

except in the DE loop and had high affinity (~2 nM Kd) against hEphA2. E1 bound only

hEphA2 and mEphA2, although it bound hEphA2 with an affinity 2-fold higher than that of

mEphA2. However, E10 also bound the mEphA6 and mEphA8 homologs as well as

hEphA2 and mEphA2. Thus, E1 but not E10 was highly specific for hEphA2. E1 specifically

bound human cells and xenograft tumor tissues expressing hEphA on the cell surface. In
vivo optical imaging showed strong targeting of Cy5.5-labeled E1 to mouse tumor tissue

induced by PC3 cells, a human prostate cancer cell line that expresses a high level of

hEphA2. In conclusion, the highly specific monobody E1 is useful as a hEphA2 probe candi-

date for in vivo diagnosis and therapy.

Introduction
Various engineered scaffold proteins to bind specific targets have been studied for in vitro
research, diagnosis and therapy for human diseases [1]. Monobodies, scaffold proteins origi-
nating from the tenth human fibronectin type III domain (Fn3), are one of such proteins that
can bind target proteins with high affinity and specificity [2, 3]. Monobodies have advantages
for human trials such as a small size for tissue penetration (10 kDa), molecular stability with
high melting temperatures (82°C), efficient bacterial production, and an expected low
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immunity as a protein of human origin [2]. Fn3 has a well-defined structure in which three sol-
vent-accessible loops (BC, DE, and FG) are responsible for binding [4, 5]. To date, various
monobody proteins have been developed and tested for clinical efficacy against cancer and
infections [3].

Eph receptors and their ligands, ephrins, are important mediators of cell-cell communica-
tion and regulate cell attachment to the extracellular matrix, cell shape, and motility [6, 7].
They are associated with tumor progression because high expression of Eph receptors and
ephrins correlates with a poor prognosis and high vascularity in cancer tissues. EphA2 is a
member of the Eph receptor tyrosine kinase family and is implicated in carcinogenesis includ-
ing transformation, cell migration, and blood vessel formation [8]. In various cancer types,
including melanoma, prostate, breast, colon, lung, pancreatic, and lung cancers, human EphA2
(hEphA2) is highly expressed [8–12]. Ectopic overexpression of hEphA2 provides untrans-
formed epithelial cells with both tumorigenic and metastatic potential [13]. Notably, hEphA2
is present in tumor cells and in the tumor vasculature but not in normal vasculature [14]. The
phosphorylation status of hEphA2 after ligand binding also correlates with its oncogenic role
because inhibition of hEphA2 receptor activation through its various ligands resulted in
decreased phosphorylation concurrent with decreased tumor volume [15, 16].

A number of hEphA2-targeting agents have been developed. Several agonistic monoclonal
antibodies, a soluble recombinant ligand ephrin-A1 Fc and small peptides have been shown to
be specifically bound with hEphA2 and its overexpressing cells, and to decrease the level of
tumor growth and metastasis in mouse models [16–22]. Furthermore, the conjugated drugs
also have been studied. A bispecific single-chain antibody against hEphA2 and CD3 has also
been shown to effectively promote destruction of hEphA2-expressing tumor cells [23]. Ephrin-
A1 conjugated to gold-coated silica nanoshells or Pseudomonas aeruginosa exotoxin A has
been shown to kill hEphA2-expressing cancer cells in culture [24, 25]. A hEphA2-specific anti-
body conjugated to a derivative of auristatin, a drug that disrupts microtubules, dramatically
inhibits tumor growth in animal models [26, 27]. The 12-mer peptides, designated YSA and
SWL, selectively bind to the ephrin-binding domain of hEphA2 and also inhibit ephrin binding
to hEphA2 [16, 22]. Furthermore, magnetic nanoparticles and siRNA-loaded nanogels conju-
gated with YSA have been useful for targeting and removal of cancer cells in the cells and
patients [28–31]. Finally, hEphA2-specific antibodies and peptide coupled to imaging agents
have been successfully used for tumor visualization in mouse xenograft models [32, 33]. This
could be useful for cancer diagnosis, particularly because hEphA2 appears to be overexpressed
starting from early stages of cancer [14].

In this study, we developed monobodies that specifically bind hEphA2 from a yeast surface
display library, which were then applied to detect tumors in a mouse xenograft model.

Materials and Methods

Cell lines and reagents
The extracellular recombinant proteins of hEphA2 and other type-A and type-B Eph (EphA
and EphB) homologs were purchased from R&D Systems, MN. To biotinylate hEphA2, lyophi-
lized protein was resuspended in dimethyl sulfoxide (DMSO) and reacted for 1 hr with ten
equivalents of biotin-N-hydroxysulfosuccinimide (NHS)-ester (Thermo Fisher Scientific, PA)
with 2% triethylamine. E. coli [DH5α and BL21(DE3)], yeast strains (EBY100) and culture
media were purchased and used as described [34]. The Saccharomyces cerevisiae EBY100 strain
was purchased from Invitrogen, NY, and used in all yeast experiments in this work. Selective
SD-CAA media for yeast contained 20 g/L glucose, 6.7 g/L yeast nitrogen base without amino
acids, and 5.4 g/L Bacto casamino acids. SG-CAAmedia was identical except glucose was
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replaced with galactose. The human cell lines, PC3 (prostate) and SKBR3 (breast), were
obtained from the American Type Culture Collection (Manassas, VA) and cultured in F-12K
(GIBCO, Grand Island, NY) or McCoy's 5A (GIBCO, Carlsbad, CA) media supplemented with
10% fetal bovine serum, respectively. Phosphate-buffered saline (PBS) was from Invitrogen
and PBSA was PBS supplemented with 0.1% bovine serum albumin (BSA). All other chemicals
were purchased from Thermo Fisher Scientific unless otherwise specified. Various antibodies
used in this study were purchased from the indicated companies.

hEphA2-binding monobody screening with a yeast surface display
library
A yeast G4 surface display library (2.5 × 108 diversity), in which EBY100 yeast cells were trans-
formed with pCT surface display vector containing the Fn3 gene with variations of the three
binding loop sequences (BC, DE, and FG), was screened with a combination of magnetic bead
sorting and fluorescence-activated cell sorting (FACS) with recombinant hEphA2 as described
[35]. A single round of yeast isolation consisted of twice isolations with magnetic beads conju-
gated to hEphA2 and once FACS isolation against double-positive yeasts with 100nM hEphA2
and c-Myc. Then, Fn3 gene fragments were obtained after error-prone polymerase chain reac-
tion (ePCR) against plasmids isolated from sorted yeasts and new libraries for the next rounds
of yeast isolation were constructed by transformation of the fragments and pCT vector, as
described [34, 36]. Four rounds of yeast isolation were performed to complete the screening.
After the fourth round of yeast isolation as described above, yeasts were further isolated after
double staining with lower concentration of hEphA2 and an anti-cMyc antibody using a
FACSAria III system (BD Biosciences, CA). For FACS isolation, yeasts were stained with 100
nM hEphA2 at room temperature for 2 hr. After a simple wash with PBS containing 0.1% BSA
(PBSA), they were incubated with mouse anti-hEphA2 (1:80 dilution, R&D Systems, MN) and
chicken anti-cMyc (1:80 dilution, Invitrogen, CA) antibodies at 4°C for 1 hr. Yeasts were then
stained with Alexa 488-conjugated goat anti-mouse IgG Fab (1:4000, dilution, Invitrogen, CA)
and Alexa 555-conjugated goat anti-chicken IgY (1:80 dilution, Invitrogen, CA) at 4°C for 30
min. Yeasts of the highest hEphA2 region in double-positive fractions were isolated with a
FACSAria III system. Yeasts were cultured in 5 mL of SD-CAAmedia at 30°C and 250 rpm for
1 day. Yeast cultures were centrifuged at 5000 rpm for 1 min and placed into SG-CAA media.
At final fourth round, the FACS isolations were repeated twice after staining with 10 nM and
1 nM hEphA2. The final yeast isolate was termed the 4.5 fraction.

Plasmids from the 4.5 fraction were isolated with a Zymoprep Yeast Plasmid Miniprep II kit
(ZYMO Research, CA) and amplified in E. coli DH5a. Ten plasmids isolated from indepen-
dently transformed E. coli colonies were sequenced and classified into two groups (E1 and E10)
according to their expected monobody amino acid sequence. Two representative plasmids,
pCT-Fn3-EphA2(E1) and pCT-Fn3-EphA2(E10) containing the E1 and E10 monobody genes,
respectively, were chosen and transformed in EBY100 yeast. The yeasts transformed with each
plasmid showed hEphA2 binding similar to that of the 4.5 fraction yeasts isolated with
hEphA2.

Affinity measurements of monobodies against hEphA2 in yeasts
The dissociation constant (Kd) of the monobodies were measured using yeast as described [34,
36]. Yeast cells (2 × 106) transformed with pCT plasmids containing monobody genes were
stained with 0.03 to 100 nM hEphA2 overnight at room temperature. Cells were stained with
the antibody combinations of described above. After FACS analysis, mean fluorescence values
for Alexa 488 and Alexa 555 in double-positive populations of each yeast sample were
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obtained. Kd values were analyzed by determining the mean[A488]/mean[A555] versus the
used hEphA2 concentration using Prism 5 software (Graphpad, CA).

Monobody purification in E. coli
To construct expression vectors for monobodies, the genes were amplified with 94oldF (5’-T
ACATATGGCTAGCGTTTCTGATGTTCCGAG) and 94oldR (5'-TACTGAGTGGATCCT
GTTCGGTAATTAATGGAAATTGG) primers against pCT-Fn3-EphA2(E1) and pCT-
Fn3-EphA2(E10). The amplified PCR fragments were digested with NheI and BamHI and
ligated into the same sites in the E. coli pET expression vectors, pETh [37] or pETamh, which
contain the same sequence but with the His6 tag (h, HHHHHH) replaced or an AviTag-cMy-
c-His6 tag (amh, GLNDIFEAQKIEWHEEQKLISEEDLRSHHHHHH) in the C-terminus,
respectively. Therefore, E1h and E1amh refer to the E1 monobody with C-terminal h or amh
tags, respectively.

Monobody purification was performed in E. coli BL21(DE3) transformed with bacterial
expression vectors as described [37]. Briefly, a single bacterial colony grown on an LB plate
supplemented with kanamycin (50 μg/mL) was inoculated into 5 mL of LB media supple-
mented with kanamycin. After overnight culture, bacteria were transferred to 1 L of LB media
and grown at 37°C and 250 rpm for 3 hr. Bacteria were further cultured at 37°C and 250 rpm
for 1–3 hr after 1 mL of 0.5 M isopropyl β-D-1-thiogalactopyranoside (IPTG) was added. The
bacterial pellet obtained via centrifugation at 3,200 x g for 10 min was resuspended in 3 mL of
ice-cold lysis buffer [50 mM NaPO4 (pH 8.0), 0.5 M NaCl, 5% glycerol, 5 mM CHAPS, 25 mM
imidazole, and one complete EDTA-free protease inhibitor cocktail tablet (Roche Applied
Science, IN) per 50 mL] and disrupted four times by sonication at 60 W. The supernatants
obtained by centrifugation at 12,000 x g for 5 min were applied to a HisTrap FF column (GE
Healthcare Biosciences, PA) in an AKTA FPLC system (GE Healthcare Biosciences), and
His6-tagged proteins were isolated. After acidification with trifluoroacetic acid, proteins were
purified again via reverse phase chromatography with a C4 semi-preparative column and then
lyophilized. The concentration of purified monobody protein was measured by UV spectrome-
try [38] after dissolving in DMSO or PBS. Monobody proteins were then stored at—20°C.

FACS analysis with monobodies
Target-coated magnetic beads were prepared as described [34], bound to monobodies, and
analyzed with FACS. Briefly, 6.7 pmol of biotinylated hEphA2 was incubated with 10 μL of
streptavidin-coated magnetic beads (Dynabeads Biotin Binder, Invitrogen, CA) in 100 μL of
PBSA for 30 min at room temperature. As controls, beads coated with the same amount of bio-
tinylated human IgG (Invitrogen, CA) or lysozyme (Sigma, MO) were prepared. After a simple
wash with 1 mL of PBSA, beads were incubated with 0.4 μL of 1 μMmonobody in 40 μL of
PBSA for 1 hr at room temperature. The monobody proteins bound to beads were stained with
40 μL of a fluorescein isothiocyanate (FITC)-conjugated anti-his tag antibody (1:100 dilution,
Abcam, MA) and analyzed by FACS.

Cells were stained with a Cy5.5-labeled monobody (E1h-Cy5.5) and analyzed with FACS.
E1h in 0.1 M sodium bicarbonate buffer (pH 9.5) was chemically conjugated with Cy5.5-
NHS (BioActs, Korea) in DMSO with a 1:2 molar ratio at 4°C for 16 hr. After removing
unreacted Cy5.5 with a PD-10 desalting column (GE Healthcare, NJ), proteins were further
purified with an analytical high performance liquid chromatography system using C18 analyti-
cal columns (Grace/Vydac, Fisher Scientific, CA) in 20–80% gradient of solvent B for 30 min.
Gradient was made of solvent A (0.1% trifluoroacetic acid in distilled water) and solvent B
(0.1% trifluoroacetic acid in acetonitrile). Cells (0.5×105) were incubated with 100 nM E1h-
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Cy5.5 in 100 μL of PBSA for 2 hr at room temperature. As a control, unstained cells were
measured.

Determination of total and surface hEphA2 levels in cells
The relative amount of total hEphA2 protein was measured by western blotting. Cell pellets
(1×106 cells) detached from cell culture plates were resuspended in SDS sample buffer and
boiled for 5 min. After separation by 10% SDS-PAGE, proteins were transferred onto a
nitrocellulose membrane (Bio-Rad, Hercules, CA), and hEphA2 was detected with a mouse
anti-hEphA2 antibody (1:500 dilution, Santa Cruz Biotechnology, CA) and horseradish peroxi-
dase-conjugated goat anti-mouse IgG (1:2000 dilution, Lifetechnology, Inc., Grand Island, NY)
combination. As a loading control, beta-actin was detected using the same (stripped) mem-
brane. Immunoreactive proteins were detected using luminal reagent (Santa Cruz Biotechnol-
ogy, CA) and visualized by a Fuji Film image reader LAS-3000 machine.

The amount of hEphA2 on the cell surface was quantitated with FACS and compared to
that of an anti-rat antibody-coated bead standard (Bangs Laboratories, IN). Cells (2.5×105)
were stained with 100 μL of mouse anti-hEphA2 antibody (1:100 dilution, R&D Systems, MN)
for 30 min on ice. After washing, the cells were resuspended in 50 μL of PBSA, mixed with
50 μL of FITC-conjugated rat anti-mouse IgG (1:50 dilution, BioLegend, CA), and incubated
on ice for 30 min. At the same time, one drop (50 μL) of each Bangs bead was mixed with
50 μL of FITC-conjugated rat anti-mouse IgG and incubated on ice for 30 min. After washing,
mean fluorescence values for each cell and Bangs bead were measured by FACS. A standard
curve was generated using the mean values of each Bangs bead versus the antibody concentra-
tion, and EphA2 concentration on the cell surface was calculated.

Enzyme-linked immunosorbant assay (ELISA) against EphA receptors
ELISA plates (Costar, Sigma) were coated with 100 μL of a 1 μg/mL solution of each recombi-
nant EphA receptors and incubated overnight at 4°C. On the next day, the plates were washed
three times with PBS containing 0.05% Tween 20 (PBST) and blocked with 300 μL of blocking
buffer (PBS containing 5% BSA) for 2 hr at room temperature. 100 μL of E1amh was added to
each well and incubated at room temperature for 2 hr. Plates were washed, and 100 μL of
horseradish peroxidase-conjugated mouse anti-cMyc antibody (1:1,000 dilution, Invitrogen,
CA) was added for 30 min at room temperature. After washing and drying, plates were incu-
bated with 100 μL of a substrate (1:1 mix of a 3,3',5,5'-tetramethylbenzidine substrate and
hydrogen peroxide, Thermo Fisher Scientific, NH) for 5 min at room temperature. The reac-
tion was stopped with 50 μL of 1 M H2SO4, and the ELISA signal was read at 450 nm.

Animal tumor model preparation and optical imaging by E1 monobody
Male BALB/c athymic nu-/nu- mice (5–6 weeks old) were purchased from the Orient Com-
pany, Korea. Mice subcutaneously transplanted with PC3 cells were prepared as described
[39]. Animal care, all experiments, and the euthanasia procedures were performed in accor-
dance with protocols approved by the Chonnam National University Animal Research Com-
mittee (Permit Number: CNU IACUC-H-2014-1). Anesthesia was performed using 2%
isoflurane for injection of cells, E1h-Cy5.5 monobodies, and imaging. After transplantation of
PC3 cells (1×108 cells in 100 μL of PBS), tumors were grown for 21–28 days to a size of 150
mm3. Nude mice transplanted with PC3 cells were intravenously injected with non-labeled
E1h (30 μg) or PBS. At day 1, E1h-Cy5.5 (6 μg) was intravenously injected into the same mice.
optical images of the tumors were obtained with an IVIS 100 system (Caliper, MA) at day 6.
After imaging, we observed the fluorescence remaining in the animal after the organs and
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tumor tissue were removed. Specifically, tumor tissues were sliced and observed via fluores-
cence microscopy.

Cytotoxicity and in vivo stability of E1h
The cytotoxicity of E1h was determined by 3-(3,4-dimethylthiazol-2-yl)-2,5-diphenyltetrazo-
lium (MTT) assay as described [40]. Cells (10,000 per well) cultured for 1 day in 46-well plates
were replaced with medium containing 100 nM E1h after washed with PBS, and further cul-
tured. The indicated time point later, the surviving cells were stained with MTT and quantified
by absorbance at 540 nm. The MTT assay results were plotted with mean ± S.D. of three
experiments.

The in vivo stability of E1h was measured by western blotting against E1h in tumor tissue
obtained from PC3-bearing mice after in vivo optical imaging. The tumor tissues dissected
from mice were soaked in PBS buffer containing 1X protease inhibitor cocktail solution (Gen-
DEPOT) and grinded with homogenizer. The tumor samples were centrifuged in 12,000 rpm
for 10 min. The supernatants (100 μg protein) were mixed with SDS sample buffer and sepa-
rated with 12% SDS-PAGE. After transferred to nitrocellulose membranes, proteins were first
probed using a mouse anti-his tag antibody (1:1000 dilution, Santa Cruz Biotechnology, CA)
and then a horseradish peroxidase-conjugated anti rabbit secondary antibody (1:2000 dilution,
Amersham, UK). As a loading control, beta-actin was detected using the same (stripped)
membrane.

Statistical analysis
Statistical analysis was performed using the SPSS 21.0 statistical packages (SPSS, Chicago, IL).
Statistical analysis was performed using the two-tailed Student’s t test or two-way ANOVA. A
P value of<0.05 was considered statistically significant (�P<0.05, ��P< 0.01). All data are
expressed as means ± SD.

Results

Screening of hEphA2-binding monobodies via a yeast surface display
library
To obtain a hEphA2-binding monobody, we screened an yeast G4 library. The final isolated
yeast fraction (fraction 4.5) showed higher affinity for hEphA2 than those obtained from the
original yeast library (Fig 1A). In E. coli transformed with pCT plasmids obtained from fraction
4.5 yeasts, ten independent clones were randomly chosen. Their plasmids were sequenced and
classified into two groups: E1 and E10. Nine plasmids were classified into the E1 group and
one into the E10 group. Some plasmids included in the E1 group exhibited one or two muta-
tions in the backbone amino acid sequence. We chose two plasmids, pCT-EphA2(E1) and
pCT-EphA2(E10), because their monobody genes did not show any mutations in the backbone
(Fig 1B). They carried the same sequences except in the DE loop. Their amino acid sequences
and loop lengths were completely different from that of wild-type Fn3. We concluded that they
are hEphA2-binding monobodies because we observed that yeasts transformed with each plas-
mid showed hEphA2 binding in their FACS profiles (Fig 1C).

Affinity measurements of monobodies against hEphA2
To measure the affinity of each monobody against target proteins, we incubated yeasts trans-
formed with monobody-carrying plasmids with various concentrations of hEphA2 overnight
at room temperature. The amount of hEphA2 bound to yeast cells was measured by FACS
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Fig 1. Screening of EphA2-bindingmonobodies in a G4 yeast surface display library. (A) FACS profiles of the original G4 library (left) and 4.5-fraction
yeasts (right) obtained after final screening. Yeast cells were stained with 1 nM hEphA2 and a chicken anti-cMyc antibody. (B) Amino acid sequence
alignment of monobodies and wild-type Fn3 domain. Sequences of the BC, DE, and FG loops are indicated as black boxes. (C) FACS profiles of yeasts
transformed with surface display vectors, pCT-Fn3-EphA2 (E1) and pCT-Fn3-EphA2 (E10). Yeast cells were stained with 10nM hEphA2 and chicken anti-
cMyc antibody.

doi:10.1371/journal.pone.0132976.g001
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analyses (Fig 2). The Kd values were ~2 nM (1.844 nM for E1 and 2.092 nM for E10). These
values were comparable to the affinities of other monobody proteins [3] and typical antibodies
[41].

Target specificity of hEphA2-binding monobodies
We purified the recombinant h- or amh-tagged E1 and E10 monobodies in E. coli BL21(DE3)
using affinity chromatography. First, we measured binding to beads coated with various pro-
teins by FACS analysis (Fig 3). Beads coated with human IgG or lysozyme showed mean fluo-
rescence levels similar to those of the beads alone after incubation with E1 and E10 proteins.
By contrast, hEphA2-coated beads showed much higher levels of binding to these proteins in
their FACS profiles.

Next, we performed ELISA analyses with hEphA2 and its homologs (Fig 4) because
hEphA2 has a 90% amino acid sequence homology to mEphA2 but 25–35% homologies with
other Eph receptors [6]. hEphA1 is the most homologus gene to hEphA2 in them [42]. Various
concentrations of amh-tagged monobody proteins were incubated on 96-well plates coated
with various EphA homolog proteins. E1amh and E10amh proteins were highly bound to
hEphA2 and moderately bound to mEphA2. At 100 nMmonobody concentration, E1amh did
not show significant binding to other homologs. However, E10amh proteins were significantly
bound to mEphA8 and mEphA6. These results indicated that E1 only bound to hEphA2 and
mEphA2 receptors.

Binding of the E1 monobody against hEphA2 expressed in cells and in a
tumor model mouse
Finally, we assessed whether E1 monobody could be used as a probe for detecting hEphA2
expressed in cells and tissues. To do this, we conjugated E1h with fluorescent dye Cy5.5 and
named E1h-Cy5.5 (Figs 5 and 6).

Fig 2. Affinity measurements of E1 and E10monobodies against hEphA2. The indicated concentrations of hEphA2 protein were incubated with yeasts
expressing each monobody. After a simple wash, yeast cells were stained with mouse anti-hEphA2 and chicken anti-cMyc antibodies, followed by staining
with Alexa 488-conjugated anti-mouse and Alexa 555-conjugated anti-chicken secondary antibodies. The mean fluorescence values of each sample were
measured by FACS. Affinities (Kd values) were obtained by determining the mean ratio of Alexa 488/Alexa 555 fluorescence versus hEphA2 concentration.
The results are representatives of at least three independent experiments.

doi:10.1371/journal.pone.0132976.g002
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It was previously reported that hEphA2 is expressed in PC3 (prostate cancer) and SKBR3
(breast cancer) cell lines at high and low levels, respectively [11, 26]. The same results were also
obtained in our analysis (Fig 5). PC3 cells expressed hEphA2 at 6-fold higher levels than
SKBR3 cells, as shown by western blotting and FACS analyses using an anti-hEphA2 antibody
(Fig 5A, 5B and 5C). Both cell lines were incubated with 100 nM E1h-Cy5.5 and analyzed by

Fig 3. Binding of monobodies against target-bound beads. Streptavidin-coated magnetic beads bound with biotinylated human IgG, lysozyme, or
hEphA2 were incubated with 10 nMmonobody proteins with His6 (h) or AMH tags at room temperature. The bound monobodies were stained with a FITC-
conjugated anti-His-tag antibody and analyzed by FACS. The results are representatives of at least three independent experiments.

doi:10.1371/journal.pone.0132976.g003

Fig 4. Binding of monobody proteins to recombinant type-A Eph receptors. The indicated concentrations of AMH-tagged monobody proteins were
incubated for 2 hr on 96-well plates coated with recombinant Eph receptor proteins. The amounts of bound monobody proteins were measured in an ELISA
reader after staining with horseradish peroxidase-conjugated anti-cMyc antibodies. Data represent mean ± S.D., and asterisks (*) indicate a significant
difference compared hEphA2 and other EphA series (*, P < 0.05 or **, P < 0.01). The results are representatives of at least three independent experiments.

doi:10.1371/journal.pone.0132976.g004
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FACS (Fig 5D). PC3 cells treated with E1h-Cy5.5 showed a 20-fold increase in mean fluores-
cence intensity compared to that of non-treated cells. However, SKBR3 cells showed little
change in their FACS profile. Similarly, fluorescence microscopy images obtained with the
anti-hEphA2 antibody or E1h-Cy5.5 were similar to each other in PC3 cells, whereas fluores-
cence signals were not observed in SKBR3 cells (Fig 5E).

We tested whether the E1 monobody specifically targeted and bound hEphA2 expressed in
animal models (Fig 6 and S2 Fig). We transplanted PC3 cells highly expressing hEphA2 into
nude mice in skin to induce human tumor xenografts. To test for specific targeting, non-
labeled E1h (30 μg per mice) was injected via the tail vein at day 0. At next day, E1h-Cy5.5 was
injected via the tail vein (6 μg per mice) and the optical imaging intensity in mice was obtained
at day 6 (Fig 6A and S2 Fig). The optical intensity in mouse tumor tissue after treatment of

Fig 5. Binding of monobody proteins to hEphA2-expressing cells. (A) Western blotting for hEphA2. Cell lysates were separated by 10% SDS-PAGE and
transferred onto nitrocellulose membranes. The proteins were detected with an anti-hEphA2 antibody. (B) Surface expression of hEphA2. Cells (2 × 105)
were stained with a mouse anti-hEphA2 antibody and FITC-conjugated rat anti-mouse IgG antibody. Black line, unstained cells; red line, only second Ab;
blue line, anti-EphA2. (C) Quantitation of hEphA2 on the cell surface. Concentrations of hEphA2 on the cell surface were measured against an anti-rat Bangs
bead standard. Data represent mean ± S.D., and asterisks (*) indicate a significant difference compared SKBR3 and PC3 cells (*, P < 0.001). (D)
Measurement of E1 monobody binding to cells. Cells were incubated with 100 nM Cy5.5-conjugated E1h monobody and analyzed by FACS. Black lines,
unstained cells; red lines, E1h-Cy5.5. (F) Fluorescence microscopy images of cells stained with an anti-hEphA2 antibody or E1h-Cy5.5 monobody. Cell
nuclei were stained with 4',6-diamidino-2-phenylindole (DAPI). Magnification of the inset with indivisual and merged images is given in the lower low. Scale
bar, 20 μm. The results are representatives of at least three independent experiments.

doi:10.1371/journal.pone.0132976.g005
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non-labeled E1h was less obtained than that without the treatment (1.24 after treatment and
1.53 without treatment). This indicated that E1h-Cy5.5 specifically binds hEphA2 in PC3
tumor tissues and that pretreatment with non-labelled E1h inhibits E1h-Cy5.5 binding in
tumor tissue. The E1h-Cy5.5 binding decrease by the presence of non-tagged E1h was similar
in fluoroscopy images of tumor tissues dissected from transplanted mice (Fig 6B). We also
measured optical imaging intensity in the organs obtained from such mice. The levels were
much lower than those of tumor tissue (Fig 6C).

Discussion
Here, we report two novel monobodies, E1 and E10, which specifically bind hEphA2,. In a
sequence analysis, we found that the two monobodies had the same amino acid sequences
except in the DE loop in which E1 and E10 contained 4 and 6 amino acids, respectively. Such a
loop length is acceptable in the Fn3 scaffold backbone structure and can be used to design a
library [43]. However, we found that only one E10 clone was among ten clones randomly cho-
sen from the final isolated yeast fractions.

The DE loop sequence is more important for target specificity, but not binding, than the
other two loops. The Kd values of the E1 and E10 monobodies were not significantly different
but E10 showed significant binding to other EphA homologs such as mEphA6 and mEphA8 as
well as hEphA2 in the ELISA analysis following 100 nMmonobody treatment. Our monobody
sequences did not carry an RGDmotif in the FG loop. This is a binding motif for integrin, an
original target of the Fn3 protein [44]. This shows that the monobody sequences were isolated
during the library screening steps.

Most antibodies have Kd values in the low micromolar (10−6) to nanomolar (10−7 to 10−9)
range. High affinity antibodies are generally considered to be in the low nanomolar range
(10−9) [34]. Our monobodies showed Kd values of below 2 nM, which should be of sufficient
affinity to use as a candidate for in vitro and in vivo applications. Here, we showed that E1 tar-
geted cells and tissue expressing hEphA2. With 1 nM E1h, hEphA2 could be detected in the
FACS analysis (Figs 1 and 3). However, E1h itself is not cytotoxic because the viability of PC3
and SKBR3 cells was not affected by treatment with 100 nM E1h for 5 days as well as immuno-
blot analysis of excised tumor tissue demonstrated that E1h was maintained in tumors as
described IVIS imaging (S1A and S1B Fig). To develop E1 as a tumor therapy, another method-
ology will be required.

Currently, specific drugs targeting hEphA2 are being developed. A human monoclonal anti-
body (1C1) specifically bound to hEphA2 with a Kd value of 0.4 nM, and when conjugated to a
cytotoxic drug, effectively inhibited xenograft tumors in mice [26, 32]. Peptides such as SWL
and YSA have also been studied as probes [28]. A number of monobodies are being tested in
preclinical or clinical trials [3, 45]. Thus we hope that our E1 monobody can be developed to
novel hEphA2-specific drugs.

Fig 6. In vivo targeting of the E1hmonobody. BALB/c athymic nu-/nu- were injected subcutaneously with PC3 (1 × 107). When the tumors reached a
volume of approximately 150 mm3, PC3 tumor bearing mice were treated with PBS (n = 4), or E1h-Cy5.5 (n = 8). (A) Optical images of PC3 tumor tissues
after E1h-Cy5.5 injection into mice. Nude mice were injected with non-tagged E1h (30 μg, n = 4) (+) or without (-) (n = 4). After 1 day, E1h-Cy5.5 (6 μg) was
injected into the same mice. At day 6, fluorescence images of the tumors were obtained with an IVIS 100 system. Data for each tumor are normalized to the
average radiance of the PBS group. (B) Fluorescence microscopy images of PC3 tumor tissues. Tumor tissues dissected in (A) were sliced and the
fluorescences by Cy5.5 were observed. For clear visualization by confocal microscopy, the cell nuclei (blue) were stained with DAPI, whereas Cy5.5 is
shown in red. Magnification of the inset with indivisual and merged images is given in the lower low. Scale bar, 20 μm. (C) The optical images of the indicated
organs and tissues from (A). They were obtained with an IVIS system. The results are representatives of at least three independent experiments.

doi:10.1371/journal.pone.0132976.g006
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Supporting Information
S1 Fig. In vitro cytotoxicity and in vivo stability of E1h. (A) In vitro cytotoxicity against
tumor cells. SKBR3 and PC3 cells were in vitro cultured and incubated with E1h (100 nM) for
five days. Cell viability after E1h treatment was measured by MTT assay at the indicate time
points. (B) In vivo stability of E1h. Immunoblot analysis against E1h exsited in PC3 tumor tis-
sue of the nude mice in Fig 6 after injected by PBS, free E1h with (+) or without (-) E1h-Cy5.5.
The result is one of representatives of three independent experiments.
(TIF)

S2 Fig. Supplementary in vivo targeting of the E1h monobody. BALB/c athymic nu-/nu-

with subcutaneous PC3 tumor cells were generated and treated with PBS (n = 4) and E1h
(n = 8) via tail vein as described in Materials and mothods. One day later, the mice treated with
E1h were re-treated with (+) or without (-) E1h-Cy5.5 and At day 6, the fluorescence images of
the mice and tumors were obtained with an IVIS 100 system. The images from mice and
tumors were except those in Fig 6.
(TIF)

Author Contributions
Conceived and designed the experiments: YH SHP SSG. Performed the experiments: YH SHP
SP DYK AP. Analyzed the data: SHP HEC JJM SSG. Contributed reagents/materials/analysis
tools: SHP RHK AS SSG. Wrote the paper: YH SHP.

References
1. Gebauer M, Skerra A. Engineered protein scaffolds as next-generation antibody therapeutics. Curr

Opin Chem Biol. 2009; 13(3):245–55. doi: 10.1016/j.cbpa.2009.04.627 PMID: 19501012.

2. Bloom L, Calabro V. FN3: a new protein scaffold reaches the clinic. Drug Discov Today. 2009; 14(19–
20):949–55. doi: 10.1016/j.drudis.2009.06.007 PMID: 19576999.

3. Lipovsek D. Adnectins: engineered target-binding protein therapeutics. Protein Eng Des Sel. 2011; 24
(1–2):3–9. doi: 10.1093/protein/gzq097 PMID: 21068165; PubMed Central PMCID: PMC3003446.

4. Main AL, Harvey TS, Baron M, Boyd J, Campbell ID. The three-dimensional structure of the tenth type
III module of fibronectin: an insight into RGD-mediated interactions. Cell. 1992; 71(4):671–8. PMID:
1423622.

5. Dickinson CD, Veerapandian B, Dai XP, Hamlin RC, Xuong NH, Ruoslahti E, et al. Crystal structure of
the tenth type III cell adhesion module of human fibronectin. J Mol Biol. 1994; 236(4):1079–92. PMID:
8120888.

6. Pasquale EB. Eph receptors and ephrins in cancer: bidirectional signalling and beyond. Nat Rev Can-
cer. 2010; 10(3):165–80. doi: 10.1038/nrc2806 PMID: 20179713; PubMed Central PMCID:
PMC2921274.

7. Mosch B, Reissenweber B, Neuber C, Pietzsch J. Eph receptors and ephrin ligands: important players
in angiogenesis and tumor angiogenesis. J Oncol. 2010; 2010:135285. doi: 10.1155/2010/135285
PMID: 20224755; PubMed Central PMCID: PMC2836134.

8. Herath NI, Boyd AW. The role of Eph receptors and ephrin ligands in colorectal cancer. Int J Cancer.
2010; 126(9):2003–11. doi: 10.1002/ijc.25147 PMID: 20039322.

9. Hafner C, Schmitz G, Meyer S, Bataille F, Hau P, Langmann T, et al. Differential gene expression of
Eph receptors and ephrins in benign human tissues and cancers. Clin Chem. 2004; 50(3):490–9. doi:
10.1373/clinchem.2003.026849 PMID: 14726470.

10. Parri M, Taddei ML, Bianchini F, Calorini L, Chiarugi P. EphA2 reexpression prompts invasion of mela-
noma cells shifting frommesenchymal to amoeboid-like motility style. Cancer Res. 2009; 69(5):2072–
81. doi: 10.1158/0008-5472.CAN-08-1845 PMID: 19244130.

11. Taddei ML, Parri M, Angelucci A, Onnis B, Bianchini F, Giannoni E, et al. Kinase-dependent and-inde-
pendent roles of EphA2 in the regulation of prostate cancer invasion and metastasis. Am J Pathol.
2009; 174(4):1492–503. doi: 10.2353/ajpath.2009.080473 PMID: 19264906; PubMed Central PMCID:
PMC2671379.

EphA2-Binding Monobody

PLOS ONE | DOI:10.1371/journal.pone.0132976 July 15, 2015 13 / 15

http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0132976.s001
http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0132976.s002
http://dx.doi.org/10.1016/j.cbpa.2009.04.627
http://www.ncbi.nlm.nih.gov/pubmed/19501012
http://dx.doi.org/10.1016/j.drudis.2009.06.007
http://www.ncbi.nlm.nih.gov/pubmed/19576999
http://dx.doi.org/10.1093/protein/gzq097
http://www.ncbi.nlm.nih.gov/pubmed/21068165
http://www.ncbi.nlm.nih.gov/pubmed/1423622
http://www.ncbi.nlm.nih.gov/pubmed/8120888
http://dx.doi.org/10.1038/nrc2806
http://www.ncbi.nlm.nih.gov/pubmed/20179713
http://dx.doi.org/10.1155/2010/135285
http://www.ncbi.nlm.nih.gov/pubmed/20224755
http://dx.doi.org/10.1002/ijc.25147
http://www.ncbi.nlm.nih.gov/pubmed/20039322
http://dx.doi.org/10.1373/clinchem.2003.026849
http://www.ncbi.nlm.nih.gov/pubmed/14726470
http://dx.doi.org/10.1158/0008-5472.CAN-08-1845
http://www.ncbi.nlm.nih.gov/pubmed/19244130
http://dx.doi.org/10.2353/ajpath.2009.080473
http://www.ncbi.nlm.nih.gov/pubmed/19264906


12. Faoro L, Singleton PA, Cervantes GM, Lennon FE, Choong NW, Kanteti R, et al. EphA2 mutation in
lung squamous cell carcinoma promotes increased cell survival, cell invasion, focal adhesions, and
mammalian target of rapamycin activation. J Biol Chem. 2010; 285(24):18575–85. doi: 10.1074/jbc.
M109.075085 PMID: 20360610; PubMed Central PMCID: PMC2881783.

13. Kinch MS, Carles-Kinch K. Overexpression and functional alterations of the EphA2 tyrosine kinase in
cancer. Clin Exp Metastasis. 2003; 20(1):59–68. PMID: 12650608.

14. Ogawa K, Pasqualini R, Lindberg RA, Kain R, Freeman AL, Pasquale EB. The ephrin-A1 ligand and its
receptor, EphA2, are expressed during tumor neovascularization. Oncogene. 2000; 19(52):6043–52.
doi: 10.1038/sj.onc.1204004 PMID: 11146556.

15. Cheng N, Brantley DM, Liu H, Lin Q, Enriquez M, Gale N, et al. Blockade of EphA receptor tyrosine
kinase activation inhibits vascular endothelial cell growth factor-induced angiogenesis. Mol Cancer
Res. 2002; 1(1):2–11. PMID: 12496364.

16. Mitra S, Duggineni S, Koolpe M, Zhu X, Huang Z, Pasquale EB. Structure-activity relationship analysis
of peptides targeting the EphA2 receptor. Biochemistry. 2010; 49(31):6687–95. doi: 10.1021/
bi1006223 PMID: 20677833; PubMed Central PMCID: PMC2932750.

17. Coffman KT, Hu M, Carles-Kinch K, Tice D, Donacki N, Munyon K, et al. Differential EphA2 epitope dis-
play on normal versus malignant cells. Cancer Res. 2003; 63(22):7907–12. PMID: 14633720.

18. Noblitt LW, Bangari DS, Shukla S, Knapp DW, Mohammed S, Kinch MS, et al. Decreased tumorigenic
potential of EphA2-overexpressing breast cancer cells following treatment with adenoviral vectors that
express EphrinA1. Cancer Gene Ther. 2004; 11(11):757–66. doi: 10.1038/sj.cgt.7700761 PMID:
15359289.

19. Landen CN Jr., Lu C, Han L, Coffman KT, Bruckheimer E, Halder J, et al. Efficacy and antivascular
effects of EphA2 reduction with an agonistic antibody in ovarian cancer. J Natl Cancer Inst. 2006; 98
(21):1558–70. doi: 10.1093/jnci/djj414 PMID: 17077358.

20. Wesa AK, Herrem CJ, Mandic M, Taylor JL, Vasquez C, Kawabe M, et al. Enhancement in specific
CD8+ T cell recognition of EphA2+ tumors in vitro and in vivo after treatment with ligand agonists. J
Immunol. 2008; 181(11):7721–7. PMID: 19017961; PubMed Central PMCID: PMC3427921.

21. Bruckheimer EM, Fazenbaker CA, Gallagher S, Mulgrew K, Fuhrmann S, Coffman KT, et al. Antibody-
dependent cell-mediated cytotoxicity effector-enhanced EphA2 agonist monoclonal antibody demon-
strates potent activity against human tumors. Neoplasia. 2009; 11(6):509–17, 2 p following 17. PMID:
19484140; PubMed Central PMCID: PMC2685440.

22. Koolpe M, Dail M, Pasquale EB. An ephrin mimetic peptide that selectively targets the EphA2 receptor.
J Biol Chem. 2002; 277(49):46974–9. doi: 10.1074/jbc.M208495200 PMID: 12351647.

23. Hammond SA, Lutterbuese R, Roff S, Lutterbuese P, Schlereth B, Bruckheimer E, et al. Selective tar-
geting and potent control of tumor growth using an EphA2/CD3-Bispecific single-chain antibody con-
struct. Cancer Res. 2007; 67(8):3927–35. doi: 10.1158/0008-5472.CAN-06-2760 PMID: 17440108.

24. Gobin AM, Moon JJ, West JL. EphrinA I-targeted nanoshells for photothermal ablation of prostate can-
cer cells. Int J Nanomedicine. 2008; 3(3):351–8. PMID: 18990944; PubMed Central PMCID:
PMC2626934.

25. Wykosky J, Gibo DM, Debinski W. A novel, potent, and specific ephrinA1-based cytotoxin against
EphA2 receptor expressing tumor cells. Mol Cancer Ther. 2007; 6(12 Pt 1):3208–18. doi: 10.1158/
1535-7163.MCT-07-0200 PMID: 18089715.

26. Jackson D, Gooya J, Mao S, Kinneer K, Xu L, Camara M, et al. A human antibody-drug conjugate tar-
geting EphA2 inhibits tumor growth in vivo. Cancer Res. 2008; 68(22):9367–74. doi: 10.1158/0008-
5472.CAN-08-1933 PMID: 19010911.

27. Lee JW, Han HD, Shahzad MM, Kim SW, Mangala LS, Nick AM, et al. EphA2 immunoconjugate as
molecularly targeted chemotherapy for ovarian carcinoma. J Natl Cancer Inst. 2009; 101(17):1193–
205. doi: 10.1093/jnci/djp231 PMID: 19641174; PubMed Central PMCID: PMC2736292.

28. Scarberry KE, Dickerson EB, McDonald JF, Zhang ZJ. Magnetic nanoparticle-peptide conjugates for in
vitro and in vivo targeting and extraction of cancer cells. J Am Chem Soc. 2008; 130(31):10258–62. doi:
10.1021/ja801969b PMID: 18611005.

29. Scarberry KE, Dickerson EB, Zhang ZJ, Benigno BB, McDonald JF. Selective removal of ovarian can-
cer cells from human ascites fluid using magnetic nanoparticles. Nanomedicine. 2010; 6(3):399–408.
doi: 10.1016/j.nano.2009.11.003 PMID: 19969103.

30. Dickerson EB, BlackburnWH, Smith MH, Kapa LB, Lyon LA, McDonald JF. Chemosensitization of can-
cer cells by siRNA using targeted nanogel delivery. BMC Cancer. 2010; 10:10. doi: 10.1186/1471-
2407-10-10 PMID: 20064265; PubMed Central PMCID: PMC2820460.

EphA2-Binding Monobody

PLOS ONE | DOI:10.1371/journal.pone.0132976 July 15, 2015 14 / 15

http://dx.doi.org/10.1074/jbc.M109.075085
http://dx.doi.org/10.1074/jbc.M109.075085
http://www.ncbi.nlm.nih.gov/pubmed/20360610
http://www.ncbi.nlm.nih.gov/pubmed/12650608
http://dx.doi.org/10.1038/sj.onc.1204004
http://www.ncbi.nlm.nih.gov/pubmed/11146556
http://www.ncbi.nlm.nih.gov/pubmed/12496364
http://dx.doi.org/10.1021/bi1006223
http://dx.doi.org/10.1021/bi1006223
http://www.ncbi.nlm.nih.gov/pubmed/20677833
http://www.ncbi.nlm.nih.gov/pubmed/14633720
http://dx.doi.org/10.1038/sj.cgt.7700761
http://www.ncbi.nlm.nih.gov/pubmed/15359289
http://dx.doi.org/10.1093/jnci/djj414
http://www.ncbi.nlm.nih.gov/pubmed/17077358
http://www.ncbi.nlm.nih.gov/pubmed/19017961
http://www.ncbi.nlm.nih.gov/pubmed/19484140
http://dx.doi.org/10.1074/jbc.M208495200
http://www.ncbi.nlm.nih.gov/pubmed/12351647
http://dx.doi.org/10.1158/0008-5472.CAN-06-2760
http://www.ncbi.nlm.nih.gov/pubmed/17440108
http://www.ncbi.nlm.nih.gov/pubmed/18990944
http://dx.doi.org/10.1158/1535-7163.MCT-07-0200
http://dx.doi.org/10.1158/1535-7163.MCT-07-0200
http://www.ncbi.nlm.nih.gov/pubmed/18089715
http://dx.doi.org/10.1158/0008-5472.CAN-08-1933
http://dx.doi.org/10.1158/0008-5472.CAN-08-1933
http://www.ncbi.nlm.nih.gov/pubmed/19010911
http://dx.doi.org/10.1093/jnci/djp231
http://www.ncbi.nlm.nih.gov/pubmed/19641174
http://dx.doi.org/10.1021/ja801969b
http://www.ncbi.nlm.nih.gov/pubmed/18611005
http://dx.doi.org/10.1016/j.nano.2009.11.003
http://www.ncbi.nlm.nih.gov/pubmed/19969103
http://dx.doi.org/10.1186/1471-2407-10-10
http://dx.doi.org/10.1186/1471-2407-10-10
http://www.ncbi.nlm.nih.gov/pubmed/20064265


31. BlackburnWH, Dickerson EB, Smith MH, McDonald JF, Lyon LA. Peptide-functionalized nanogels for
targeted siRNA delivery. Bioconjug Chem. 2009; 20(5):960–8. doi: 10.1021/bc800547c PMID:
19341276; PubMed Central PMCID: PMC2765502.

32. Cai W, Ebrahimnejad A, Chen K, Cao Q, Li ZB, Tice DA, et al. Quantitative radioimmunoPET imaging
of EphA2 in tumor-bearing mice. Eur J Nucl Med Mol Imaging. 2007; 34(12):2024–36. doi: 10.1007/
s00259-007-0503-5 PMID: 17673999.

33. Liu Y, Lan X, Wu T, Lang J, Jin X, Sun X, et al. (99m)Tc-labeled SWL specific peptide for targeting
EphA2 receptor. Nucl Med Biol. 2014; 41(6):450–6. doi: 10.1016/j.nucmedbio.2014.03.020 PMID:
24768147.

34. Chao G, LauWL, Hackel BJ, Sazinsky SL, Lippow SM, Wittrup KD. Isolating and engineering human
antibodies using yeast surface display. Nat Protoc. 2006; 1(2):755–68. doi: 10.1038/nprot.2006.94
PMID: 17406305.

35. Hackel BJ, Ackerman ME, Howland SW,Wittrup KD. Stability and CDR composition biases enrich
binder functionality landscapes. J Mol Biol. 2010; 401(1):84–96. doi: 10.1016/j.jmb.2010.06.004 PMID:
20540948; PubMed Central PMCID: PMC3927142.

36. Lipovsek D, Lippow SM, Hackel BJ, Gregson MW, Cheng P, Kapila A, et al. Evolution of an interloop
disulfide bond in high-affinity antibody mimics based on fibronectin type III domain and selected by
yeast surface display: molecular convergence with single-domain camelid and shark antibodies. J Mol
Biol. 2007; 368(4):1024–41. doi: 10.1016/j.jmb.2007.02.029 PMID: 17382960.

37. Hackel BJ, Wittrup KD. The full amino acid repertoire is superior to serine/tyrosine for selection of high
affinity immunoglobulin G binders from the fibronectin scaffold. Protein Eng Des Sel. 2010; 23(4):211–
9. doi: 10.1093/protein/gzp083 PMID: 20067921; PubMed Central PMCID: PMC2841543.

38. Gill SC, von Hippel PH. Calculation of protein extinction coefficients from amino acid sequence data.
Anal Biochem. 1989; 182(2):319–26. PMID: 2610349.

39. Jiang SN, Park SH, Lee HJ, Zheng JH, Kim HS, Bom HS, et al. Engineering of bacteria for the visualiza-
tion of targeted delivery of a cytolytic anticancer agent. Mol Ther. 2013; 21(11):1985–95. doi: 10.1038/
mt.2013.183 PMID: 23922014; PubMed Central PMCID: PMC3831040.

40. Thomas SM, Grandis JR. Pharmacokinetic and pharmacodynamic properties of EGFR inhibitors under
clinical investigation. Cancer Treat Rev. 2004; 30(3):255–68. doi: 10.1016/j.ctrv.2003.10.003 PMID:
15059649.

41. Ponsel D, Neugebauer J, Ladetzki-Baehs K, Tissot K. High affinity, developability and functional size:
the holy grail of combinatorial antibody library generation. Molecules. 2011; 16(5):3675–700. doi: 10.
3390/molecules16053675 PMID: 21540796.

42. Flanagan JG, Vanderhaeghen P. The ephrins and Eph receptors in neural development. Annu Rev
Neurosci. 1998; 21:309–45. doi: 10.1146/annurev.neuro.21.1.309 PMID: 9530499.

43. Hackel BJ, Kapila A, Wittrup KD. Picomolar affinity fibronectin domains engineered utilizing loop length
diversity, recursive mutagenesis, and loop shuffling. J Mol Biol. 2008; 381(5):1238–52. doi: 10.1016/j.
jmb.2008.06.051 PMID: 18602401; PubMed Central PMCID: PMC2840393.

44. Johansson S, Svineng G, Wennerberg K, Armulik A, Lohikangas L. Fibronectin-integrin interactions.
Front Biosci. 1997; 2:d126–46. PMID: 9159220.

45. Hackel BJ, Kimura RH, Gambhir SS. Use of (64)Cu-labeled fibronectin domain with EGFR-overexpres-
sing tumor xenograft: molecular imaging. Radiology. 2012; 263(1):179–88. doi: 10.1148/radiol.
12111504 PMID: 22344401; PubMed Central PMCID: PMC3309798.

EphA2-Binding Monobody

PLOS ONE | DOI:10.1371/journal.pone.0132976 July 15, 2015 15 / 15

http://dx.doi.org/10.1021/bc800547c
http://www.ncbi.nlm.nih.gov/pubmed/19341276
http://dx.doi.org/10.1007/s00259-007-0503-5
http://dx.doi.org/10.1007/s00259-007-0503-5
http://www.ncbi.nlm.nih.gov/pubmed/17673999
http://dx.doi.org/10.1016/j.nucmedbio.2014.03.020
http://www.ncbi.nlm.nih.gov/pubmed/24768147
http://dx.doi.org/10.1038/nprot.2006.94
http://www.ncbi.nlm.nih.gov/pubmed/17406305
http://dx.doi.org/10.1016/j.jmb.2010.06.004
http://www.ncbi.nlm.nih.gov/pubmed/20540948
http://dx.doi.org/10.1016/j.jmb.2007.02.029
http://www.ncbi.nlm.nih.gov/pubmed/17382960
http://dx.doi.org/10.1093/protein/gzp083
http://www.ncbi.nlm.nih.gov/pubmed/20067921
http://www.ncbi.nlm.nih.gov/pubmed/2610349
http://dx.doi.org/10.1038/mt.2013.183
http://dx.doi.org/10.1038/mt.2013.183
http://www.ncbi.nlm.nih.gov/pubmed/23922014
http://dx.doi.org/10.1016/j.ctrv.2003.10.003
http://www.ncbi.nlm.nih.gov/pubmed/15059649
http://dx.doi.org/10.3390/molecules16053675
http://dx.doi.org/10.3390/molecules16053675
http://www.ncbi.nlm.nih.gov/pubmed/21540796
http://dx.doi.org/10.1146/annurev.neuro.21.1.309
http://www.ncbi.nlm.nih.gov/pubmed/9530499
http://dx.doi.org/10.1016/j.jmb.2008.06.051
http://dx.doi.org/10.1016/j.jmb.2008.06.051
http://www.ncbi.nlm.nih.gov/pubmed/18602401
http://www.ncbi.nlm.nih.gov/pubmed/9159220
http://dx.doi.org/10.1148/radiol.12111504
http://dx.doi.org/10.1148/radiol.12111504
http://www.ncbi.nlm.nih.gov/pubmed/22344401

