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Abstract
Insulin and its receptor are critical for the regulation of metabolic functions, but the mecha-

nisms underlying insulin receptor (IR) trafficking to the plasma membrane are not well

understood. Here, we show that Bardet Biedl Syndrome (BBS) proteins are necessary for

IR localization to the cell surface. We demonstrate that the IR interacts physically with BBS

proteins, and reducing the expression of BBS proteins perturbs IR expression in the cell sur-

face. We show the consequence of disrupting BBS proteins for whole body insulin action

and glucose metabolism using mice lacking different BBS genes. These findings demon-

strate the importance of BBS proteins in underlying IR cell surface expression. Our data

identify defects in trafficking and localization of the IR as a novel mechanism accounting

for the insulin resistance commonly associated with human BBS. This is supported by

the reduced surface expression of the IR in fibroblasts derived from patients bearing the

M390R mutation in the BBS1 gene.

Author Summary

Amain function of the hormone insulin in the body is to regulate metabolism of glucose.
The hormone causes body cells in different organs and tissues to utilize glucose from the
bloodstream, storing the excess amount. Insulin resistance which reflects the inability of
insulin to properly regulate glucose metabolism is common in people with obesity and/or
type 2 diabetes. This insulin resistance is strongly associated with cardiovascular disease
and increases the risk of death. However, the reasons that account for this insulin resis-
tance phenomenon are currently not well understood. Here, we show that Bardet Biedl
Syndrome proteins are required for proper action of insulin. We found that cells or ani-
mals that are deficient in Bardet Biedl Syndrome proteins are unable to respond to insulin.
These results provide an explanation why patients that carry mutations in the Bardet Biedl
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Syndrome genes are insulin resistant, and will potentially contribute to understand com-
mon human forms of insulin resistance.

Introduction
Insulin is critically involved in the regulation of glucose and lipid metabolism in various tissues
ensuring the coordinated uptake and storage of the products of digestion. Insulin binding to its
receptor initiates a myriad of intracellular events resulting in downstream activation of glucose
uptake as well as glycogen, fatty acid, and DNA synthesis [1]. The insulin receptor (IR) is a dynamic
molecule that moves through multiple cellular compartments throughout its lifecycle [2,3]. In its
mature form, the IR resides in the plasmamembrane as tetrameric proteins consisting of two extra-
cellular, α-subunits, and two transmembrane, β-subunits. However, the molecular mechanisms
underlying the trafficking of the IR to the plasma membrane remains largely unknown.

Bardet Biedl Syndrome (BBS) is a highly pleiotropic autosomal recessive disorder associated
with clinical features that are considered the cardinal manifestations: obesity, retinal degeneration
leading to blindness, postaxial polydactyly, learning disabilities and defects in the urogenital tract
[4,5]. BBS is also associated with increased susceptibility to other disorders including insulin resis-
tance and type 2 diabetes. Indeed, diabetes mellitus and the associated impairments in glucose
metabolism and insulin sensitivity are common among BBS patients and often manifest during
childhood [4,6–8,9]. Notably, even when matched for pubertal stage and body composition, indi-
viduals with BBS were found to exhibit significantly elevated insulin levels than controls [9,10].

Important mechanistic advances have been made in recent years in understanding the func-
tion of BBS proteins. Eight proteins [BBS1, BBS2, BBS4, BBS5, BBS7, BBS8, BBS9 and BBS18
(also known as BBIP10)] were found to form a stable complex, the BBSome [11]. Three other
BBS proteins (BBS6, BBS10, BBS12) form another complex with CCT/TRiC family of group II
chaperonins and mediate BBSome assembly [12,13]. Two additional BBS proteins, BBS3
(ARL6) and BBS17 (LZTFL1) interact with the BBSome and regulate its trafficking. In addition
to the well-established role of BBS proteins in ciliary function, these proteins have been impli-
cated in a number of cellular processes including intracellular trafficking, cell signaling and
receptor trafficking [11,14–19].

In this study, we show that BBS proteins are necessary for the sorting of the IR and its cell
surface expression. We found that the IR directly interacts with BBS17 and is present in a pro-
tein complex with the BBSome proteins. We further report that BBS proteins are required to
maintain adequate levels of IR at the cell membrane and loss of BBS proteins leads to a reduc-
tion in the amount of IR at the cell surface. As a consequence, mice that lacks BBS proteins
exhibit hyperglycemia, insulin resistance and blunted insulin-induced activation of IR signaling
in insulin sensitive tissues (liver, skeletal muscle and adipose tissue). Notably, insulin resistance
in BBS mice appears intrinsic and independent from obesity. These data identify BBS proteins
as critical regulators of glucose metabolism and insulin sensitivity through the control of IR
trafficking to the cell membrane. These findings also point to defects in IR trafficking as a
mechanism of insulin resistance associated BBS.

Results

Direct interaction between the IR and BBS proteins
To investigate the possibility that BBS proteins are involved in IR trafficking, we first examined
whether BBS proteins interact with the IR in a sucrose gradient fractionation experiment.
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Interestingly, a portion of the β subunit of the IR was identified in the same pool of proteins
that contained the BBSome complex (Fig 1A). This fraction also contained other known part-
ners of the BBSome such as Ptc1 and Smo proteins [20]. Next, we performed a pairwise recip-
rocal immunoprecipitation assay to investigate whether BBS proteins interact directly with the
IR. Among all the BBS proteins tested, a physical interaction between the IR and BBS17 was
identified based on the ability of the endogenous IR and GFP- or Flag-BBS17 to pull down
each other in cells (Figs 1B and S1A). Similar results were obtained with the endogenous

Fig 1. Physical interaction between BBS proteins and IR. A) Sedimentation analysis showing the β subunit of the IR in complex with the BBSome
(corresponding to fraction 9). B-C) Reciprocal co-immunoprecipitation with GFP-tagged BBS17 and the β subunit of the IR in protein lysates from HEK293T
cells. The interaction between the IRβ subunit and BBS17 can be detected whether IR antibody is used for immunoprecipitation (A) or GFP-BBS17 is used to
precipitate IR (Ctrl line in C). Silencing the Bbs1 gene with shRNA disrupt the interaction between BBS17 and IRβ (right line in C).

doi:10.1371/journal.pgen.1005311.g001
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proteins (IR and BBS17) using mouse tissue (S1B Fig). Of note, shRNA-mediated reduction in
the expression of BBS1 (S1C Fig), a key component of the BBSome, disrupted the interaction
between BBS17 and the IR (Fig 1C). Together, these data indicate a direct interaction between
BBS proteins and IR.

BBS proteins are necessary for surface expression of the IR
To test directly the requirement of BBS proteins for IR localization to the plasma membrane,
we examined the effect of knocking-down expression of BBSome subunits on IR surface levels.
In cells, shRNA-mediated silencing of either Bbs1 or Bbs2 genes (S1C and S1D Fig) signifi-
cantly reduced the amount of IR present in the plasma membrane (Fig 2A). In contrast, there
was no change in total IR protein expression. Next, we used mouse embryonic fibroblast
(MEF) cells from mice bearing the M390R mutation in the Bbs1 gene. This missense mutation,
changing a methionine to an argine at position 390 of the BBS1 protein, accounts for about
80% of BBS1 cases while BBS1mutations account for about 25% of all BBS cases [21]. We pre-
viously reported that Bbs1M390R/M390R mouse model phenocopy BBS [22]. Relative to littermate
controls, Bbs1M390R/M390R MEF cells exhibited a significant decrease in the membrane fraction
of the IR without significant change in total IR protein (Fig 2B). To assess whether this finding
results from a specific defect in IR transport, we evaluated the levels of an unrelated membrane
receptor, transferrin receptor. There was no significant difference in protein levels of transfer-
rin receptor in the membrane fraction or total protein after Bbs1 or Bbs2 knock-down or in the
Bbs1M390R/M390R MEF cells compared to control cells (S2 Fig).

The reduced amount of IR on the cell surface of Bbs1M390R/M390R MEF cells was further con-
firmed by immunohistochemistry. Using an antibody that recognizes an extracellular epitope
of the α subunit of IR, we stained non-permeabilized MEF cells for IR on the surface of the cell.
Notably, the intensity of the surface IR signal was significantly less in Bbs1M390R/M390R MEF
cells as compared to control MEF cells (Fig 2C and 2D). There was also a difference in the pat-
tern of staining. Wild type MEF cells exhibit typical plasma membrane staining, while
Bbs1M390R/M390R MEF cells have a more punctate pattern indicating clustering of the few IRs
found on the surface. Similarly, the surface level of the IR was reduced in cells in which expres-
sion of BBS chaperonin complex proteins (BBS6 and BBS12) were independently silenced
using GFP-tagged shRNA (S3 Fig). Importantly, fibroblast cells obtained from BBS1M390R/

M390R patients also exhibited reduced surface expression of the IR (Fig 2E and 2F). To test
whether the altered trafficking of the IR can be rescued in BBS1M390R/M390R cells with a func-
tional BBS1 protein we used an adeno-associated virus (AAV) vector expressing the wild type
BBS1 protein reported previously [23]. The surface expression of the IR was recovered in the
BBS1M390R/M390R cells treated with the AAV-Bbs1 (Fig 2G) demonstrating that the altered traf-
ficking of the IR in these cells is due to loss of function of the BBS1 protein.

IR is not targeted to cilia
BBS proteins and complexes have been implicated in the trafficking of multiple cellular recep-
tors, such as somatostatin receptor 3, dopamine receptor 1, vasopressin receptor 2, and neuro-
peptide Y family receptors, to cilia [16,17,19,24]. Thus, we tested the possibility that the IR may
be trafficked to cilia. However, there was no overlap of the fluorescent labeling of the IR and
cilia indicating that the IR is not targeted to the cilia (S4 Fig). Nonetheless, we cannot fully
exclude the possibility that the IR in the cilia is below the level of detection or is targeted to the
cilia of other cell types. Our finding is consistent with the concept that the IR relies on the
BBSome for targeting to the plasma membrane, rather than to cilia.
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BBSmice are insulin resistant
Given the striking decrease in IR membrane levels caused by disruption of BBS proteins, we
examined insulin sensitivity and glucose homeostasis in BBS mice. Consistent with a previous
report [25], we found that Bbs4-/- mice are hyperglycemic (Fig 3A) and hyperinsulinemic (Fig
3B). Bbs2-/- and Bbs6-/- mice also displayed significantly elevated blood glucose and plasma
insulin as compared to wild type littermates (Fig 3A and 3B). Further analysis using glucose
and insulin tolerance tests showed that Bbs2-/-, Bbs4-/-, and Bbs6-/- mice are glucose intolerant
(Fig 3C and 3D) and insulin resistant (Fig 3E and 3F). Next, we assessed whether the defects in
glucose disposal and insulin action in BBS mice are associated with altered IR signaling (using
Akt activation as a read out) in liver, skeletal muscle, and adipose tissue, the classic targets of
insulin action [1]. In wild type mice, insulin treatment significantly increased the levels of
phosphorylated Akt (pAkt) in all three tissues (Fig 4A–4C). In contrast, insulin did not signifi-
cantly increase pAkt levels in liver, skeletal muscle and adipose tissue from Bbs4-/- mice. Impor-
tantly, our data demonstrate that BBS mice recapitulate the defects in glucose metabolism and
insulin sensitivity reported in BBS patients.

Insulin resistance in BBS mice is independent of obesity
To examine whether the metabolic defects in BBS mice are secondary to obesity, we studied
lean BBS mice that had their body weights normalized by calorie restriction (S5 Fig). Strikingly,
the fasting insulin levels of calorie restricted Bbs2-/-, Bbs4-/-, and Bbs6-/- mice are significantly
elevated (Fig 5A) indicating that the hyperinsulinemia associated with BBS is independent of
obesity. Furthermore, insulin-induced Akt activation in the skeletal muscle, liver and adipose
tissue was blunted in the calorie restricted Bbs4-/- mice relative to controls (Fig 5B–5D). Thus,
the defect in insulin receptor signaling in Bbs4-/- mice is not related to obesity, but rather due
to loss of BBS4 protein. These findings are consistent with the demonstration that surgery-
mediated weight loss failed to suppress the hyperinsulinemia or manage glycemia in BBS
patients [26,27]. It is also interesting to note that even when matched for pubertal stage and
body composition, individuals with BBS exhibit elevated plasma insulin levels relative to the
control subjects, which is consistent with the notion that insulin resistance associated with BBS
is a primary defect [9]. This notion is further supported by the inability of insulin to activate
Akt in Bbs1M390R/M390R MEF cells (Fig 6A). The Bbs1M390R/M390R MEF cells indicate the innate
cellular response to insulin because they have never been exposed to either obesity or calorie-
restriction. In addition, Bbs1M390R/M390R MEF cells provide further evidence from a model BBS
that mimics human disease. Of note, BBS1M390R/M390R fibroblasts also exhibited blunted Akt
activation in response to insulin (Fig 6B). These findings are in line with the reduced mem-
brane fraction of the IR described above in these same cells.

Discussion
The current study establishes BBSome proteins (BBS1, BBS2 and BBS4) and by implication the
BBSome as key mediators of IR trafficking to the cell membrane. Additionally, BBS6 and
BBS12 which are not part of the BBSome but are needed for BBSome formation are implicated
as well which is consistent with the role of these proteins in the BBSome assembly.

Fig 2. BBSome proteins are required for surface expression of the IR. A) Silencing the Bbs1 or Bbs2 genes using shRNA reduced IR surface expression
in HEK293T cells.B) MEF cells obtained from Bbs1M390R/M390R knock-in (KI) mice have decreased membrane IR relative to wild type (WT) littermates as
assessed byWestern blot.C-F) Non-permeabilized Bbs1M390R/M390RMEF cells (C-D) and human BBS1M390R/M390R fibroblasts (E-F) have reduced surface
IR (green) by immunostaining.G) AAV-mediated expression of wild type BBS1 protein rescues the defect in IR trafficking in human BBS1M390R/M390R

fibroblasts. *P<0.05 vs. WT or Ctrl; †<0.05 vs. BBS1 cells treated with AAV-GFP all data are expressed as means ± SEM.

doi:10.1371/journal.pgen.1005311.g002
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Interestingly, the role of BBS proteins in IR trafficking appears not to involve localization to
cilia, indicating a more generalized role in intracellular trafficking as has been shown for retro-
grade trafficking of the melanosome transport in bbs knockdown zebrafish models [18]. Our
study also indicates that defects in IR trafficking and localization are major mechanisms of
insulin resistance in BBS.

Strikingly, very little is known about the molecular mechanisms underlying anterograde IR
trafficking. It has been known that newly synthetized IR moves through multiple subcellular
compartments of the cell before its insertion in the plasma membrane [2,3]. During this pro-
cess the receptor undergoes various modifications including glycosylation which are important

Fig 3. Insulin resistance and altered glucosemetabolism in mice lacking functional BBS proteins. A-B) Obese Bbs2, Bbs4 and Bbs6 null mice are
hyperglycemic (A), and hyperinsulinemic (B). Bbs2, Bbs4 and Bbs6 null mice exhibit glucose intolerance (C-D) and insulin resistance (E-F) relative to wild-
type littermate controls. *P<0.05 vs. WT; data expressed as means ± SEM.

doi:10.1371/journal.pgen.1005311.g003
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for its trafficking [28,29]. Here, we demonstrated that disruption of Bbs genes interfere with IR
localization to the cell membrane. The precise steps and events by which the BBS proteins
influence IR trafficking are not clear and will necessitate further studies. For example, a limita-
tion of the current study is that it is unknown whether our finding of decreased IR in the
plasma membrane is due to decreased trafficking of newly synthesized IR to the membrane as
opposed to increased rate of loss of plasma membrane bound IR. Related to this and given that
disruption of Bbs genes did not alter the overall expression levels of the IR it will be interesting
to determine the cellular compartment where the receptor resides when the BBSome is
impaired.

Proteins other than BBS have been shown to influence the transport of the IR to the surface.
For example, a previous study [30] demonstrated the importance of myotonic dystrophy pro-
tein kinase for IR targeting to the plasma membrane in skeletal muscle cells which may explain
the high prevalence of insulin resistance in patients with myotonic dystrophy [31]. The rela-
tionship between BBS proteins and myotonic dystrophy protein kinase in IR trafficking remain
to be determined.

We considered the possibility that BBSome impairment interfere with overall transport of
membrane receptors in a manner similar to what occur in cells infected with prions proteins
[32]. However, the ability of the transferrin receptor to maintain its presence at the cell surface
in the absence of BBS proteins indicates that overall transport of membrane receptors is not
disrupted and that BBS proteins mediate the routing to the plasma membrane of specific recep-
tors such as the IR.

To clarify the relevance of BBS proteins to whole body glucose metabolism and insulin
action, we studied several mouse models that lack various BBS genes. Similar to the phenotype
reported in patients, BBS mouse models displayed type 2 diabetes phenotype as evidenced by
the hyperglycemia and hyperinsulinemia. Furthermore, these mouse models exhibited glucose
intolerance and insulin resistance. The defective IR signaling as indicated by the blunted insu-
lin-induced Akt activation further corroborates the insulin resistance phenotype. Cells

Fig 4. Obese Bbs4 null mice have reduced IR signaling (using phosphorylated Akt at S473 [pAkt] as readout), in liver (A), white adipose tissue (B)
and skeletal muscle (C). *P<0.05 vs. Vehicle, # P<0.05 vs. WT-Insulin; data are expressed as means ± SEM.

doi:10.1371/journal.pgen.1005311.g004
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obtained from BBS patients also exhibited blunted Akt stimulation in response to insulin and
have reduced IR surface expression. Together, these findings establish the significance of BBS
proteins for insulin sensitivity and glucose homeostasis. These data also indicate that disrup-
tion of IR trafficking underlie insulin resistance in BBS. The recent demonstration by Lim et al.
[33] that polymorphism in BBS genes such as BBS10 increase the risk of type 2 diabetes in a
recessive state raise the possibility that BBS genes may contribute to the pathogenesis of com-
mon forms of type 2 diabetes perhaps through their role in IR handling.

It should be noted that in contrast to our findings, a previous report by Marion et al. showed
a paradoxical improvement in insulin sensitivity in Bbs12-/- mice [34]. Indeed, Bbs12 null mice
were found to have enhanced adipogenesis, glucose tolerance and insulin sensitivity of adipose
tissue whereas here we show that BBS12 is required for IR trafficking to the cell membrane.
There is no clear explanation for the contrast between our findings and this previous report,
but there are many factors that may have contributed including the heterogeneity of BBS and
associated phenotypes, age and genetic background of the mice. Alternatively, BBS12 may have
a function in adipocyte differentiation besides its typical role as part of the BBS chaperonin
complex and mediating BBSome formation. In addition to their involvement in the BBS com-
plexes individual BBS proteins could be engaged in other cellular tasks requiring further inves-
tigation. This possibility is supported by several evidences including the synergistic effects of

Fig 5. Alterations in insulin action and signaling in BBSmice is not related to obesity. A) Bbs2, Bbs4 and Bbs6 null mice rendered lean by calorie
restriction (CR) are hyperinsulinemic.B-D) Lean Bbs4 mice have reduced IR signaling (pAKTS473) in liver (B), adipose tissue (C) and skeletal muscle (D).
*P<0.05 vs. Vehicle, # P<0.05 vs. WT-Insulin; data are expressed as means ± SEM.

doi:10.1371/journal.pgen.1005311.g005

BBS Proteins Mediate Insulin Receptor Handling

PLOS Genetics | DOI:10.1371/journal.pgen.1005311 June 23, 2015 9 / 16



suppressing bbs genes in zebrafish [35], and the variability of the phenotypes of BBS mice [36]
and patients carrying mutations in BBS proteins that belong either to the same complex (e.g.
chaperonin complex) or related complexes (e.g. chaperonin complex vs BBSome) [37].

In conclusion, the current study indicates that BBS proteins regulate glucose metabolism
and insulin sensitivity through its involvement in the trafficking of the IR to the cell membrane.
These findings also indicate that insulin resistance associated BBS arise from defective localiza-
tion of the IR.

Materials and Methods

Animals
Bbs1M390R/M390R, Bbs2-/-, Bbs4-/-, and Bbs6-/- mice were bred on mixed 129SvEv and C57B/6J
backgrounds. As there was no evidence of sexual dimorphism, both male and female mice were
used for each experiment. Wild type littermates were used as controls. Mice were housed at the
University of Iowa Animal Care facility in a temperature and humidity controlled room on a
12 hour light/dark cycle with free access to food and water except in the calorie restriction
experiment where food intake of BBS mice was restricted. At 6–8 weeks of age, which is before
the onset of obesity, individually housed BBS mice were given 75–80% of the daily food intake
of their littermate’s intake for 8 weeks as we reported previously [38,39]. All animal testing was
performed based on guidelines set forth by the National Institutes of Health and approved by
The University of Iowa Institutional Animal Care and Use Committee (Protocols 1211242 and
1301003). Euthanasia was performed with an overdose of anesthesia (Ketamine/xylazine cock-
tail) followed by the combination of thoracotomy and harvesting of vital organs (heart, liver
and/or brain).

Fig 6. Blunted IR signaling in cells bearingmutant BBS1 protein. A) MEF cells obtained from Bbs1M390R/M390R mice have reduced Akt activation
(pAKTS473) in response to insulin when compared to cells obtained from wild-type littermate controls. (B) Insulin-induced Akt activation was also blunted in
fibroblasts derived from BBS1M390R/M390R patients relative to control cells. *P<0.05 versusWT or vehicle, #P<0.05 versusWT-Insulin; all data are expressed
as means ± SEM.

doi:10.1371/journal.pgen.1005311.g006

BBS Proteins Mediate Insulin Receptor Handling

PLOS Genetics | DOI:10.1371/journal.pgen.1005311 June 23, 2015 10 / 16



Mouse embryonic fibroblast (MEF)
MEF were established from wild type and Bbs1M390R/M390R E13.5 embryos. Viscera, liver and
heart were discarded from the embryos, and the remaining embryo was cut into fine pieces in
the presence of Trypsin-EDTA (Invitrogen). Further Trypsin-EDTA was added and the
digested tissue was incubated in a 15 ml tube at 37°C, 95% humidity and 5% CO2 for 15 min.
The digested tissue was mixed with Dulbecco’s Modified Eagle’s Medium (DMEM, high glu-
cose without sodium pyruvate), 10% heat-inactivated fetal bovine serum (FBS), non-essential
amino acids, and 50 U/ml penicillin/streptomycin (Gibco) and passed through a 10 ml pipette
5 times. MEFs were cultured in a 100 mm culture dish for experiments.

Human fibroblasts
All patients provided written, informed consent for this study, which was approved by the
Institutional Review Board of the University of Iowa. Skin biopsies were collected and used for
the generation of fibroblasts which were grown in DMEM with 10% FBS, and 1% sodium pyru-
vate at 37°C with 5% CO2 as described previously [40,41].

Cell transfection
HEK293T cells were cultured in regular growth medium; DMEM supplemented with 5% (v/v)
fetal bovine serum, and 1% (v/v) sodium pyruvate, at 37°C with 5% CO2. Two μg of plasmid
DNA encoding a Flag-tagged BBS17 protein [42] or shRNA against Bbs1, Bbs2, or control [38]
on an LKO1 plasmid or GFP expressing Bbs6 and Bbs12-shRNA on an GIPZ plasmid was
transfected into 70–80% confluent HEK293T cells in 60 mm dish with FuGENE 9 (Roche)
according to manufacturer’s instructions. After 48 h incubation with the DNA/FuGENE mix-
ture, cells were used for the surface proteins assays as described below or co-immunoprecipita-
tion using endogenous IR or Flag-BBS17 for pull down or immunohistochemistry for surface
IR alpha. Fibroblasts derived from control and BBS1 patients were infected with 1x105 PFU of
AAV expressing green fluorescent protein (GFP, used as control) or Bbs1 for 48 h before pro-
cessed for surface IRα immunostaining.

Biotin labeling assay
Biotin labeling was performed as previously described [43]. Cells were placed on ice and
washed with phosphate buffered saline (PBS). EZ-link Sulfo-NHS-SS-Biotin (Thermo Scien-
tific) was used to prepare biotinylation solution immediately before incubating cells for 30 min
at 4°C. Cells were washed three times on ice and immediately lysed in lysis buffer (50 mM
HEPES pH7.5, 137 mMNaCl, 1% NP-40, 0.25% Na-deoxycholate, 2 mM EDTA, 2 mM
Na3VO4, 10 mMNaF, 10% glycerol, protease inhibitor cocktail [Roche complete Mini, EDTA-
Free]) for 30 min at 4°C. The cell lysate was centrifuged at 14,000 g for 30 min at 4°C. Whole
cell lysates were used for detection by immunoblot and for immunoprecipitation with Pierce
Streptavidin UltraLink Resin (Thermo Scientific) overnight at 4°C to form Avidin-Biotin com-
plex (ABC). The ABC resin was washed in PBS three times, and precipitated proteins were ana-
lyzed by immunoblotting.

Sucrose gradient fractionation
Sucrose gradient assay was performed as previously described [13]. Briefly, protein lysates were
centrifuged at 20,000 × g for 20 min. The supernatants were loaded onto a 20–60% sucrose gra-
dient. The gradient was centrifuged at 100,000 × g for 14 h using a TH-660 rotor Thermo Sci-
entific (Asheville, NC). Two hundred-microliter fractions were taken from the top and
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precipitated by cold acetone. Precipitated samples were spun at 20,000 × g for 15 min. The pel-
lets were dissolved in SDS-PAGE sample buffer and used for Western blotting.

IR signaling assay
Mice were fasted overnight in a clean cage. On the morning of the test, mice were weighed and
anesthetized with xylazine-ketamine injections. Once the mice were anesthetized, the jugular
vein was cannulated for either vehicle (physiological saline) or insulin (5 U/kg) injection. Mice
were sacrificed after 15 min and liver, white adipose tissue pad and soleus muscle collected. Tis-
sues were homogenized in lysis buffer (50 mMHEPES pH7.5, 137 mMNaCl, 1% NP-40,
0.25% Na-deoxycholate, 2 mM EDTA, 2 mMNa3VO4, 10 mMNaF, 10% glycerol, protease
inhibitor cocktail [Roche complete Mini, EDTA-Free]). The extracts were centrifuged at
14,000 g for 30 min at 4°C. Protein concentration of the obtained supernatant was measured
using the Bradford protein assay [44]. The level of phospho-Akt and total Akt was determined
by Western blotting.

Immunoblotting
Proteins in whole tissue lysate were resolved by 9% acrylamide SDS-PAGE, and the proteins
were then transferred to PVDF membranes. Membranes were blocked in 5% nonfat dry milk
in Tris-buffered saline (NaCl, KCl, Tris-base) with 0.1% Tween-20 (TBST) for 1 h at 25°C then
incubated with primary antibodies at 4°C overnight. Membranes were further incubated with
secondary antibodies conjugated with horseradish peroxidase (HRP) for 2 h at 25°C. Visualiza-
tion was performed with enhanced chemiluminescence (ECL) followed by autoradiography.

Immunohistochemistry
Cells were seeded on cover slips. To induce cilia formation some cells were serum-starved for
48 h. Cells were then washed with PBS and fixed with 4% PFA for 15 min at room temperature.
After washing fixed cells three times with PBS, cells were blocked in blocking solution (10%
goat serum, 5% milk, 0.1% Triton X-100 in PBS) for 1 hour at room temperature. Next, cells
were incubated with primary antibodies against the IRα (1:250, Santa Cruz) or IRβ (1:250,
Santa Cruz) with or without the anti-Ac-α Tubulin antibody (1:250, Santa Cruz) for 2 h at
room temperature followed by 3 washes in PBS, for 5 min each. Cells were then incubated with
secondary immunofluorescent antibodies, goat-anti-rabbit Alexa488 and goat-anti-mouse
Alexa568 (Invitrogen) for 1 h at room temperature followed by washing as above. Finally cover
slips were mounted using VectaShield mounting medium with DAPI. Images were visualized
using confocal microscopy (Zeiss 710) and analyzed using ImageJ software.

Glucose and insulin measurements
Fasting blood glucose measurements were taken using a glucometer (OneTouch Ultra) with a
blood sample taken from a tail snip. Insulin levels were measured using an ELISA kit (Crystal
Chem). The mice were fasted overnight followed by cardiac puncture for blood collection.
Plasma was isolated using 0.5 M EDTA and centrifugation to separate plasma from red blood
cells. Insulin concentration in the plasma was measured by radioimmunuassay using a com-
mercially available kit (Crystal Chem Inc.).

Glucose and insulin tolerance tests
Glucose tolerance test (GTT) and insulin tolerance test (ITT) were performed as previously
described [45]. Four to five month old mice were fasted overnight (GTT) or for 5 h (ITT) in a
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clean cage. Body weight and basal blood glucose measurements were taken before intraperito-
neal injection of glucose (2 g/kg) or insulin (1 U/kg). Blood glucose measurements were
assessed at multiple time points during the two-hour test.

Statistical analysis
All data are expressed as means ± SEM. A two-way ANOVA was used to compare BBS mice to
wild type (WT) littermates for GTT and ITT analyses and insulin signaling assay. The first fac-
tor was genotype, and the second factor was time point for GTT and ITT analyses, while the
second factor was treatment for insulin signaling. Multiple-comparison testing following two-
way ANOVA was performed using a Bonferroni t-test. One-way ANOVA was used to compare
more than two groups, such as baseline blood glucose and plasma insulin. Rank-ANOVA was
used whenever the data did not follow a normal distribution. A two-tailed p-value< 0.05 was
considered significant for all analyses.

Supporting Information
S1 Fig. Interaction between BBS17 and IR and efficacy of shRNA-mediated BBS gene
silencing. A) Co-immunoprecipitation of the Flag-tagged BBS17 with the β subunit of the IR
in protein lysates from HEK293T cells. B) Ability of the endogenous IR (β subunit) to pull
down the endogenous BBS17 protein in mouse brain lysates. C-D) Efficiency of the shRNA tar-
geting the Bbs1 (C) or Bbs2 (D) genes in HEK293T cells to knockdown the expression of the
proteins. HA-tagged system was used for immunoblot recognition of BBS1 and BBS2 proteins.
(TIF)

S2 Fig. BBSome proteins are not required for surface expression of transferrin receptor
(TfR). A) Silencing Bbs1 or Bbs2 genes does not affect the amount of transferrin receptor at the
cell surface in HEK293T cells. B) MEF of Bbs1M390R/M390R knock-in (KI) mice have unchanged
TfR levels relative to wild type (WT) littermates. Bar graph data are expressed as
means ± SEM.
(TIF)

S3 Fig. BBS chaperonin proteins are required for membrane localization of the IR. Surface
expression of the insulin receptor was reduced in HEK293T cells in which Bbs6 (A) or Bbs12
(B) genes were silenced using GFP-tagged shRNA. Note that cell surface expression of the insu-
lin receptor was selectively reduced in the transfected cells (expressing GFP). The nuclei were
stained with DAPI.
(TIF)

S4 Fig. Insulin receptor does not localize to the cilia in 3T3L1 fibroblasts when examined
by immunohistochemistry. The signal for the cilium marker (acetylated-α Tubulin) is distinct
from the signal for IR. Cells were serum-starved for 48 hours to stop proliferation and induce
cilium formation. Antibody against acetylated-α Tubulin with Alexa Fluor568 secondary anti-
body was used to label cilium and antibody against IR β-subunit with Alexa Fluor488 secondary
antibody was used to label the IR. The nuclei were stained with DAPI.
(TIF)

S5 Fig. Calorie-restricted (CR) Bbs2-/-, Bbs4-/-, Bbs6-/- mice have normal body weights rela-
tive to wild type (WT) mice. Individuated housed Bbs2−/−, Bbs4−/− and Bbs6−/− mice were
given 75–80% of the chow pellets normally consumed daily by sex- and age-matched WT
mice. This calorie restriction protocol effectively prevented obesity in BBS mice. Data are
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expressed as means ± SEM.
(TIF)

Acknowledgments
We are grateful to the University of Iowa Central Microscopy Research Facilities for assistance
with the Confocal Microscopy. Recombinant AAV-Bbs1 and AAV-GFP vectors were prepared
at the University of Iowa Viral Vector Core Facility.

Author Contributions
Conceived and designed the experiments: RDS AMB DFG LB QZ VCS KR. Performed the
experiments: RDS AMB DFG LB QZ. Analyzed the data: RDS AMB DFG LB QZ KR. Contrib-
uted reagents/materials/analysis tools: VCS KR. Wrote the paper: RDS VCS KR.

References
1. Saltiel AR, Kahn CR (2001) Insulin signalling and the regulation of glucose and lipid metabolism. Nature

414: 799–806. PMID: 11742412

2. Gorden P, Arakaki R, Collier E, Carpentier JL (1989) Biosynthesis and regulation of the insulin receptor.
Yale J Biol Med 62: 521–531. PMID: 2697986

3. Knutson VP (1991) Cellular trafficking and processing of the insulin receptor. FASEB J 5: 2130–2138.
PMID: 2022311

4. Green JS, Parfrey PS, Harnett JD, Farid NR, Cramer BC, Johnson G, Heath O, Mcmanamon PJ,
Oleary E, Prysephillips W (1989) The Cardinal Manifestations of Bardet-Biedl Syndrome, A Form of
Laurence-Moon-Biedl Syndrome. N Eng J Med 321: 1002–1009. PMID: 2779627

5. Blacque OE, Leroux MR (2006) Bardet-Biedl syndrome: an emerging pathomechanism of intracellular
transport. Cell Mol Life Sci 63: 2145–2161. PMID: 16909204

6. Moore SJ, Green JS, Fan YL, Bhogal AK, Dicks E, Fernandez BA, Stefanelli M, Murphy C, Cramer BC,
Dean JCS, Beales PL, Katsanis N, Bassett AS, DavidsonWS, Parfrey PS (2005) Clinical and genetic
epidemiology of Bardet-Biedl syndrome in Newfoundland: A 22-year prospective, population-based,
cohort study. Am J Med Genet A 132A: 352–360. PMID: 15637713

7. Grace C, Beales P, Summerbell C, Jebb SA, Wright A, Parker D, Kopelman P (2003) Energy metabo-
lism in Bardet-Biedl syndrome. Int J Obes 27: 1319–1324. PMID: 14574341

8. O'Dea D, Parfrey PS, Harnett JD, Hefferton D, Cramer BC, Green J (1996) The importance of renal
impairment in the natural history of Bardet-Biedl syndrome. Am J Kidney Dis 27: 776–783. PMID:
8651240

9. Feuillan PP, Ng D, Han JC, Sapp JC, Wetsch K, Spaulding E, Zheng YQC, Caruso RC, Brooks BP,
Johnston JJ, Yanovski JA, Biesecker LG (2011) Patients with Bardet-Biedl Syndrome Have Hyperlepti-
nemia Suggestive of Leptin Resistance. J Clin Endocrinol Metab 96: E528–E535. doi: 10.1210/jc.
2010-2290 PMID: 21209035

10. Minton JA, Owen KR, Ricketts CJ, Crabtree N, Shaikh G, Ehtisham S, Porter JR, Carey C, Hodge D,
Paisey R, Walker M, Barrett TG (2006) Syndromic obesity and diabetes: changes in body composition
with age and mutation analysis of ALMS1 in 12 United Kingdom kindreds with Alstrom syndrome. J Clin
Endocrinol Metab 91: 3110–3116. PMID: 16720663

11. Nachury MV, Loktev AV, Zhang Q, Westlake CJ, Peranen J, Merdes A, Slusarski DC, Scheller RH,
Bazan JF, Sheffield VC, Jackson PK (2007) A core complex of BBS proteins cooperates with the
GTPase Rab8 to promote ciliary membrane biogenesis. Cell 129: 1201–1213. PMID: 17574030

12. Seo S, Baye LM, Schulz NP, Beck JS, Zhang QH, Slusarski DC, Sheffield VC (2010) BBS6, BBS10,
and BBS12 form a complex with CCT/TRiC family chaperonins and mediate BBSome assembly. Proc
Natl Acad Sci USA 107: 1488–1493. doi: 10.1073/pnas.0910268107 PMID: 20080638

13. Zhang Q, Yu D, Seo S, Stone EM, Sheffield VC (2012) Intrinsic protein-protein interaction mediated
and chaperonin assisted sequential assembly of a stable Bardet Biedl syndome protein complex, the
BBSome. J Biol Chem 287: 20625–20635. doi: 10.1074/jbc.M112.341487 PMID: 22500027

14. Zaghloul NA, Katsanis N (2009) Mechanistic insights into Bardet-Biedl syndrome, a model ciliopathy. J
Clin Invest 119: 428–437. doi: 10.1172/JCI37041 PMID: 19252258

BBS Proteins Mediate Insulin Receptor Handling

PLOS Genetics | DOI:10.1371/journal.pgen.1005311 June 23, 2015 14 / 16

http://www.ncbi.nlm.nih.gov/pubmed/11742412
http://www.ncbi.nlm.nih.gov/pubmed/2697986
http://www.ncbi.nlm.nih.gov/pubmed/2022311
http://www.ncbi.nlm.nih.gov/pubmed/2779627
http://www.ncbi.nlm.nih.gov/pubmed/16909204
http://www.ncbi.nlm.nih.gov/pubmed/15637713
http://www.ncbi.nlm.nih.gov/pubmed/14574341
http://www.ncbi.nlm.nih.gov/pubmed/8651240
http://dx.doi.org/10.1210/jc.2010-2290
http://dx.doi.org/10.1210/jc.2010-2290
http://www.ncbi.nlm.nih.gov/pubmed/21209035
http://www.ncbi.nlm.nih.gov/pubmed/16720663
http://www.ncbi.nlm.nih.gov/pubmed/17574030
http://dx.doi.org/10.1073/pnas.0910268107
http://www.ncbi.nlm.nih.gov/pubmed/20080638
http://dx.doi.org/10.1074/jbc.M112.341487
http://www.ncbi.nlm.nih.gov/pubmed/22500027
http://dx.doi.org/10.1172/JCI37041
http://www.ncbi.nlm.nih.gov/pubmed/19252258


15. Badano JL, Mitsuma N, Beales PL, Katsanis N (2006) The ciliopathies: An emerging class of human
genetic disorders. Ann Rev Genomics HumGenet 7: 125–148. PMID: 16722803

16. Berbari NF, Lewis JS, Bishop GA, Askwith CC, Mykytyn K (2008) Bardet-Biedl syndrome proteins are
required for the localization of G protein-coupled receptors to primary cilia. Proc Natl Acad Sci USA
105: 4242–4246. doi: 10.1073/pnas.0711027105 PMID: 18334641

17. Domire JS, Green JA, Lee KG, Johnson AD, Askwith CC, Mykytyn K (2011) Dopamine receptor 1 local-
izes to neuronal cilia in a dynamic process that requires the Bardet-Biedl syndrome proteins. Cell Mol
Life Sci 68: 2951–2960. doi: 10.1007/s00018-010-0603-4 PMID: 21152952

18. Yen HJ, Tayeh MK, Stone EM, Sheffield VC, Slusarski DC (2006) Bardet-Biedl syndrome genes are
important in retrograde intracellular trafficking and Kupffer's vesicle cilia function. HumMol Genet 15:
667–677. PMID: 16399798

19. Loktev AV, Jackson PK (2013) Neuropeptide Y Family Receptors Traffic via the Bardet-Biedl Syn-
drome Pathway to Signal in Neuronal Primary Cilia. Cell Rep 5: 1316–1329. doi: 10.1016/j.celrep.
2013.11.011 PMID: 24316073

20. Zhang Q, Seo S, Bugge K, Stone EM, Sheffield VC (2012) BBS proteins interact genetically with the
IFT pathway to influence SHH-related phenotypes. HumMol Genet 21: 1945–1953. doi: 10.1093/hmg/
dds004 PMID: 22228099

21. Mykytyn K, Nishimura DY, Searby CC, Shastri M, Yen HJ, Beck JS, Braun T, Streb LM, Cornier AS,
Cox GF, Fulton AB, Carmi R, Luleci G, Chandrasekharappa SC, Collins FS, Jacobson SG, Heckenl-
ively JR, Weleber RG, Stone EM, Sheffield VC (2002) Identification of the gene (BBS1) most commonly
involved in Bardet-Biedl syndrome, a complex human obesity syndrome. Nat Genet 31: 435–438.
PMID: 12118255

22. Davis RE, Swiderski RE, Rahmouni K, Nishimura DY, Mullins RF, Agassandian K, Philp AR, Searby
CC, AndrewsMP, Thompson S, Berry CJ, Thedens DR, Yang B, Weiss RM, Cassell MD, Stone EM,
Sheffield VC (2007) A knockin mouse model of the Bardet-Biedl syndrome 1 M390Rmutation has cilia
defects, ventriculomegaly, retinopathy, and obesity. Proc Natl Acad Sci USA 104: 19422–19427.
PMID: 18032602

23. Seo S, Mullins RF, Dumitrescu AV, Bhattarai S, Gratie D, Wang K, Stone EM, Sheffield V, Drack AV
(2013) Subretinal gene therapy of mice with Bardet-Biedl syndrome type 1. Invest Ophthalmol Vis Sci
54: 6118–6132. doi: 10.1167/iovs.13-11673 PMID: 23900607

24. Marion V, Schlicht D, Mockel A, Caillard S, Imhoff O, Stoetzel C, van DP, Brandt C, Moulin B, Dollfus H
(2011) Bardet-Biedl syndrome highlights the major role of the primary cilium in efficient water reabsorp-
tion. Kidney Int 79: 1013–1025. doi: 10.1038/ki.2010.538 PMID: 21270763

25. Eichers ER, Abd-El-Barr MM, Paylor R, Lewis RA, Bi WM, Lin XD, Meehan TP, Stockton DW,Wu SM,
Lindsay E, Justice MJ, Beales PL, Katsanis N, Lupski JR (2006) Phenotypic characterization of Bbs4
null mice reveals age-dependent penetrance and variable expressivity. HumGenet 120: 211–226.
PMID: 16794820

26. Daskalakis M, Till H, Kiess W, Weiner RA (2010) Roux-en-Y gastric bypass in an adolescent patient
with Bardet-Biedl syndrome, a monogenic obesity disorder. Obes Surg 20: 121–125. doi: 10.1007/
s11695-009-9915-6 PMID: 19847573

27. Mujahid S, Huda MS, Beales P, Carroll PV, McGowan BM (2014) Adjustable gastric banding and
sleeve gastrectomy in Bardet-Biedl syndrome. Obes Surg 24: 1746–1748. 10. doi: 10.1007/s11695-
014-1379-7 PMID: 25070484

28. Ronnett GV, Knutson VP, Kohanski RA, Simpson TL, Lane MD (1984) Role of glycosylation in the pro-
cessing of newly translated insulin proreceptor in 3T3-L1 adipocytes. J Biol Chem 259: 4566–4575.
PMID: 6368559

29. Hwang JB, Hernandez J, Leduc R, Frost SC (2000) Alternative glycosylation of the insulin receptor pre-
vents oligomerization and acquisition of insulin-dependent tyrosine kinase activity. Biochim Biophys
Acta 1499: 74–84. PMID: 11118640

30. Llagostera E, Catalucci D, Marti L, Liesa M, Camps M, Ciaraldi TP, Kondo R, Reddy S, DillmannWH,
Palacin M, Zorzano A, Ruiz-Lozano P, Gomis R, Kaliman P (2007) Role of myotonic dystrophy protein
kinase (DMPK) in glucose homeostasis and muscle insulin action. PLoS One 2: e1134. PMID:
17987120

31. Krentz AJ, Clark PM, Cox L, Williams AC, Nattrass M (1992) Hyperproinsulinaemia in patients with
myotonic dystrophy. Diabetologia 35: 1170–1172. PMID: 1478370

32. Uchiyama K, Muramatsu N, Yano M, Usui T, Miyata H, Sakaguchi S (2013) Prions disturb post-Golgi
trafficking of membrane proteins. Nat Commun 4: 1846. doi: 10.1038/ncomms2873 PMID: 23673631

33. Lim ET, Liu YP, Chan Y, Tiinamaija T, Karajamaki A, Madsen E, Altshuler DM, Raychaudhuri S, Groop
L, Flannick J, Hirschhorn JN, Katsanis N, Daly MJ (2014) A novel test for recessive contributions to

BBS Proteins Mediate Insulin Receptor Handling

PLOS Genetics | DOI:10.1371/journal.pgen.1005311 June 23, 2015 15 / 16

http://www.ncbi.nlm.nih.gov/pubmed/16722803
http://dx.doi.org/10.1073/pnas.0711027105
http://www.ncbi.nlm.nih.gov/pubmed/18334641
http://dx.doi.org/10.1007/s00018-010-0603-4
http://www.ncbi.nlm.nih.gov/pubmed/21152952
http://www.ncbi.nlm.nih.gov/pubmed/16399798
http://dx.doi.org/10.1016/j.celrep.2013.11.011
http://dx.doi.org/10.1016/j.celrep.2013.11.011
http://www.ncbi.nlm.nih.gov/pubmed/24316073
http://dx.doi.org/10.1093/hmg/dds004
http://dx.doi.org/10.1093/hmg/dds004
http://www.ncbi.nlm.nih.gov/pubmed/22228099
http://www.ncbi.nlm.nih.gov/pubmed/12118255
http://www.ncbi.nlm.nih.gov/pubmed/18032602
http://dx.doi.org/10.1167/iovs.13-11673
http://www.ncbi.nlm.nih.gov/pubmed/23900607
http://dx.doi.org/10.1038/ki.2010.538
http://www.ncbi.nlm.nih.gov/pubmed/21270763
http://www.ncbi.nlm.nih.gov/pubmed/16794820
http://dx.doi.org/10.1007/s11695-009-9915-6
http://dx.doi.org/10.1007/s11695-009-9915-6
http://www.ncbi.nlm.nih.gov/pubmed/19847573
http://dx.doi.org/10.1007/s11695-014-1379-7
http://dx.doi.org/10.1007/s11695-014-1379-7
http://www.ncbi.nlm.nih.gov/pubmed/25070484
http://www.ncbi.nlm.nih.gov/pubmed/6368559
http://www.ncbi.nlm.nih.gov/pubmed/11118640
http://www.ncbi.nlm.nih.gov/pubmed/17987120
http://www.ncbi.nlm.nih.gov/pubmed/1478370
http://dx.doi.org/10.1038/ncomms2873
http://www.ncbi.nlm.nih.gov/pubmed/23673631


complex diseases implicates Bardet-Biedl syndrome gene BBS10 in idiopathic type 2 diabetes and
obesity. Am J HumGenet 95: 509–520. doi: 10.1016/j.ajhg.2014.09.015 PMID: 25439097

34. Marion V, Mockel A, De MC, Obringer C, Claussmann A, Simon A, Messaddeq N, Durand M, Dupuis L,
Loeffler JP, King P, Mutter-Schmidt C, Petrovsky N, Stoetzel C, Dollfus H (2012) BBS-induced ciliary
defect enhances adipogenesis, causing paradoxical higher-insulin sensitivity, glucose usage, and
decreased inflammatory response. Cell Metab 16: 363–377. doi: 10.1016/j.cmet.2012.08.005 PMID:
22958920

35. Stoetzel C, Muller J, Laurier V, Davis EE, Zaghloul NA, Vicaire S, Jacquelin C, Plewniak F, Leitch CC,
Sarda P, Hamel C, de Ravel TJL, Lewis RA, Friederich E, Thibault C, Danse JM, Verloes A, Bonneau
D, Katsanis N, Poch O, Mandel JL, Dollfus H (2007) Identification of a novel BBS gene (BBS12) high-
lights the major role of a vertebrate-specific branch of chaperonin-related proteins in Bardet-Biedl syn-
drome. Am J HumGenet 80: 1–11. PMID: 17160889

36. Zhang Q, Nishimura D, Seo S, Vogel T, Morgan DA, Searby C, Bugge K, Stone EM, Rahmouni K, Shef-
field VC (2011) Bardet-Biedl syndrome 3 (Bbs3) knockout mouse model reveals common BBS-associ-
ated phenotypes and Bbs3 unique phenotypes. Proc Natl Acad Sci U S A 108: 20678–83. doi: 10.
1073/pnas.1113220108 PMID: 22139371

37. Imhoff O, Marion V, Stoetzel C, Durand M, Holder M, Sigaudy S, Sarda P, Hamel CP, Brandt C, Dollfus
H, Moulin B (2011) Bardet-Biedl syndrome: a study of the renal and cardiovascular phenotypes in a
French cohort. Clin J Am Soc Nephrol 6: 22–29. doi: 10.2215/CJN.03320410 PMID: 20876674

38. Seo SJ, Guo DF, Bugge K, Morgan DA, Rahmouni K, Sheffield VC (2009) Requirement of Bardet-Biedl
syndrome proteins for leptin receptor signaling. HumMol Genet 18: 1323–1331. doi: 10.1093/hmg/
ddp031 PMID: 19150989

39. Guo DF, Beyer AM, Yang BL, Nishimura DY, Sheffield VC, Rahmouni K (2011) Inactivation of Bardet-
Biedl syndrome genes causes kidney defects. Am J Physiol Renal Physiolo 300: F574–F580. doi: 10.
1152/ajprenal.00150.2010 PMID: 21106857

40. Bickenbach JR (2005) Isolation, characterization, and culture of epithelial stem cells. Methods Mol Biol
289: 97–102. 1-59259-830-7:097 [pii]. PMID: 15502174

41. Burnight ER, Wiley LA, Drack AV, Braun TA, Anfinson KR, Kaalberg EE, Halder JA, Affatigato LM, Mul-
lins RF, Stone EM, Tucker BA (2014) CEP290 gene transfer rescues Leber congenital amaurosis cellu-
lar phenotype. Gene Ther 21: 662–672. gt201439. doi: 10.1038/gt.2014.39 PMID: 24807808

42. Seo S, Zhang Q, Bugge K, Breslow DK, Searby CC, Nachury MV, Sheffield VC (2011) A novel protein
LZTFL1 regulates ciliary trafficking of the BBSome and Smoothened. PLoS Genet 7: e1002358. doi:
10.1371/journal.pgen.1002358 PMID: 22072986

43. Elia G (2010) Protein biotinylation. Curr Protoc Protein Sci Chapter 3: Unit. 10.

44. Bradford MM (1976) A rapid and sensitive method for the quantitation of microgram quantities of protein
utilizing the principle of protein-dye binding. Anal Biochem 72: 248–254. PMID: 942051

45. Morgan DA, Rahmouni K (2010) Differential effects of insulin on sympathetic nerve activity in agouti
obese mice. J Hypertens 28: 1913–1919. doi: 10.1097/HJH.0b013e32833c2289 PMID: 20577122

BBS Proteins Mediate Insulin Receptor Handling

PLOS Genetics | DOI:10.1371/journal.pgen.1005311 June 23, 2015 16 / 16

http://dx.doi.org/10.1016/j.ajhg.2014.09.015
http://www.ncbi.nlm.nih.gov/pubmed/25439097
http://dx.doi.org/10.1016/j.cmet.2012.08.005
http://www.ncbi.nlm.nih.gov/pubmed/22958920
http://www.ncbi.nlm.nih.gov/pubmed/17160889
http://dx.doi.org/10.1073/pnas.1113220108
http://dx.doi.org/10.1073/pnas.1113220108
http://www.ncbi.nlm.nih.gov/pubmed/22139371
http://dx.doi.org/10.2215/CJN.03320410
http://www.ncbi.nlm.nih.gov/pubmed/20876674
http://dx.doi.org/10.1093/hmg/ddp031
http://dx.doi.org/10.1093/hmg/ddp031
http://www.ncbi.nlm.nih.gov/pubmed/19150989
http://dx.doi.org/10.1152/ajprenal.00150.2010
http://dx.doi.org/10.1152/ajprenal.00150.2010
http://www.ncbi.nlm.nih.gov/pubmed/21106857
http://www.ncbi.nlm.nih.gov/pubmed/15502174
http://dx.doi.org/10.1038/gt.2014.39
http://www.ncbi.nlm.nih.gov/pubmed/24807808
http://dx.doi.org/10.1371/journal.pgen.1002358
http://www.ncbi.nlm.nih.gov/pubmed/22072986
http://www.ncbi.nlm.nih.gov/pubmed/942051
http://dx.doi.org/10.1097/HJH.0b013e32833c2289
http://www.ncbi.nlm.nih.gov/pubmed/20577122

